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caagtgcttg tgtggaggct catgtatgca 
420 

tgtgcatgcc agtccagagt tagatgtacc 
480 

tttggaaaca aggatggctc taaacatgta 
540 

gcctaaggag gtggggaagt gggtgttggg 
600 

aggaggagtg ggtgggaggg aaaggctggg 
660 

ggaaagtgga agaacaggag aagctcatgt 
720 

ttgattcctg agagtttttt ctcttgattt 
780 

gaggtagaaa agacaaacag accacaaaag 
840 

ctgttgcatg tgcatgagcc agagcctggg 
900 

agagcaggca ggcagcccac cccctgcagc 
960 

aagtccagca gccctgtatg ccactcctct 
1020 

cccttcatga tcagcacccg gtggttgggc 
1080 

cccatggggt cctggtctcc atatacaatc 
1140 

ggtggggcag agtcaacagg acctgccata 
1200 

tcctgggacc accccatatg agggagagag 
1260 

ttggtgtctg ccccagaaca cagtttagca 
1320 

accaaaaggg tggagttggg tggtcagctc 
1380 

ccccagatga ggaaagccca ggatgcaccc 
1433 



tgtgtgtata tgcaaagctg cacatgacaa 
tatgcagttg ccctcaagcg aagggtcata 
agcgtgcatg tgggcatgta tgtatctggg 
gtaagggctg gccttcaggg catttgcaga 
cagagcaggg gaaggagtga aagccaggca 
aatggattac cctccacagg attatgttcc 
taccccctca gtctatcact gcaagagaaa 
acaagaaccc agacatatag acagacgcac 
agagaagaga gagcgtgcaa gagagagctc 
agtgctgggc ttcactggag cccctgcagg 
ggcttgtcca ggtaacaggg gtgccccgcc 
agctgcttca ggtgctcaaa gctggtctga 
agagctggag tcngagagga aggatagggg 
gcatccccag ccctccccac ttcagtctct 
acaagctggc ccagtgggtg ggggcacaga 
cagggcttgg cacagtagtc tgctgagtaa 
ctcccagaag acaccccttg attatccagc 
ttccttgctc ctggcagggc acc 



<210> 3186 
<211> 112 
<212> PRT 

<213> Homo sapiens 
<400> 3186 

Met Pro Leu Leu Trp Phe Val Gin Val Thr Gly Val Pro Arg Pro Leu 

15 10 15 

His Asp Gin His Pro Val Val Gly Gin Leu Leu Gin Val Leu Lys Ala 

20 25 30 

Gly Leu Thr His Gly Val Leu Val Ser He Tyr Asn Gin Ser Trp Ser 

35 40 45 

Leu Arg Gly Arg He Gly Gly Trp Gly Arg Val Asn Arg Thr Cys His 

50 55 60 

Ser He Pro Ser Pro Pro His Phe Ser Leu Phe Leu Gly Pro Pro His 
65 70 75 80 

Met Arg Glu Arg Asp Lys Leu Ala Gin Trp V^l Gly Ala Gin He Gly 
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85 90 95 

Val Cys Pro Arg Thr Gin Phe Ser Thr Gly Leu Gly Thr Val Val Cys 
100 105 110 

<210> 3187 
<211> 860 
<212> DNA 

<213> Homo sapiens 
<400> 3187 

gggcccggag cagcctccct 
60 

tatctaccag gagacggagt 
120 

aagtggtcct cccgcctcgg 
180 

tccctgagtt caccaccttg 
240 

caccatgcag aggtcgtgaa 
300 

ctctttgccg tggtgcactt 
360 

ttaattggaa atgaactaga 
420 

ctggttgggg cagacaactt 
480 

agtgctgggc tttgtctggg 
540 

taggccagaa aggatcttgt 
600 

ccaagaatca ttatgagatt 
650 

gagaaagtac cgctgggccc 
720 

ggtgtggggc acgtgggtct 
780 

tgcccacttg ccaccctcat 
840 

ctcctccacg ctccacgcgt 
860 

<210> 3188 
<211> 120 
<212> PRT 

<213> Homo sapiens 
<400> 3188 

Thr Pro Gly Leu Lys Trp Ser Ser Arg Leu Gly Leu Leu Ser Ser Trp 

15 10 15 

Asp Tyr Arg Tyr Val Pro Lys Thr Ser Leu Ser Ser Pro Pro Trp Pro 

20 25 30 

Glu Val Val Leu Pro Asp Pro Val Glu Glu Thr Arg His His Ala Glu 

35 40 45 

Val Val Lys Lys Val Asn Glu Met He Val Thr Gly Gin Tyr Gly Arg 



ttggtccgct 
ttcgctatgt 
cctcctgagt 
gccagaagtt 
gaaggtgaat 
tgccagccgc 
ccttgcgtgt 
cacgctgctt 
gctccagggc 
tcgagtagaa 
caggaaaagg 
tgttgcacgg 
cgggacagga 
cctagaggga 



tctcgaaggt 
ttcccagact 
agctgggatt 
gttctgccag 
gagatgatcg 
cagtggaagg 
ggagagagaa 
ggcaagccac 
tggacatgca 
gccacagtca 
aaaaacttca 
tgctggttgc 
agcccaggca 
gcacccagag 



tcaattcaca 
ggttttgaac 
acagatatgt 
acccagttga 
tcacggggca 
tgacctccga 
ttcgactgga 
tcctcgggta 
gacagtggtc 
ttgaaaagac 
agaagaaaag 
ccaggcgcat 
ggtctcaacc 
ggtccagcct 



gagcacttca 
tcctggccta 
tcctaaaaca 
ggagaccaga 
gtatggcagg 
agacctgatc 
gaaggtcctg 
atggctgtga 
acagtgcaat 
agaatcatgg 
aagtaagtta 
gcggacggag 
tggctgccac 
cgctcccctt 
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50 55 60 

Leu Phe Ala Val Val His Phe Ala Ser Arg Gin Trp Lys Val Thr Ser 
65 70 75 80 

Glu Asp Leu lie Leu lie Gly Asn Glu Leu Asp Leu Ala Cys Gly Glu 

85 90 95 

Arg He Arg Leu Glu Lys Val Leu Leu Val Gly Ala Asp Asn Phe Thr 

100 105 110 

Leu Leu Gly Lys Pro Leu Leu Gly 
115 120 



<210> 3189 

<211> 440 

<212> DNA 

<213> Homo sapiens 



<400> 3189 

nngggcccct aagggcatgg atggggccgg 
60 

agcctgggga agcaagtccc tgttttcagt 
120 

gactcccctt ctgggccagt gctgccctgc 
180 

gacctcacca aagtgacccg gatgcatgga 
240 

ggcatggtga tgttcaccct ggggttcgcc 
300 

tgcttgctca actttgtgag^tggccacaga 
360 

caggctctgc tgggcaggat tatatgttac 
420 

cctcccctat ggcccctgcc 
440 



actctggcct ggctgtcaac aagagggctg 
accacctgca tcccccaggg cagcatcctt 
tttctctgtc cctttcaggg tgtgctgtcc 
atcgaccctg tggtgctggt cctgatggtg 
ggctgcgtgg gggctctgcg ggagaatatc 
gacaagagtg ggatatgatg caatggggta 
ctggtcagag caggtggcag ctcttaggag 



<210> 3190 

<211> 111 

<212> PRT 

<213> Homo sapiens 



<400> 3190 

Gly His Gly Trp Gly 

1 5 
Ser Leu Gly Lys Gin 
20 

Gly Ser He Leu Asp 
35 

Cys Leu Phe Gin Gly 
50 

His Gly He Asp Pro 
65 

Phe Thr Leu Gly Phe 
85 

Cys Leu Leu Asn Phe 
100 



Arg Thr Leu Ala Trp Leu 
10 

val Pro Val Phe Ser Thr 
25 

Ser Pro Ser Gly Pro Val 
40 

Val Leu Ser Asp Leu Thr 
55 

Val Val Leu Val Leu Met 
70 75 
Ala Gly Cys Val Gly Ala 
90 

Val Ser Gly His Arg Asp 
105 



Ser Thr Arg Gly Leu 
15 

Thr Cys He Pro Gin 
30 

Leu Pro Cys Phe Leu 
45 

Lys Val Thr Arg Met 
60 

Val Gly Met Val Met 
80 

Leu Arg Glu Asn He 
95 

Lys Ser Gly lie 
110 
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<210> 3191 
<211> 266 
<212> DNA 

<213> Homo sapiens 
<400> 3191 

cggaggccga cgggctgata gttccctgtt ccgtgtccgc tacttgagcc atggaccggg 
60 

accttttgcg gcagtcgcta aattgccacg ggtcgtcttt gctctctcta cttcggagcg 
120 

aacagcagga caatccacac ttccgtagcc tcctggggtc ggccgccgag ccagcccggg 
1B0 

gcccgccgcc ccagcacccg ttgcagggca gaaaagagaa gagagttgac aacatcgaga 
240 

tacagaaatt catctcccaa aaagcg 
266 

<210> 3192 
<211> 84 
<212> PRT 

<213:> Homo sapiens 
<400> 3192 

Met Asn Phe Cys lie Ser Met Leu Ser Thr Leu Phe Ser Phe Leu Pro 

15 10 15 

Cys Asn Gly Cys Trp Gly Gly Gly Pro Arg Ala Gly Ser Ala Ala Asp 

20 25 30 

Pro Arg Arg Leu Arg Lys Cys Gly Leu Ser Cys Cys Ser Leu Arg Ser 

35 40 45 

Arg Glu Ser Lys Asp Asp Pro Trp Gin Phe Ser Asp Cys Arg Lys Arg 

50 55 60 

Ser Arg Ser Met Ala Gin Val Ala Asp Thr Glu Gin Gly Thr lie Ser 
65 70 75 80 

Pro Ser Ala Ser 



<210> 3193 
<211> 567 
<212> DMA 

<213> Homo sapiens 
<400> 3193 

nctgaccaca tctccgaccg cgttaaggta ccgaagccat ggtgggaaga gctggactcc 
60 

acagcctgcc tgagtgttca gatccaggct ctgcccagag ctggatgtaa atttatgacc 
120 

tggagtgagt tgttttgccc ctctgagcct cagtttctcc atctgtgaaa tggggacaac 
180 

agcagttcct tccaggaggg taaaaggagg agaaaaagaa tgcagatcca gccctcggca 
240 

gagtcagcgg ttcatgcttt gcatgcaaag tgcccagccc ctggctcaaa gtctgtgttc 
300 

atccagacct gggttaacta ctgtcttcct tatgttgttc ctgtggggac gcctggggct 
360 
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gctggcctcg tgattcctct ctttccctgc 
420 

ctgggccacc gctcctgcat cgggcagcag 
480 

gcaaagctgc tgcagaggct ggagttccgg 
540 

gagcaggcca cactcaagcc actggac 
567 



aggccacggt tcacctactt ccccttctcc 
tttgctcaga tggaggtgaa ggtggtcatg 
ctggtgcccg ggcagcgctt cgggctgcag 



<210> 3194 
<211> 116 
<212> PRT 

<213> Homo sapiens 



<400> 3194 

Met Gin He Gin 

1 

Lys Cys Pro Ala 
20 

Asn Tyr Cys Leu 
35 

Gly Leu val He 
50 

Pro Phe Ser Leu 
65 

Met Glu Val Lys 

Arg Leu Val Pro 
100 

Lys Pro Leu Asp 
115 



Pro Ser Ala Glu 
5 

Pro Gly Ser Lys 

Pro Tyr Val Val 
40 

Pro Leu Phe Pro 
55 

Gly His Arg Ser 
70 

Val Val Met Ala 
85 

Gly Gin Arg Phe 



Ser Ala Val His 
10 

Ser val Phe He 
25 

Pro Val Gly Thr 

Cys Arg Pro Arg 
60 

Cys He Gly Gin 
75 

Ly3 Leu Leu Gin 
90 

Gly Leu Gin Glu 
105 



Ala Leu His Ala 

15 

Gin Thr Trp Val 
30 

Pro Gly Ala Ala 
45 

Phe Thr Tyr Phe 

Gin Phe Ala Gin 
80 

Arg Leu Glu Phe 
95 

Gin Ala Thr Leu 
110 



<210> 3195 

<211> 987 

<212> DNA 

<213> Homo sapiens 



<400> 3195 
cgatcgccca 
60 

gcctcgacta 

120 

agccccagac 
180 

gttcaagcat 
240 

ccattttgaa 
300 

catcctccgg 
360 

tcccacgact 
420 

cggggaggaa 
480 



cctgatggag 
cgaacgcaag 
acctacctcc 
ccactttgaa 
gaagagcccg 
ctccatcgtg 
tgcgggtgac 
agacgacgat 



gaacctctag 
accaaagtgg 
ttggctggat 
acggaagagg 
gagcccaagg 
tccttcaaaa 
ggtggcgagc 
gttgcgagca 



gcagtgaccc 
acttcga tga 
cagccaaagg 
ctaaccgttc 
aggatcccgc 
gtgctgacag 
gaacgtcccc 
taatgaagaa 



attcagctgg 
cttcctccca 
tgggcaagac 
ctttctctcg 
tcacctgtct 
catcaaaagt 
cgagcggaga 
atacctccag 



aaactcccaa 
gctatccgga 
ggttcacagc 
gggatcaaga 
gactcgtcct 
cgaccaggaa 
gagccaggga 
aagtaggaac 
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cagttcagcc tccttgaagc tgcccttgaa gacttcccga ctctacaata acttggagac 
540 

agagagactg gccaggcctc cccggtggcc agagccagcc agcatggcca ccctcaagag 
600 

gcgagatgag cccacagagg catatcctgc ggggatgctg ggctcccagt gtggttggcc 
660 

tgaacaaaat aaagtgttga ctcctgggca cctgtgcctt ctctatggcc ttgctacctg 
720 

ggattccaga gagttgatgg ggtgcagata ggggtaggac tgttagaata gaaccaaccc 
780 

aaactgtgtg tagtttgggg tgtatacttc tatttctctt cctacatgtc tacatgccat 
840 

gaccttcctc ctcctcttca cttggccagt ttcagctcac ttcctccagg aagtctttcc 
900 

tgatatatca aactgaaaca aatgctcctc ctccatgctc ccttaatccc catgcttgtc 
960 

gattatattc ctttgccaat tcatttc 
987 

<210> 3196 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 3196 

Mec Glu Glu Pro Leu Gly Ser Asp Pro Phe Ser Trp Lys Leu Pro Ser 

15 10 15 

Leu Asp Tyr Glu Arg Lys Thr Lys Val Asp Phe Asp Asp Phe Leu Pro 

20 25 30 

Ala He Arg Lys Pro Gin Thr Pro Thr Ser Leu Ala Gly Ser Ala Lys 

35 40 45 

Gly Gly Gin Asp Gly Ser Gin Arg Ser Ser Tie His Phe Glu Thr Glu 

50 55 60 

Glu Ala Asn Arg Ser Phe Leu Ser Gly He Lys Thr He Leu Lys Lys 
65 70 75 80 

Ser Pro Glu Pro Lys Glu Asp Pro Ala His Leu Ser Asp Ser Ser Ser 

85 90 95 

Ser Ser Gly Ser He Val Ser Phe Lys Ser Ala Asp Ser He Lys Ser 

100 105 HO 

Arg Pro Gly He Pro Arg Leu Ala Gly Asp Gly Gly Glu Arg Thr Ser 

115 120 125 

Pro Glu Arg Arg Glu Pro Gly Thr Gly Arg Lys Asp Asp Asp Val Ala 

130 135 140 

Ser He Met Lys Lys Tyr Leu Gin Lys 
145 150 

^210> 3197 

<211> 5575 

<212> DNA 

<213> Homo sapiens 

<400> 3197 

nnacttgaac ccaggaggtg gaggttgcag tgagcggaga ttgtgccact gcacttggac 
60 
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ctggctgaca cagcaagact atgtttaaaa aaaaagagag agaaaaaaaa acaagaagga 
120 

agagcaatgg cgacactgga tcgcaaagtg cccagtccgg aggcgtttct gggcaaaccc 
180 

tggtcctcct ggatcgacgc cgccaaatta cactgctccg acaatgtaga tttagaagag 
240 

gctggaaaag agggtggaaa aagcagggag gttatgaggc ttaataaaga agatatgcac 
300 

ttatttggcc attacccagc acatgacgac ttctatctcg tagtgtgcag tgcctgtaac 
360 

caggccgtca agccacaggt tttccagtcg cactgcgaga gaagacacgg ttcaatgtgt 

420 

agaccttctc cctctccagt gtctccagcc tccaatccca ggacatcact agtacaggtg 
480 

aaaacaaaag cctgtctcag cggccatcac tctgccagca gcacctcaaa gccattcaaa 
540 

acgcccaaag acaatctact tacctccagc agcaaacagc acacagtctt tcctgcgaaa 
600 

ggatcaaggg ataaaccatg tgttccagtt cctgtagtca gtttagagaa aattcctaac 
660 

ctagtgaagg cagatggtgc caatgtcaaa atgaactcca caaccactac tgcagtttct 
720 

gcctccccca cctcgtcctc tgccgtctcc acccctcctt taattaagcc tgtcctgatg 

780 

tccaagtcag tgccaccttc accagagaag atcttaaatg gcaaaggaat tctgccaacc 
840 

accatagaca agaaacacca aaatggcacc aaaaacagca acaagcctta caggagactt 
900 

tcagagagag aatttgaccc aaataaacac tgtggagtat tggatcccga gacaaagaaa 
960 

ccttgcacaa gatccctcac ctgcaagaca cattcgctaa gccatcggag ggcagtccca 
1020 

ggccggaaaa agcaatctga cctcctcctg gcagaacaca aagcaaagtc ccgggaaaaa 
1080 

gaagttaaag ataaagagca tctcctgact tccacgaggg aaatacttcc aagccaatcc 
1140 

gggccggcac aggattctct gctagggtct tcagggagct ctgggccaga accaaaagtt 
1200 

gcatcccctg caaaatccag accacccaac tctgtacttc c^agaccatc atctgcaaat 
1260 

agcataagca gcagcacatc ttcaaatcat agcggccaca ctccagagcc cccactccca 
1320 

ccggttggag gtgacctcgc cagccgactg tccagtgatg aaggggagat ggacggagcc 
1380 

gacgaatccg agaagctaga ctgtcagttc tccacgcacc accccagacc tctggcgttt 
1440 

tgctcatttg ggagtcgcct catgggacga gggtactatg tgtttgatag aagatgggat 
1500 

cgttttcgat tcgcactaaa ctccatggta gaaaaacacc tgaattcaca gatgtggaag 
1560 

aagatccctc ctgcggcaga tagccccatg ccctcgccag cagcccacat caccaccccc 
1620 

gttccagcat ccgttttgca gcctttcagc aaccccagtg ctgtgtatct tccttcagct 
1680 
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cccatcagct cgagactcac ctcttcttac 
1740 

gctttcgtga catcgccgga cccgagcgcc 
1800 

gtggccgcaa ccctcagcat catggactca 
1860 

ataccagccg tcatcccttc cccatcccac 
1920 

tcaaaagtca aagacctgtc cacccgtagc 
1980 

ccacagtctt cgacttcctc ctcctcctcc 
2040 

tcgtctccac tgtcagggcc tcacaaaaag 
2100 

aactcctatc aggcggcccc tccctataac 
2160 

gtgagcccac tcagtgccaa actggagccc 
2220 

gcggacatag tgagacaggt gggcgcggtg 
2280 

gtgccctccc ttgcgctcca cgcaggggac 
2340 

tctctgcccc tctcttttga caaatcagaa 
2400 

agcaaagcct gtaaaatcac taaaatgcct 
2460 

cccagccttc tcgcaccggt gcccgatccc 
2520 

aaaaatagca gcctagcttt gtcacaatcc 
2580 

agccgacaga acacaaacag aacgggcagg 
2640 

gccacttcca catcaattcc aggccaccta 
2700 

agggagggga gtgggctggg gggagagtct 
2760 

tttcttcttc tttttttaat tgaccaattt 
2820 

gagatttaca gaaaacagtt ccagtgtttg 
2880 

gtttttacat tcttccaaat ttggggtcac 
2940 

atccttttgc tccagccatg agagcagaca 
3000 

tctgaagctc ttgaactgta gcacaggcag 
3060 

attccttcca tccctacgtc taccactctc 
3120 

ctctcatagg atcccctcag gattgtgtgc 
3180 

gggagtggag agttggaggg tgggtggggt 
3240 

gctggagcca aatgctagaa gcgagattga 
3300 



ataatgacat cagccatgct ctcagacgca 
ctcatgtccc acaccacagc tttccctcat 
accttcaagg ccccatccgc cgtgtccccg 
aagccatcca aaaccaaaac cagcaaatcc 
gacgagtctc caagtaacaa aaaaaggaag 
tcctcctcct cttccttgca gacatccctc 
aactgtgttt tgaatgccag ttctgctttg 
agcctgtctg tgcacaactc aaacaatggg 
tcaggacgga cctcgctgcc cggcggcccc 
ggaggcagca gtgactcctg tcccctctct 
ctctctctgg cctcacacaa tgctgtgtct 
ggaaaaaagc gtaagaactc gagttctagt 
ggtatgaata gcgttcacaa aaagaacccg 
gttaacagca cctcctctcg gcaggttggg 
agtccttcaa gtatatccag cccaggacac 
ataaggactc ttccataaca agactatgaa 
atcccatccg aggaggccat ggggaggagg 
gttttctgtg cactccctgt gactctggcc 
ttagttaaaa aggcaaaaga aggtgaattt 
gtttccgctg tctttccttt catttgccat 
tcccctagct cctgatgctg ctactgtacc 
ttgcagaatg ttggttccag gttggcatgc 
agcccttttt cttcctgtca tctccacccg 
tgggtcctca ctggtcttca aaggacctgg 
agggagaggg ggctttigctg gggaggagct 
tccctcatcc agtttccaca gcccaccatg 
gaacagtggc cgtttagcga tgtggtttac 
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ctaataccac tgtccagctg 
3360 

gaacaggctt gggaaggtgg 
3420 

aaactggaga ctgtggtggt 
3480 

agtgtgccag tgcccacagc 
3540 

gagaacccag aaagccactc 
3600 

ggctgccttc ctgggctagg 
3660 

caaacctttt gtcagaataa 
3720 

gggacttggt gggatcagca 
3780 

cccatgaagg aatggtaagg 
3840 

acgctggagc cctgcagcca 
3900 

ccataagctc tagtagggaa 
3960 

ctgtgctatt aatcatgtaa 
4020 

tttcatcctt aaatcagaaa 
4080 

ccccaaagtt ttccttttct 
4140 

ttcaccacac aattggaatt 
4200 

attgcactga cagtgagtgt 
4260 

gtttaaaaat caggagttga 
4320 

atttctacag tgttaaaagt 
4380 

ctgcaaattg aagggatgat 
4440 

ttttaagact tataaatgtt 
4500 

ttagaagata ttcttaaagt 
4560 

ctatactaca gagctaactg 
4620 

ttaagcaatg tttatatttt 
4680 

cagactgaaa agtatgtaca 
4740 

cagaggtctg ttgtttttta 
4800 

aaaaacaaaa tctccacaac 
4860 

ggaaaacaaa ggttgagaga 
4920 



cgcagctcag aaaggataaa 
cagcaagcag agcatggtgg 
ctgagctggt caggaatctg 
agggtgagct aggagggaga 
catgaggagg cacggtgacc 
aagagccccc cagggagagc 
ataatagcat ttcccaccca 
cacccatgga tcagcttttg 
acagccactg ctcagtgaag 
tagaactatt cacactggag 
tcataatcag gaaaggaatt 
ctttgtatat gatgtatagc 
tgaatgctag tttcatagct 
ttcccgttcc cccaacccaa 
gcaaagacgg gaggcaaatg 
ttcttatagg attactaaat 
tattaagtac caggacatta 
gcacctatat gctggtttat 
tgttaccctt tcttttttta 
taagaaatta taaacaaggt 
aaatttttat agtgttaatt 
accagaatag tttcagaaac 
taaaatgttc tttgaattat 
tatctttgtt atttttgcac 
taatttattt tgagttgtaa 
aaaataaccc tctgatttat 
ttaagtggct gcttctgaga 



ccagtcaggg acaggggcca 
gtaggagatg atccctaaaa 
cagaatccct tccaggaatc 
aatcccagga aaaaggtcgt 
acagctgcta aaggttctta 
ttccacaaaa gggtatgtgt 
cccccatgcc ctgggccaca 
ctgtcttaga gacagccatc 
aacagccatt tggaagagcc 
ttttaaaaga aacagcaata 
cacaacataa aataggtgtt 
aaagatactg ggaggttttg 
gggcagaacc ctcatcccca 
agatcagact actgttaagt 
gagtgatttt catcaatgga 
tttttaatat aaaatgattt 
gttcggatga tttcattttt 
ttacgtcttg ggaaaagaga 
aaaaaaaaag gttaaggaga 
tagacccttt gaaaaaaagt 
ttgtaataat ttatgtttta 
aatatgaaac ttaggaaagt 
gtttttattg tacatttctt 
aattttgtct tgttcggttt 
aacttgcagg agtaaaaaca 
aaactcttat agtcaaagag 
aataatgtct caaggactaa 
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aggagcaatt caataggttt agacattgta gctctctaca tcttgaattg gaagctggaa 
4980 

taaagagccc ccaccccccc cccaccctca tcgaatgctg cttactttgt caaaagactg 
5040 

gctatgacca aggtgaggat atttctggaa aactgggcaa aaagggaaag cccacagtat 
5100 

tcttccttgg cagtcaacca caggtttact ttacaatgat gtattaaaaa cttgcagctt 
5160 

gaaaaatgga atgcaaataa aaggttctct ttgggtttgt cttaatggag ttaaactgga 
5220 

gcagcctata aaacattttt agggtgatgt cctctgggtc cttctgttct gcacacccac 
5280 

tcagtcttct ctcccagccc cttgactgca cacacccctc tttgcctgaa gatctcctga 
5340 

cttgtcgcca gccatagagg ctcgaaagct ctggttgtga agcataacgc aatgcataga 
5400 

cctgtcagcc ataaaaaaaa aaaaaaaaaa aaaaaaaaaa gcgacttgga taacttgtat 
5460 

gccttctttt gtatcaatgt accaattgta aataatgctg atcaaccttt gtagagaata 
5520 

gtttatacag catattctat tattgctgat tctcagtgaa ctcttgttaa tatac 
5575 

<210> 3198 
<211> 833 
<212> PRT 

<213> Homo sapiens 

<400> 3198 
Met Ala Thr Leu Asp 

1 5 
Lys Pro Trp Ser Ser 
20 

Asn Val Asp Leu Glu 
35 

Val Met Arg Leu Asn 
50 

Ala His Asp Asp Phe 
65 

Val Lys Pro Gin Val 
85 

Met Cys Arg Pro Ser 
100 

Thr Ser Leu Val Gin 
115 

Ser Ala Ser Ser Thr 
130 

Leu Thr Ser Ser Ser 
145 

Arg Asp Lys Pro Cys 
165 

Pro Asn Leu Val Lys 
180 

Thr Thr Thr Ala Val 



Arg Lys Val Pro Ser Pro Glu Ala Phe Leu Gly 

10 15 
Trp He Asp Ala Ala Lys Leu His Cys Ser Asp 

25 30 
Glu Ala Gly Lys Glu Gly Gly Lys Ser Arg Glu 

40 45 
Lys Glu Asp Met His Leu Phe Gly His Tyr Pro 

55 60 
Tyr Leu Val Val Cys Ser Ala Cys Asn Gin Val 
70 75 80 

Phe Gin Ser His Cys Glu Arg Arg His Gly Ser 

90 95 
Pro Ser Pro Val Ser Pro Ala Ser Asn Pro Arg 

105 HO 
Val Lys Thr Lys Ala Cys Leu Ser Gly His His 

120 125 
Ser Lys Pro Phe Lys Thr Pro Lys Asp Asn Leu 

135 140 
Lys Gin His Thr Val Phe Pro Ala Lys Gly Ser 
150 155 160 

Val Pro Val Pro Val Val Ser Leu Glu Lys He 

170 175 
Ala Asp Gly Ala Asn Val Lys Met Asn Ser Thr 

185 190 
Ser Ala Ser Pro Thr Ser Ser Ser Ala Val Ser 
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195 

Thr Pro Pro Leu 
210 

Ser Pro Glu Lys 
225 

Asp Lys Lys His 

Arg Leu Ser Glu 
260 

Asp Pro Glu Thr 
275 

His Ser Leu Ser 
290 

Asp Leu Leu Leu 
305 

Lys Asp Lys Glu 

Gin Ser Gly Pro 
340 

Gly Pro Glu Pro 
355 

Ser Val Leu Pro 
370 

Ser Ser Asn His 
385 

Gly Gly Asp Leu 

Gly Ala Asp Glu 
420 

Pro Arg Pro Leu 
435 

Gly Tyr Tyr Val 
450 

Asn Ser Met Val 
465 

Pro Pro Ala Ala 

Thr Pro Val Pro 
500 

Val Tyr Leu Pro 
515 

He Met Thr Ser 
530 

Asp Pro Ser Ala 
545 

Ala Thr Leu Ser 

Ser Pro He Pro 
580 

Thr Lys Thr Ser 
595 

Asp Glu Ser Pro 
610 

Ser Ser Ser Ser 



200 

He Lys Pro Val 
215 

He Leu Asn Gly 
230 

Gin Asn Gly Thr 
245 

Arg Glu Phe Asp 

Lys Lys Pro Cys 
280 

His Arg Arg Ala 
295 

Ala Glu His Lys 
310 

His Leu Leu Thr 
325 

Ala Gin Asp Ser 

Lys Val Ala Ser 
360 

Arg Pro Ser Ser 
375 

Ser Gly His Thr 
390 

Ala Ser Arg Leu 
405 

Ser Glu Lys Leu 

Ala Phe Cys Ser 
440 

Phe Asp Arg Arg 
455 

Glu Lys His Leu 
470 

Asp Ser Pro Met 
485 

Ala Ser Val Leu 

Ser Ala Pro lie 
520 

Ala Met Leu Ser 
535 

Leu Met Ser His 
550 

He Met Asp Ser 
565 

Ala Val He Pro 

Lys Ser Ser Lys 
600 

Ser Asn Lys Lys 
615 

Ser Ser Ser Ser 



Leu Met Ser Lys 
220 

Lys Gly lie Leu 
235 

Lys Asn Ser Asn 
250 

Pro Asn Lys His 
265 

Thr Arg Ser Leu 

Val Pro Gly Arg 
300 

Ala Lys Ser Arg 
315 

Ser Thr Arg Glu 
330 

Leu Leu Gly Ser 
345 

Pro Ala Lys Ser 

Ala Asn Ser lie 
380 

Pro Glu Pro Pro 
395 

Ser Ser Asp Glu 
410 

Asp Cys Gin Phe 
425 

Phe Gly Ser Arg 

Trp Asp Arg Phe 
460 

Asn Ser Gin Met 
475 

Pro Ser Pro Ala 
490 

Gin Pro Phe Ser 
505 

Ser Ser Arg Leu 

Asp Ala Ala Phe 
54 0 

Thr Thr Ala Phe 
555 

Thr Phe Lys Ala 
570 

Ser Pro Ser His 
585 

Val Lys Asp Leu 

Arg Lys Pro Gin 
620 

Ser Leu Gin Thr 



205 

Ser Val Pro Pro 

Pro Thr Thr lie 
240 

Lys Pro Tyr Arg 
255 

Cys Gly Val Leu 
270 

Thr Cys Lys Thr 
285 

Lys Lys Gin Phe 

Glu Lys Glu Val 
320 

lie Leu Pro Ser 
335 

Ser Gly Ser Ser 
350 

Arg Pro Pro Asn 
365 

Ser Ser Ser Thr 

Leu Pro Pro Val 
400 

Gly Glu Met Asp 
415 

Ser Thr His His 
430 

Leu Met Gly Arg 
445 

Arg Phe Ala Leu 

Trp Lys Lys lie 
480 

Ala His lie Thr 
495 

Asn Pro Ser Ala 
510 

Thr Ser Ser Tyr 
525 

Val Thr Ser Pro 

Pro His Val Ala 
560 

Pro Ser Ala Val 
575 

Lys Pro Ser Lys 
590 

Ser Thr Arg Ser 
605 

Ser Ser Thr Ser 
Ser Leu Ser Ser 
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625 630 635 640 

Pro Leu Ser Gly Pro His Lys Lys Asn Cys Val Leu Asn Ala Ser Ser 

645 650 655 

Ala Leu Asn Ser Tyr Gin Ala Ala Pro Pro Tyr Asn Ser Leu Ser Val 

660 665 670 

His Asn Ser Asn Asn Gly Val Ser Pro Leu Ser Ala Lys Leu Glu Pro 

675 580 685 

Ser Gly Arg Thr Ser Leu Pro Gly Gly Pro Ala Asp He Val Arg Gin 

690 695 700 

Val Gly Ala Val Gly Gly Ser Ser Asp Ser Cys Pro Leu Ser Val Pro 
705 710 715 720 

Ser Leu Ala Leu His Ala Gly Asp Leu Ser Leu Ala Ser His Asn Ala 

725 730 735 

Val Ser Ser Leu Pro Leu Ser Phe Asp Lys Ser Glu Gly Lys Lys Arg 

740 745 750 

Lys Asn Ser Ser Ser Ser Ser Lys Ala Cys Lys He Thr Lys Met Pro 

755 760 765 

Gly Met Asn Ser Val His Lys Lys Asn Pro Pro Ser Leu Leu Ala Pro 

770 775 780 

Val Pro Asp Pro Val Asn Ser Thr Ser Ser Arg Gin Val Gly Lys Asn 
785 790 795 800 

Ser Ser Leu Ala Leu Ser Gin Ser Ser Pro Ser Ser He Ser Ser Pro 

805 810 815 

Gly His Ser Arg Gin Asn Thr Asn Arg Thr Gly Arg He Arg Thr Leu 
820 825 830 

Pro 



<210> 3199 
<211> 777 
<212> DNA 

<213> Homo sapiens 
<400> 3199 

acgcgtgagg tccggccact gcgcagtcag acacgccggc tgctgcagtg gggcaggcag 
60 

ctccaggtgc tggtgagggc cccagctctc tgcgaggctg tggctggacc aggcatacag 
120 

caagcagctc ccacagctgg cactggggaa cgtggtgaca cccagaagct tggagatgcc 
180 

aggaaccgca aggccccaaa gagagtgtca cagccctggc ttagggagct cctaggtctg 
240 

ggctgcccga agagcaaggg ctcttccttc cttctttctt ttctccttct tgctacctgc 
300 

aacatggcga gcaaggggca tgtctcagcc ctgtttgtga tacagctctt ttagccctgc 
360 

catccagtgg gtcctgagtt cttgtccggc aaccaggaag aatgaggtac ccagacaagt 
420 

gtagagtgac caagacaaag aggagcttta ctgagtgaca atagctcaga ggaggccctg 
480 

gagagggcag ttcctcacta cagctggtca tccgacgtct gctcagctct ggctgagcct 
540 

ggggcttctg tcagcctcag agagggggaa gttcatgctg accggtccat gggcggccat 
600 
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gggcaggccc agaaaaggca acacaagttc gcactccagt ccacggcact gacagcctgg 
660 

cccccagcct tcagggcctc cctggcctga aggtgggcct caccagggac tcaccccctt 
720 

ctgcccagaa acctgtctgc ctcctgctgc cattcatggc gcccaggcta taggtat 
777 

<210> 3200 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 3200 

Met Leu Gin Val Ala Arg Arg Arg Lys Glu Arg Arg Lys Glu Glu Pro 

15 10 is 

Leu Leu Phe Gly Gin Pro Arg Pro Arg Ser Ser Leu Ser Gin Gly Cys 

20 25 30 

Asp Thr Leu Phe Gly Ala Leu Arg Phe Leu Ala Ser Pro Ser Phe Trp 

35 40 45 

Val Ser Pro Arg Ser Pro Val Pro Ala Val Gly Ala Ala Cys Cys Met 

50 55 60 

Pro Gly Pro Ala Thr Ala Ser Gin Arg Ala Gly Ala Leu Thr Ser Thr 
65 70 75 60 

Trp Ser Cys Leu Pro His Cys Ser Ser Arg Arg Val 
85 90 

<210> 3201 
<211> 390 
<212> DNA 

<213> Homo sapiens 
<400> 3201 

acacgcgcag tgcgtctcct actgaacccg agcccctgct atgggtacgc ggaagcagct 
60 

cccgtcgcgc ctgccccagg ctggacggaa gggccacgct gcagccgggg tgagcacagc 
120 

gaagccgaca gcctttggga ccgaggtcag cagctgcacc ggcgcaagaa ttccaaacac 
180 

agctgtggct gaagggcctg ggggtgtgca ggtcccaaac cccagtgagc ctgatcccga 
240 

catgggtcct gtctcctggg ggccaccttt gtgtcccgtg gtggctgacc ctgagaggga 
300 

gggctgtggg gatgctcaca tgacactggg gtcccagcga cagcccctcc tcacgctgcg 
360 

tgtccctggg gcctctcagg agggacgcgt 
390 

<210> 3202 
<211> 116 
<212> PRT 

<213> Homo sapiens 
<400> 3202 

Met Gly Thr Arg Lys Gin Leu Pro Ser Arc Leu- Pro Gin Ala Gly Arg 
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15 10 15 

Lys Gly His Ala Ala Ala Gly Val Ser Thr Ala Lys Pro Thr Ala Phe 

20 25 30 

Gly Thr Glu Val Ser Ser Cys Thr Gly Ala Arg He Pro Asn Thr Ala 

35 40 45 

Val Ala Glu Gly Pro Gly Gly Val Gin Val Pro Asn Pro Ser Glu Pro 

50 55 60 

Asp Pro Asp Met Gly Pro Val Ser Trp Gly Pro Pro Leu Cys Pro Val 
65 70 75 80 

Val Ala Asp Pro Glu Arg Glu Gly Cys Gly Asp Ala His Met Thr Leu 

85 90 95 

Gly Ser Gin Arg Gin Pro Leu Leu Thr Leu Arg Val Pro Gly Ala Ser 

100 105 110 

Gin Glu Gly Afg 
115 

<210> 3203 

<211> 1906 

<212> DNA 

<213> Homo sapiens 

<400> 3203 

ngaattcggc acgagctcgt gccgaatcgg cacgagcgcg ggcccaggag cggcaggact 
60 

cgggccggag cgtggccgga cccccacccg ccgaggggcc cagggaggac gcggcagagt 
120 

cacggtggca gcattgagag ttggacaccc gggtccttga agtgatctct aggccccagc 
180 

cccaaatccg ccaccattcc gtgctgcggg gacaccatgg ctccagaaga ggacgctgga 
240 

ggggaggcct tagggggcag tttctgggag gctggcaact acaggcgcac ggtacagcgg 
300 

gtggaggacg ggcaccggct gtgcggggac ctggtcagct gcttccagga gcgcgcccgc 
360 

atcgagaagg cttatgccca gcagttggct gactgggccc gaaagtggag ggggaccgtg 
420 

gagaagggcc cccagtatgg cacactggag aaggcctggc atgccttttt cacggcggct 
480 

gagcggctga gcgcgctgca cctggaggtg cgggagaagc tgcaagggca ggacagtgag 
540 

cgggtgcgcg cctggcagcg gggggctttc caccggcctg tgctgggcgg cttccgcgag 
600 

agccgggcgg ccgaggacgg cttccgcaag gcccagaagc cctggctgaa gaggctgaag 
660 

gaggttgagg cttccaagaa aagctaccac gcagcccgga aggatgagaa gaccgcccag 
720 

acgagggaga gccacgcaaa ggcagacagc gccgtctccc aggagcagct gcgcaaactg 
780 

caggaacggg tggaacgctg tgccaaggag gccgagaaga caaaagctca gtatgagcag 
840 

acgctggcag agctgcatcg ctacactcca cgctacatgg aggacatgga acaggccttt 
900 

gagacctgcc aggccgccga gcgccagcgg cttcttttct tcaaggatat gctgctcacc 
960 
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ttacaccagc acctggacct ttccagcagt gagaagttcc atgaactcca ccgtgacttg 
1020 

caccagggca ttgaggcagc cagtgacgaa gaggatctgc gctggtggcg cagcacccac 
1080 

gggccaggca tggccatgaa ctggccacag ttcgaggagt ggtccttgga cacacagagg 
1140 

acaatcagcc ggaaagagaa gggtggccgg agccctgatg aggttaccct gaccagcatt 
1200 

gtgcctacaa gagatggcac cgcaccccca ccccagtccc cggggtcccc aggcacgggg 
1260 

caggatgagg agtggtcaga tgaagagagt ccccggaagg ctgccaccgg ggttcgggtg 
1320 

agggcactct atgactacgc tggccaggaa gctgatgagc tgagcttccg agcaggggag 
1380 

gagctgctga agatgagtga ggaggacgag cagggctggt gccaaggcca gttgcagagt 

1440 

ggccgcattg gcctgtaccc tgccaactac gtggagtgtg tgggcgcctg agtgtcctga 
1500 

cagcccttct gcaacgttta cccaccctgg ttcagagccc agcttctcct ggagagccgg 
1560 

accctcaggg ccctgaaccg tcgctctctg gctgctcctc tgtcccttga gggaggaagt 
1620 

cctgggaccc agggagggga ggggcctttg tctagggaag ggactggtag ggaagggacg 
1680 

agtctaggct gagggcaaga tgggaggtca gaggtgacag aagcgttcag gggtgcctgg 
1740 

gcctccccag gagctgtgga ctcagttcct gacctctgct tcggggttcc tggggtgggc 
1800 

ttggggtgag tgtagttctg gcctagcagc accctcttgt ggcttgttct agcgtgtatt 
1860 

aaaacttgac acacacccac acacaaaaac aaaaacacca aaaaaa 
1906 

<210> 3204 

<211> 424 

<212> PRT 

<213> Homo sapiens 



<400> 3204 



Met 


Ala 


Pro 


Glu 


Glu 


Asp 


Ala 


Gly 


Gly Glu 


Ala 


Leu 


Gly 


Gly 


Ser 


Phe 


l 








5 








10 










15 




Trp 


Glu 


Ala 


Gly 


Asn 


Tyr 


Arg 


Arg 


Thr Val 


Gin 


Arg 


Val 


Glu 


Asp 


Gly 








20 










25 








30 






His 


Arg 


Leu 


Cys 


Gly 


Asp 


Leu 


Val 


Ser Cys 


Phe 


Gin 


Glu 


Arg 


Ala 


Arg 






35 










40 








45 








lie 


Glu 


Lys 


Ala 


Tyr 


Ala 


Gin 


Gin 


Leu Ala 


Asp 


Trp 


Ala 


Arg 


Lys 


Trp 




50 










55 








60 










Arg 


Gly 


Thr 


Val 


Glu 


Lys 


Gly 


Pro 


Gin Tyr 


Gly Thr 


Leu 


Glu 


Lys 


Ala 


65 










70 








75 










80 


Trp 


His 


Ala 


Phe 


Phe 


Thr 


Ala 


Ala 


Glu Arg 


Leu 


Ser 


Ala 


Leu 


His 


Leu 










85 








90 










95 




Glu 


Val 


Arg 


Glu 


Lys 


Leu 


Gin 


Gly 


Gin Asp 


Ser 


Glu 


Arg 


Val 


Arg 


Ala 








100 










105 








110 






Trp 


Gin 


Arg 


Gly 


Ala 


Phe 


His 


Arg 


Pro Val 


Leu 


Gly 


Gly 


Phe 


Arg 


Glu 
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115 










120 










125 








Ser Arg 


Ala 


Ala 


Glu Asp Gly Phe 


Arg 


Lys 


Ala 


Gin 


Lys 


Pro 


Trp 


Leu 


130 










135 










14 0 










Lys Arg 


Leu 


Lys 


Glu 


Val 


Glu 


Ala 


Ser 


Lys 


Lys 


Ser 


Tyr 


His 


Ala 


Ala 


145 








150 










155 










160 


Arg Lys 


Asp 


Glu 


Lys 


Thr 


Ala 


Gin 


Thr 


Arg 


Glu 


Ser 


His 


Ala 


Lys 


Ala 








165 










170 










175 




Asp Ser 


Ala 


Val 


Ser 


Gin 


Glu 


Gin 


Leu 


Arg 


Lys 


Leu 


Gin 


Glu 


Arg 


Val 






180 










185 










190 






Glu Arg 


Cys 


Ala 


Lys 


Glu 


Ala 


Glu 


Lys 


Thr 


Lys 


Ala 


Gin 


Tyr 


Glu 


Gin 




195 










200 










205 








Thr Leu 


Ala 


Glu 


Leu 


His 


Arg 


Tyr 


Thr 


Pro 


Arg 


Tyr 


Met 


Glu 


Asp 


Met 


210 










215 










220 










Glu Gin 


Ala 


Phe 


Glu 


Thr 


Cys 


Gin 


Ala 


Ala 


Glu 


Arg 


Gin 


Arg 


Leu 


Leu 


225 








230 










235 










240 


Phe Phe 


Lys 


Asp 


Met 


Leu 


Leu 


Thr 


Leu 


His 


Gin 


His 


Leu 


Asp 


Leu 


Ser 








245 










250 










255 




Ser Ser 


Glu 


Lys 


Phe 


His 


Glu 


Leu 


His 


Arg 


Asp 


Leu 


His 


Gin 


Gly 


He 






260 










265 










270 






Glu Ala 


Ala 


Ser 


Asp 


Glu 


Glu 


Asp 


Leu 


Arg 


Trp 


Trp 


Arg 


Ser 


Thr 


His 




275 










280 










285 








Gly Pro 


Gly 


Met 


Ala 


Met 


Asn 


Trp 


Pro 


Gin 


Phe 


Glu 


Glu 


Trp 


Ser 


Leu 


290 










295 










300 










Asp Thr 


Gin 


Arg 


Thr 


He 


Ser 


Arg 


Lys 


Glu 


Lys 


Gly 


Gly 


Arg 


Ser 


Pro 


305 








310 










315 










320 


Asp Glu 


Val 


Thr 


Leu 


Thr 


Ser 


He 


Val 


Pro 


Thr 


Arg 


Asp 


Gly 


Thr 


Ala 








325 










330 










335 




Pro Pro 


Pro 


Gin 


Ser 


Pro Gly 


Ser 


Pro 


Gly 


Thr 


Gly 


Gin 


Asp 


Glu 


Glu 






340 










345 










350 






Trp Ser 


Asp 


Glu 


Glu 


Ser 


Pro 


Arg 


Lys 


Ala 


Ala 


Thr 


Gly 


Val 


Arg 


Val 




355 










360 










3S5 








Arg Ala 


Leu 


Tyr 


Asp 


Tyr 


Ala 


Gly 


Gin 


Glu 


Ala 


Asp 


Glu 


Leu 


Ser 


Phe 


370 










375 










380 










Arg Ala 


Gly 


Glu 


Glu 


Leu 


Leu 


Lys 


Met 


Ser 


Glu 


Glu 


Asp 


Glu 


Gin 


Gly 


385 








390 










395 










400 


Trp Cys 


Gin 


Gly 


Gin 


Leu 


Gin 


Ser 


Gly 


Arg 


He 


Gly 


Leu 


Tyr 


Pro 


Ala 








405 










410 










415 




Asn Tyr 


Val 


Glu 


Cys 


Val 


Gly Ala 



















420 



<210> 3205 
<211> 1482 
<212> DNA 

<213> Homo sapiens 
<400> 3205 

nnggagatgg agggaacctc cccgagcagc ccaccaccca gtggggtgcg gtcccccccg 
60 

ggtctggcca agacacccct atctgctctg ggcctgaaac ctcacaaccc agcggacatc 
120 

ctgttgcacc ccacaggaga gccccggagc tatgtggagt ctgtggcacg gacagcggtg 
180 

gctggacccc gagctcagga ctctgagccc aagagcttta gtgctccagc cacccaggcc 
240 
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tatggccatg agatacccct gaggaacggg accctgggtg gctcctttgt ctcccccagc 
300 

cccctctcca ccagcagccc catcctcagt gctgacagca cttcagtggg gagtttcccg 
360 

tcgggagaga gcagtgacca gggtccccgg acgcccaccc agcctctgtt ggagtctggc 
420 

ttccgctcag gcagcctggg acagcccagc ccgtctgccc agagaaacta ccagagctct 
480 

tctcctctcc cgactgtggg cagtagctac agcagccccg actactcact tcagcatttc 
540 

agctcctctc cggaaagcca ggctcgagct cagttcagtg tggctggcgt ccacacggtg 
600 

cctgggagcc ctcaggcgcg tcacagaaca gtgggcacca acactccccc tagtcctggc 
660 

ttcggctggc gggccatcaa tcccagcatg gctgccccca gcagtcccag tttgagccat 
720 

caccagatga tgggtccacc aggcactggc ttccatggta gcactgtctc cagcccccag 
780 

agcagtgcag cgaccacccc ggggagcccc agcctgtgtc ggcacccagc aggggtctac 
840 

caggtttctg gcctccacaa caaagtggcc accaccccgg ggagtcccag cctgggccgg 
900 

caccctgggg ctcaccaagg caacctggcc tccggtcttc atagcaatgc aatagccagc 
960 

cctggaagcc ccagcctggg ccgtcacctc ggagggtctg gatctgtggt tcccggcagc 
1020 

ccctgcttgg accggcatgt ggcctatggc ggctattcta ccccggagga tcggagaccc 
1080 

acactgtccc ggcagagcag tgcctctggc taccaggctc cttccacgcc ctccttccct 
1140 

gtctcccctg cctactaccc tggcctgagc agccctgcca cctccccgtc accagactcc 
1200 

gcagccttcc ggcaagggag cccaacacca gccfctgccag agaagcgaag gatgtcagtg 
1260 

ggagaccggg caggcagcct ccccaactat gccaccatca atgggaaggt gtcttcgcct 
1320 

gtcgccagcg gcatgtccag tcccagtggg ggcagcaccg tctccttctc ccacactctg 
1380 

cccgacttct ccaagtactc catgccagac aacagcccgg agacgcgggc taaagtgaag 
1440 

tttgtccagg acacttctaa gtattggtac aagcctaaga tc 
1482 

<210> 3206 
<211> 494 
<212> PRT 

<213> Homo sapiens 
<400> 3206 

Xaa Glu Met Glu Gly Thr Ser Pro Ser Ser Pro Pro Pro Ser Gly Val 

15 10 15 

Arg Ser Pro Pro Gly Leu Ala Lys Thr Pro Leu Ser Ala Leu Gly Leu 

20 25 30 

Lys Pro His Asn Pro Ala Asp lie Leu Leu His Pro Thr Gly Glu Pro 
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35 

Arg Ser Tyr Val 
50 

Ala Gin A3p Ser 
65 

Tyr Gly His Glu 

Val Ser Pro Ser 
100 

Ser Thr Ser Val 
115 

Pro Arg Thr Pro 
130 

Ser Leu Gly Gin 
145 

Ser Pro Leu Pro 

Leu Gin His Phe 
180 

Ser Val Ala Gly 
195 

Arg Thr Val Gly 
210 

Ala lie Asn Pro 
225 

His Gin Met Met 

Ser Ser Pro Gin 
260 

Cys Arg His Pro 
275 

Val Ala Thr Thr 
290 

His Gin Gly Asn 
305 

Pro Gly Ser Pro 

Val Pro Gly Ser 
340 

Ser Thr Pro Glu 
355 

Ser Gly Tyr Gin 
370 

Tyr Tyr Pro Gly 
385 

Ala Ala Phe Arg 

Arg Met Ser Val 
420 

lie Asn Gly Lys 
435 

Ser Gly Gly Ser 
450 

Lys Tyr Ser Met 



40 

Glu Ser Val Ala 
55 

Glu Pro Lys Ser 
70 

lie Pro Leu Arg 
85 

Pro Leu Ser Thr 

Gly Ser Phe Pro 
120 

Thr Gin Pro Leu 
135 

Pro Ser Pro Ser 
150 

Thr Val Gly Ser 
165 

Ser Ser Ser Pro 

Val His Thr Val 
200 

Thr Asn Thr Pro 
215 

Ser Met Ala. Ala 
230 

Gly Pro Pro Gly 
245 

Ser Ser Ala Ala 

Ala Gly Val Tyr 
280 

Pro Gly Ser Pro 
295 

Leu Ala Ser Gly 
310 

Ser Leu Gly Arg 
325 

Pro Cys Leu Asp 

Asp Arg Arg Pro 
360 

Ala Pro Ser Thr 
375 

Leu Ser Ser Pro 
390 

Gin Gly Ser Pro 
405 

Gly Asp Arg Ala 

Val Ser Ser Pro 
440 

Thr Val Ser Phe 
455 

Pro Asp Asn Ser 



Arg Thr Ala Val 
60 

Phe Ser Ala Pro 
75 

Asn Gly Thr Leu 
90 

Ser Ser Pro lie 
105 

Ser Gly Glu Ser 

Leu Glu Ser Gly 
140 

Ala Gin Arg Asn 
155 

Ser Tyr Ser Ser 
170 

Glu Ser Gin Ala 
185 

Pro Gly Ser Pro 

Pro Ser Pro Gly 
220 

Pro Ser Ser Pro 
235 

Thr Gly Phe His 
250 

Thr Thr Pro Gly 
265 

Gin Val Ser Gly 

Ser Leu Gly Arg 
300 

Leu His Ser Asn 
315 

His Leu Gly Gly 
330 

Arg His Val Ala 
345 

Thr Leu Ser Arg 

Pro Ser Phe Pro 
380 

Ala Thr Ser Pro 
395 

Thr Pro Ala Leu 
410 

Gly Ser Leu Pro 
425 

Val Ala Ser Gly 

Ser His Thr Leu 
460 

Pro Glu Thr Arg 



45 

Ala Gly Pro Arg 

Ala Thr Gin Ala 
80 

Gly Gly Ser Phe 
95 

Leu Ser Ala Asp 
110 

Ser Asp Gin Gly 
125 

Phe Arg Ser Gly 

Tyr Gin Ser Ser 
160 

Pro Asp Tyr Ser 
175 

Arg Ala Gin Phe 
190 

Gin Ala Arg His 
205 

Phe Gly Trp Arg 

Ser Leu Ser His 
240 

Gly Ser Thr Val 
255 

Ser Pro Ser Leu 
270 

Leu His Asn Lys 
285 

His Pro Gly Ala 

Ala He Ala Ser 
320 

Ser Gly Ser Val 
335 

Tyr Gly Gly Tyr 
350 

Gin Ser Ser Ala 
365 

Val Ser Pro Ala 

Ser Pro Asp Ser 
400 

Pro Glu Lys Arg 
415 

Asn Tyr Ala Thr 
430 

Met Ser Ser Pro 
445 

Pro Asp Phe Ser 
Ala Lys Val Lys 
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465 470 475 480 

Phe Val Gin Asp Thr Ser Lys Tyr Trp Tyr Lys Pro Lys lie 
485 490 

<210> 3207 
<211> 495 
<212> DNA 

<213> Homo sapiens 
<400> 3207 

ngcgggacgc gcagcgctat ggcagagggc agcggggaag tggtcgcagt gtctgcgacc 
60 

ggggctgcca acggcctcaa caatggggca ggcgggacct cggcgacgac ctgcaacccg 
120 

ctgtcgcgca agctgcataa gatcctggag acgcggctgg acaacgacaa ggagatgtta 
180 

gaagctctca aggcaccttc aacctttttt gttgaaaata gtctgcggac tcgaagaaat 
240 

ttacgtggag atattgaacg taaaagttta gccatcaatg aagaatttgt aagcattttc 
300 

aaggaagtga aggaggaact tgaaagcata agcgaagatg ttcaagcaat gagcaactgt 
360 

tgtcaagata tgacaagtcg cctacaggca gcaaaggaac agactcaaga tttaatagta 
420 

aataccacta agcttcaatc tgaaagccaa aaattagaga taagagctca agttgcagat. 
480 

gccttcttat ccaag 
495 

<210> 3208 
<=211> 107 
<212> PRT 

<213> Homo sapiens 
<400> 3208 

Met Leu Glu Ala Leu Lys Ala Leu Ser Thr Phe Phe Val Glu Asn Ser 

15 10 15 

Leu Arg Thr Arg Arg Asn Leu Arg Gly Asp lie Glu Arg Lys Ser Leu 

20 25 30 

Ala He Asn Glu Glu Phe Val Ser He Phe Lys Glu Val Lys Glu Glu 

35 40 45 

Leu Glu Ser He Ser Glu Asp Val Gin Ala Met Ser Asn Cys Cys Gin 

50 55 60 

Asp Met Thr Ser Arg Leu Gin Ala Ala Lys Glu Gin Thr Gin Asp Leu 
65 70 75 80 

He Val Asn Thr Thr Lys Leu Gin Ser Glu Ser Gin Lys Leu Glu He 

85 90 95 

Arg Ala Gin Val Ala Asp Ala Phe Leu Ser Lys 
100 105 



<210> 3209 

<211> 346 

<212> DNA 

<213> Homo sapiens 
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<400> 3209 

tgttcctcta ggtggggcag gtagggggtc 
60 

tgcgtccagc cttgtccctt ctgacctggg 
120 

gaagaatcag ccccacagtg caggggtgtg 
180 

ggaaccaggg accccctatc ttggtaccgg 
240 

gtctgtcttg gcccgtgtgg tcaccctgtg 
300 

actggggttt tcgtctccct atgagggggt 
346 



cagcttcctg cttgctggtg gttcaggtca 
ccctacccac ggggaaatgt tcccatagca 
ttagtgggga acgggctctg ggctcctgtg 
tcattggatg tatccccagc tcatgcctgt 
ttcatctctc tcccagccat ggcctctcaa 
cctggtatgt acgcgt 



<210> 3210 
<211> 95 
<212> PRT 

<213> Homo sapiens 



<400> 3210 

Met Arg Pro Ala Leu Ser Leu Leu Thr Trp Ala Leu Pro Thr Gly Lys 

15 10 15 

Cys Ser His Ser Arg Arg lie Ser Pro Thr Val Gin Gly Cys Val Ser 

20 25 30 

Gly Glu Arg Ala Leu Gly Ser Cys Gly Asn Gin Gly Pro Pro lie Leu 

35 40 45 

Val Pro Val lie Gly Cys lie Pro Ser Ser Cys Leu Cys Leu Ser Trp 

50 55 60 

Pro Val Trp Ser Pro Cys Val His Leu Ser Pro Ser His Gly Leu Ser 
65 70 75 80 

Asn Trp Gly Phe Arg Leu Pro Mee Arg Gly Ser Trp Tyr Val Arg 
85 90 95 



<210> 3211 

<211> 1728 

<212> DNA 

<213> Homo sapiens 

<400> 3211 

tccggaaata taaagttgag 
60 

tggacaaaag attccaagtc 
120 

gtttccttgg ccatcgtgca 
180 

aagaacagct acggaaaagt 
240 

ctgtcaagtc acacagaata 

300 

caaagaagac ttcctccatg 
360 

ggaggagctg cactttggag 
420 



ctaccagttt tcagaaatcc 
gatagcccag gccaagaaaa 
acccagtccg aaggaccagg 
gactgccgaa tttaacctca 
ctaaaggatg tgaagagatt 
acagctactt tgggggccgc 
aaggggttca ccgcaaagcc 



atgaagactc taccgtccgc 
gcgcagggga caactccagt 
gactctatta ctgctgcatc 
cagccgaagt tctcaaacag 
gaattcagcc aactcatctt 
ctgcgtggcc agatcgccac 
ttccgcagca cagtgatgca 
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cggcctcatg cctgtcttca aacctggcca tgcctgtgtg cttaaggtgc acaatgccat 
480 

tgcetatggg accagaaata atgatgagct catccaaagg aactacaaac tcgctgccca 
540 

ggaatgctat gttcaaaata ctgccaggta ttatgccaag atctacgctg ctgaagcaca 
600 

gcctctggaa ggctttggag aagtacctga gatcattcct atttttctta tccatcggcc 
660 

tgagaacaat atcccgtatg ctacagtgga ggaggagctg attggagaat ttgtgaagta 
720 

ttccatcagg gatgggaaag aaataaactt cttgagaaga gaatcagaag ctggtcagaa 
7B0 

atgttgcacc ttccagcact gggtgtacca gaaaacaagt ggctgcctcc tggtgacgga 
840 

catgcaaggt gtaggaatga agctaactga cgttggcata gcaacgctgg ctaaagggta 
900 

caagggattt aaaggcaact gttccatgac cttcattgat cagtttaaag cactacacca 
960 

gtgtaacaag tattgcaaaa tgctgggact gaaatccctt caaaacaaca accagaaaca 
1020 

gaagcagccg agcattggga aaagcaaagt tcaaacaaac tctatgacag taaagaaggc 
1080 

agggcctgag accccaggcg aaaagaaaac ctaacgtccc cgggtaacct aatggccact 
1140 

ggctagcagc acacaatctc gccagggaaa atctgaggcc acacaggaga gaatatacag 
1200 

cctgcagaga gtgcgtggca atccttactc ccagccgact gtgcgccaag atgcttctaa 
1260 

acccatcacc tgctgtcttc actcaaatga tttcagaaca ggatttgcga ccaggtttat 
1320 

ggggagattg aatcaacgat tggtctcaaa gacagtccat tctttatata catgtttagc 
1380 

atttttacca acctcacatc atgtgtatat ttgcgtattt gcacatggtt gtgctgtcga 

1440 

ggacctggtg ctgagaagag tctgttcaca gccaaaattc ttcccactgt cattcctaac 
1500 

ctgggatttc tagacacatc ctgctgtgat gtaaacagaa atcacgaatt cgctcactgg 
1560 

atcaagttgt tccactggtg tctaatacgc tattgttgcc ggaggtgggt tctgtgacgt 
1620 

gaagccattt cccatcattc aacagccagt tacaattttc tgtttaatta aattcatatt 
1680 

taaacaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 
1728 

<210> 3212 

<211> 87 

<212> PRT 

<213> Homo sapiens 

<400> 3212 

Ser Gly Asn He Lys Leu Ser Tyr Gin Phe Ser Glu He His Glu Asp 

15 10 IS 

Ser Thr Val Cys Trp Thr Lys Asp Ser Lys Ser He Ala Gin Ala Lys 
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20 25 30 

Lys Ser Ala Gly Asp Asn Ser Ser Val Ser Leu Ala He Val Gin Ala 

35 40 45 

Ser Pro Lys Asp Gin Gly Leu Tyr Tyr Cys Cys He Lys Asn Ser Tyr 

50 55 60 

Gly Lys Val Thr Ala Glu Phe Asn Leu Thr Ala Glu Val Leu Lys Gin 
65 70 75 80 

Leu Ser Ser His Thr Glu Tyr 
85 



<210> 3213 

<211> 348 

<212> DNA 

<213> Homo sapiens 



<400> 3213 

acgcgtgaag gggaagcggc ggggtagtaa 
60 

tctaccgtca tcatggctaa tgaggactgt 
120 

gataaacatg cccaactcat cttggcccaa 
180 

tgtgatgtgc agctgcaagt tggacaggaa 
240 

gccagcagtc cttactttgc agctttgttc 
300 

gttgtaccga ttctaggaat tgaagcagga 
348 



cagattatgg gcaacagtcc ttttaattaa 
cccaaggctg ctgatagtcc tttttcatca 
atcaataaga tgagaaatgg acagcatttc 
agttttaaag ctcatcggct ggttttggct 
actggaggaa tgaaagagtc ctcaaaagat 
atctttcaga tacttcta 



<210> 3214 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 3214 

Met Ala Asn Glu Asp Cys Pro Lys Ala Ala Asp Ser Pro Phe Ser Ser 

15 10 15 

Asp Lys His Ala Gin Leu He Leu Ala Gin He Asn Lys Met Arg Asn 

20 25 30 

Gly Gin His Phe Cys Asp Val Gin Leu Gin Val Gly Gin Glu Ser Phe 

35 40 45 

Lys Ala His Arg Leu Val Leu Ala Ala Ser Ser Pro Tyr Phe Ala Ala 

50 55 60 

Leu Phe Thr Gly Gly Met Lys Glu Ser Ser Lys Asp Val Val Pro He 
65 70 75 80 

Leu Gly He Glu Ala Gly lie Phe Gin He Leu Leu 
85 90 



<210> 3215 

<211> 597 

<212> DNA 

<213> Homo sapiens 



<400> 3215 
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acgcgtgcgc gctcccggca ggagagggcc agccggcccc ggcttaccat cttgaacgtg 
60 

tgcaacactg gggacaagat ggtggagtgc cagctggaga cgcacaacca caagatggtg 
120 

accttcaagt tcgacttgga cggggacgca cccgatgaaa ttgccacgta tatggtggag 
180 

catgacttta tcctgcaggc cgagcgggaa acgttcatcg agcagatgaa ggatgtcatg 
240 

gacaaggcag aggacatgct cagcgaggac acagacgccg accgtggctc cgacccaggg 
300 

accagcccgc cacacctcag cacctgcggc ctgggcaccg gggaggagag ccgacaatcc 
360 

caagccaacg cccccgtgta tcagcagaac gtcctgcaca ccgggaagag gtggttcatc 
420 

atctgtccgg tgcctgagcc ccccgccccc gagggcccct gaatcttcgc ccccacttcc 
480 

tctaagctcc ctgccgccag aagccagcca agattcagcg ccctataaag accagctgtc 
54 0 

ctcgaaggaa caacccagct ttctagccag tcagcagctc ctgggccagg cgggccc 
597 



<210> 321S 
<211> 153 
<212> PRT 

<213> Homo sapiens 



<400> 3216 
Thr Arg Ala Arg 
1 

lie Leu Asn Val 
20 

Glu Thr His Asn 
35 

Asp Ala Pro Asp 
50 

Leu Gin Ala Glu 
65 

Asp Lys Ala Glu 

Ser Asp Pro Gly 
100 

Thr Gly Glu Glu 
115 

Gin Asn Val Leu 
130 

Pro Glu Pro Pro 
145 



Ser Arg Gin Glu 

5 

Cys Asn Thr Gly 

His Lys Met Val 
40 

Glu lie Ala Thr 
55 

Arg Glu Thr Phe 
70 

Asp Met Leu Ser 
85 

Thr Ser Pro Pro 

Ser Arg Gin Ser 
120 

His Thr Gly Lys 
135 

Ala Pro Glu Gly 
150 



Arg Ala Ser Arg 
10 

Asp Lys Met Val 
25 

Thr Phe Lys Phe 

Tyr Met Val Glu 
60 

He Glu Gin Met 
75 

Glu Asp Thr Asp 
90 

His Leu Ser Thr 
105 

Gin Ala Asn Ala 

Arg Trp Phe He 
140 

Pro 



Pro Arg Leu Thr 
15 

Glu Cys Gin Leu 
30 

Asp Leu Asp Gly 
45 

His Asp Phe He 

Lys Asp Val Met 
80 

Ala Asp Arg Gly 
95 

Cys Gly Leu Gly 
110 

Pro Val Tyr Gin 
125 

He Cys Pro Val 



<210> 3217 

<211> 2570 

<212> DNA 

<213> Homo sapiens 



<400> 3217 
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ggggccaaag ctcgccagta cccttggggt 
60 

gactttgtaa agctgcggga aatgctcatt 
120 

acccatacca ggcactatga gctttacagg 
180 

gatgtgggcc cagaaaacaa gccagtcagt 
240 

gagttccatg gtgaacgtca gaggaaggaa 
300 

gtaaaggaga aagaagccat attgaaagaa 
360 

caccttaaga gacttcacca agaagagaga 
420 

gaagaagaaa taattgcttt ctctaaaaag 
480 

tcctttctgg caacaggcag caacctgagC 
540 

ttgtaaaaca gaagttccag agcacagaag 
600 

aaaactagaa gtgtgctttg attttgctgt 
660 

acagccacag ttactgatat ttatggaaaa 
720 

ccagagtgaa tgatactaca agttgagcat 
780 

ttcaaaatct gaatcttttt gagcactgac 
840 

gacacctttg ctttctgatg gttcagttta 
900 

gtataaatta ctttcaggct atatgtataa 
960 

gagtcgggtc ccgttgtgta tatgcagata 
1020 

tccctagcat tttggataag ggatactcag 
1080 

gttgttagaa atgtttaagt tgctgttctg 
1140 

aagctattgt cactgcagtg cattatacca 
1200 

gaacccatta atatcgtggc tatctgatta 
1260 

tatatgctaa aaattttggg gaatatgttt 
1320 

ctcttaatag ttttatagaa cttaaaaatt 
1380 

tcttaagctt ttgtgtcaga ttatttaata 
1440 

atggctgacg tattactgtg gtgaaacaaa 
1500 

ataagctatt ttttcctaag gataaagtac 
1560 

taggaaaact tttcattaca tacttgttta 
1620 



gttgtacaag tggaaaatga aaaccactgt 
tgtacaaata tggaggacct gcgagagcag 
cgctgcaaac tggaggaaat gggctttaca 
gttcaagaga cctatgaagc caaaagacat 
gaagaaatga aacagatgtt tgtgcagcga 
gctgagagag agctacaggc caaatttgag 
atgaagcttg aagaacaaag aagacttttg 
aaagctacct ccgagatatt tcacagccag 
aaggacaagg accataagaa ctccaatttt 
gtcatcatca caagcaaact ttattaaaaa 
tatttgtttt atcacttcta tatttggtga 
gtactttcaa gtacaaggtc aatacataag 
ctctaattca aaaatctgaa atccagaagc 
ttgaccccac aagtggaaaa ttccccaccc 
aacagatttt gtttcttgca caaaattttt 
ggtggatgtg aaacatgaat tatgtaatta 
ttccaaacct gaaatccaaa acacttctgg 
cttgtaccta tatattcata tatattcact 
tgatgaatct aaatcttttc tcttgctacc 
aagagcgaag tcagtgccac tgaaaataca 
catttatatt ccaagatgaa ccttttttta 
tgggatgtat tatggagcta aaactctaac 
ttttatacaa ttacccaatt ggtgatatga 
tgatgacttc atgctttatt atgccttatc 
atatctttaa aagttaaaac atccagatat 
ctttgagcat gagtgtatca cagctttcat 
aactctgtct tccagggtaa aaataataag 
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gttgaatcat tttattaaaa 
1680 

agatataaaa atgcacataa 
1740 

tattctcaga acattttaat 
1800 

tcattttttg tacttgaata 
1860 

tatatttact aaaaaaaaaa 
1920 

tgtcaaagga aaaaaaagag 
1980 

aacagctcag gatctcttag 
2040 

aagtttggtt ctgtgtctgt 
2100 

agagaaaaca gacctaatgc 
2160 

agttgagctc tcggaactgc 
2220 

cactgaattc cattttttca 
2280 

ttgatcagat ctgacatgat 
2340 

tgagtcaggt ttgagtagag 
2400 

tggtctcagt cataatcatt 
2460 

aactggggat tgggtgggca 
2520 

ctgagaagcc tttgaataaa 
2570 



atacttttta agaaaataac 
ttcatatttc aggtggtatt 
gatttctaac atttcttaac 
ttctaaataa aactgacatt 
aaaaaaaacc tcgtgccgaa 
gggggaagat caggtcatac 
cattttaatt agatgtaatt 
gttttaataa gacgagagga 
tccttgttcc tagagtagag 
atgctgctgg acagtatcac 
aggtaatttc ttgtgcctct 
tccttcctgt tctgaactgt 
gcttagagac agttgggtga 
agggggaact ctagccaaat 
ggaaaaggtg atatccattc 
aactttgcta aatgaaaaaa 



tatgaacatc tgaatattaa 
tgcattcagt gccttactgg 
agtcatagat atatacattt 
tactcttgac aaataaaaca 
ttcggagagt ctaggaatac 
tatctactct cctcatctct 
gtttgtcttt aactgtcaaa 
cgagcgattg aggtgtatgg 
tggagggagg gtggcctaag 
tgtctttcct agatggcagt 
aatagcccaa gaatgggagg 
ggggtgtgca catctctgct 
gaacaaccaa aatcttatca 
ggtttaactt ctgcctgtgg 
tttctgataa ctagatggtg 
aaaaaaaaaa 



<210> 3218 

<211> 181 

<212> PRT 

<213> Homo sapiens 



<400> 3218 
Gly Val Lys 
1 

Glu Asn His 

Asn Met Glu 
35 

Tyr Arg Arg 
50 

Glu Asn Lys 
65 

Glu Phe His 
Phe Val Gin 
Arg Glu Leu 



Ala Arg Gin 
5 

Cys Asp Phe 
20 

Asp Leu Arg 

Cys Lys Leu 

Pro Val Ser 
70 

Gly Glu Arg 
85 

Arg Val Lys 
100 

Gin Ala Lys 



Tyr Pro 

Val Lys 

Glu Gin 

40 
GlU Glu 

55 

Val Gin 
Gin Arg 
Glu Lys 
Phe Glu 



Trp Gly Val 
10 

Leu Arg Glu 
25 

Thr His Thr 

Met Gly Phe 

Glu Thr Tyr 
75 

Lys Glu Glu 
90 

Glu Ala lie 
105 

His Leu Lys 



Val Gin Val 

Met Leu lie 
30 

Arg His Tyr 
45 

Thr Asp Val 
60 

Glu Ala Lys 

Glu Met Lys 

Leu Lys Glu 
110 

Arg Leu His 



Glu Asn 
15 

Cys Thr 

Glu Leu 

Gly Pro 

Arg His 

80 
Gin Met 
95 

Ala Glu 
Gin Glu 
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115 120 125 

Glu Arg Met Lys Leu Glu Glu Gin Arg Arg Leu Leu Glu Glu Glu He 

130 135 140 

He Ala Phe Ser Lys Lys Lys Ala Thr Ser Glu He Phe His Ser Gin 
145 150 155 160 

Ser Phe Leu Ala Thr Gly Ser Asn Leu Ser Lys Asp Lys Asp His Lys 

165 170 175 

Asn Ser Asn Phe Leu 
180 



<210> 3219 

<211> 1241 

<212> DNA 

<213> Homo sapiens 

<400> 3219 

gcgcgccatg taccacaccc agcacctcag 
60 

tcctctggac gccacgttgt cccagcccag 
120 

gagcgggaga cagacatcct ggacgatgaa 
180 

agcatgggca cactctcttc tctggacggg 
240 

gaggccctgt ccccactgac caacggtctg 
300 

aatggaggag gctaccccta cgagtctgcc 
360 

acggccccca tgcggccctc ctactctgca 
420 

gggccccacc cagcctggcc acagccagtg 
480 

ggtatgttcc gctctcaatc cttttcggaa 
540 

cgagggggaa gcagccggga ggctgtgcaa 
600 

cagcagcagc agcagccfccg cccacctcca 
660 

cttgtagcca gcaggcccag ccctcagcca 
720 

gagttcccgc gagcagcctc ccagcaggag 
780 

ctgatgctgg acctggagcc agcctccgct 
840 

cccggggcct ggccaggggc ttctccactc 
900 

cagtcccatc cactgaccca gtccagatct 
960 

acccctgagc cagccccacg ggcctctctg 
1020 

ccttatgact atcagccatg tttggctggg 
1080 

gcctcttcct ccttgcctgc cttccttccg 
1140 



gtcccgccca gcagggggct cggctgtgcc 
gttcatgtca atggtgggng cgttacatct 
ttgccaaacc aggatggtca cagtgcgggc 
gtcaccaaca tcagtgaggg gggctaccca 
gacaagtcct accccatgga gcctatggtc 
agccgggcgg ggcctgccca tgctggccac 
caggagggtt tagctggcta ccagagggag 
accacctccc actatgccca tgaccccagc 
gctgaacccc agctgccccc agctccggtc 
aggggactga actcgtggca gcagcagcag 
cgccagcagg aaagagccca cttggagagt 
ttggcagaga cccccatccc cagtctccct 
attgaacagt ccatcgaaac actcaatatg 
gctgccccac tacacaagtc ccagagtgtc 
ccctcccagc ccctctctgg atcctcccgt 
ggctatatcc ccagtgggca ttcgctggga 
gagtctgtcc ctcctggcag gtcttactca 
cctaaccagg atttccattc aaagagccca 
accacccaca gccctccagg gcctcagcaa 
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cccccagcct ctctccctgg cctcactgct cagcctctgc tctcaccaaa ggaagcgact 
1200 

tcagacccct cccggactcc agaggaggag ccattgaatt c 
1241 



<210> 3220 

<211> 413 

<212> PRT 

<213> Homo sapiens 



<400> 3220 

Ala Arg His Val Pro His Pro Ala Pro Gin Val Pro Pro Ser Arg Gly 

15 10 15 

Leu Gly Cys Ala Ser Ser Gly Arg His Val Val Pro Ala Gin Val His 

20 25 30 

Val Asn Gly Gly Xaa Val Thr Ser Glu Arg Glu Thr Asp lie Leu Asp 

35 40 45 

Asp Glu Leu Pro Asn Gin Asp Gly His Ser Ala Gly Ser Met Gly Thr 

50 55 60 

Leu Ser Ser Leu Asp Gly Val Thr Asn lie Ser Glu Gly Gly Tyr Pro 
65 70 75 80 

Glu Ala Leu Ser Pro Leu Thr Asn Gly Leu Asp Lys Ser Tyr Pro Met 

85 90 95 

Glu Pro Met Val Asn Gly Gly Gly Tyr Pro Tyr Glu Ser Ala Ser Arg 

100 105 110 

Ala Gly Pro Ala His Ala Gly His Thr Ala Pro Met Arg Pro Ser Tyr 

115 120 125 

Ser Ala Gin Glu Gly Leu Ala Gly Tyr Gin Arg Glu Gly Pro His Pro 

130 135 140 

Ala Trp Pro Gin Pro Val Thr Thr Ser His Tyr Ala His Asp Pro Ser 
145 150 155 160 

Gly Met Phe Arg Ser Gin Ser Phe Ser Glu Ala Glu Pro Gin Leu Pro 

165 170 175 

Pro Ala Pro Val Arg Gly Gly Ser Ser Arg Glu Ala Val Gin Arg Gly 

180 185 190 

Leu Asn Ser Trp Gin Gin Gin Gin Gin Gin Gin Gin Gin Pro Arg Pro 

195 200 205 

Pro Pro Arg Gin Gin Glu Arg Ala His Leu Glu Ser Leu Val Ala Ser 

210 215 220 

Arg Pro Ser Pro Gin Pro Leu Ala Glu Thr Pro lie Pro Ser Leu Pro 
225 230 235 240 

Glu Phe Pro Arg Ala Ala Ser Gin Gin Glu lie Glu Gin Ser lie Glu 

245 250 255 

Thr Leu Asn Met Leu Met Leu Asp Leu Glu Pro Ala Ser Ala Ala Ala 

260 265 270 

Pro Leu His Lys Ser Gin Ser val Pro Gly Ala Trp Pro Gly Ala ser 

275 280 285 

Pro Leu Ser Ser Gin Pro Leu Ser Gly Ser Ser Arg Gin Ser His Pro 

290 295 300 

Leu Thr Gin Ser Arg Ser Gly Tyr lie Pro Ser Gly His Ser Leu Gly 
305 310 315 320 

Thr Pro Glu Pro Ala Pro Arg Ala Ser Leu Glu Ser Val Pro Pro Gly 

325 330 335 

Arg Ser Tyr Ser Pro Tyr Asp Tyr Gin Pro Cys Leu Ala Gly Pro Asn 
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340 345 350 

Gin Asp Phe His Ser Lys Ser Pro Ala Ser Ser Ser Leu Pro Ala Phe 

355 360 365 

Leu Pro Thr Thr His Ser Pro Pro Gly Pro Gin Gin Pro Pro Ala Ser 

370 375 380 

Leu Pro Gly Leu Thr Ala Gin Pro Leu Leu Ser Pro Lys Glu Ala Thr 
385 390 395 400 

Ser Asp Pro Ser Arg Thr Pro Glu Glu Glu Pro Leu Asn 
405 410 

<210> 3221 
<211> 1585 
<212> DNA 

<213> Homo sapiens 
<400> 3221 

ctcctggctg tcctccgacc ccggcggtct cgaaagcgac acgtgcagtg ggtggaggag 
60 

ccccaacgct cctgcaccgc gcggagatgg cacatccagg ccaccggtgg ggtcgagccc 
120 

gcaggctgga aggagatgcg atgccacctg cgcgccaacg gctacctgtg caagtaccag 
180 

tttgaggtct tgtgtcctgc gccgcgcccc ggggccgcct ctaacttgag ctatcgcgcg 
240 

cccttccagc tgcacagcgc cgctctggac ttcagtccac ctgggaccga ggtgagtgcg 
300 

ctctgccggg gacagctccc gatctcagtt acttgcatcg cggacgaaat cggcgctcgc 
360 

tgggacaaac tctcgggcga tgtgttgtgt ccctgccccg ggaggtacct ccgtgctggc 
420 

aaatgcgcag agctccctaa ctgcctagac gacttgggag gcttcgcctg cgaatgtgct 

430 

acgggcttcg agctggggaa ggacggccgc tcttgtgtga ccagtgggga aggacagccg 
540 

acccttgggg ggaccggggt gcccaccagg cgcccgccgg ccactgcaac cagccccgtg 
600 

ccgcagagaa catggccaat cagggtcgac gagaagctgg gagagacacc acttgtccct 
660 

gaacaagaca attcagtaac atctattcct gagattcctc gatggggatc acagagcacg 
720 

atgtctaccc ttcaaatgtc ccttcaagcc gagtcaaagg ccactatcac cccatcaggg 
780 

agcgtgattt ccaagtttaa ttctacgact tcctctgcca ctcctcaggc tttcgactcc 
840 

tcctctgccg tggtcttcat atttgtgagc acagcagtag tagtgttggt gatcttgacc 
900 

atgacagtac ttgggcttgt caagctctgc tttcacgaaa gcccctcttc ccagccaagg 
960 

aaggagtcta tgggcccgcc gggctgtgat gagtgatcct gagcccgctg ctttgggctc 
1020 

cagtttgcac attgcacaaa caatggggtg aaagtcgggg actgtgatct gcgggacaga 
1080 

gcagagggtg ccttgctgcg gagtccccgt ctttgggctc tagtgatgca tagggaaaca 
1140 
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ggggacatgg gcactcctgt gaacagtttt tcacttttga tgaaacgggg aaccaagagg 
1200 

aacttacttg tgtaactgac aatttctgca gaaatccccc ttcctctaaa ttccctttac 
1260 

tccactgagg agctaaatca gaactgcaca ctccttccct gatgatagag gaagtggaag 
1320 

tgcctttagg atggtgatac tgggggaccg ggtagtgctg gggagagata ttttcttatg 
1380 

tttattcgga gaatttggag aagtgattga acttttcaag acattggaaa caaatagaac 
1440 

acaatataat ttacattaaa aaataatttc taccaaaatg gaaaggaaat gttctatgtt 
1500 

gttcaggcta ggagtatatt ggttcgaaat cccagggaaa aaaaataaaa ataaaaaatt 
1560 

aaaggattgt tgataaaaaa aaaaa 
1585 

<210> 3222 
<211> 331 
<212> PRT 

<213> Homo sapiens 
<400> 3222 

Leu Leu Ala Val Leu Arg Pro Arg Arg Ser Arg Lys Arg His Val Gin 

15 10 15 

Trp Val Glu Glu Pro Gin Arg Ser Cys Thr Ala Arg Arg Trp His He 

20 25 30 

Gin Ala Thr Gly Gly Val Glu Pro Ala Gly Trp Lys Glu Met Arg Cys 

35 40 45 

His Leu Arg Ala Asn Gly Tyr Leu Cys Lys Tyr Gin Phe Glu Val Leu 

50 55 60 

Cys Pro Ala Pro Arg Pro Gly Ala Ala Ser Asn Leu Ser Tyr Arg Ala 
65 70 75 80 

Pro Phe Gin Leu His Ser Ala Ala Leu Asp Phe Ser Pro Pro Gly Thr 

85 90 95 

Glu Val Ser Ala Leu Cys Arg Gly Gin Leu Pro He Ser Val Thr Cys 

100 105 110 

He Ala Asp Glu He Gly Ala Arg Trp Asp Lys Leu Ser Gly Asp Val 

115 120 125 

Leu Cys Pro Cys Pro Gly Arg Tyr Leu Arg Ala Gly Lys Cys Ala Glu 

130 135 140 

Leu Pro Asn Cys Leu Asp Asp Leu Gly Gly Phe Ala Cys Glu Cys Ala 
145 150 155 160 

Thr Gly Phe Glu Leu Gly Lys Asp Gly Arg Ser Cys Val Thr Ser Gly 

165 170 175 

Glu Gly Gin Pro Thr Leu Gly Gly Thr Gly Val Pro Thr Arg Arg Pro 

180 185 190 

Pro Ala Thr Ala Thr Ser Pro Val Pro Gin Arg Thr Trp Pro He Arg 

195 200 205 

Val Asp Glu Lys Leu Gly Glu Thr Pro Leu Val Pro Glu Gin Asp Asn 

210 215 220 

Ser Val Thr Ser He Pro Glu He Pro Arg Trp Gly Ser Gin Ser Thr 
225 230 235 240 

Met Ser Thr Leu Gin Met Ser Leu Gin Ala Glu Ser Lys Ala Thr He 
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245 250 255 

Thr Pro Ser Gly Ser Val He Ser Lys Phe Asn Ser Thr Thr Ser Ser 

260 265 270 

Ala Thr Pro Gin Ala Phe Asp Ser Ser Ser Ala Val Val Phe He Phe 

275 280 285 

Val Ser Thr Ala Val Val Val Leu Val He Leu Thr Met Thr Val Leu 

290 295 300 

Gly Leu Val Lys Leu Cys Phe His Glu Ser Pro Ser Ser Gin Pro Arg 
305 310 315 320 

Lys Glu Ser Met Gly Pro Pro Gly Cys Asp Glu 
325 330 

<210> 3223 
<211> 985 
<212> DNA 

<213> Homo sapiens 
<400> 3223 

nnacgcgtgg ttcacgggct gcagcctccc tgcttccagg agccgtgcag caaccccgac 
60 

agcctgattt ttggggcact gaccatcatg accggcgtca ttggggtcat cttgggggca 
120 

gaagcttcga ggaggtacaa gaaagtcatt ccaggagctg agcccctcat ctgcgcctcc 
180 

agcctgcttg ccacagcccc ctgcctctac ctggctctcg tcctggcccc gaccaccctg 
240 

ctggcctcct atgtgttcct gggccttggg gagctgcttc tgtcctgcaa ctgggcagtg 
300 

gttgccgaca tcctgctgtc tgtggtggtg cccagatgcc gggggacggc agaggcactt 
360 

cagatcacgg tgggccacat cctgggagac gctggcagcc cctatctcac aggacttatc 
420 

tctagtgtcc tgcggccagg cgccctgact cctctgcagc gcttccgcag cctgcagcag 
480 

agcttcctgt gctgcgcctt tgtcatcgcc ctggggggcg gctgcttcct gctgactgcg 
540 

ctgtacctgg agagagacga gacccgggcc tggcagcctg tcacagggac cccagacagc 
600 

aatgatgtgg acagcaacga cctggagaga caaggcctac tttcgggcgc tggcgcctct 
660 

acagaggagc cctgaggtcc ctgcctacac tcgtcctgcc tgcaagcctc ccgttggtcc 
720 

ccacagcagc agtgcctcgg ttcctctttg gctgtcctcg gggactccgg ctgaggcaca 
780 

tctgccactt ttgaattccc ggctggagag ctggcaggac cctgtggctg ggctgggaat 
840 

ggagctgtca gcactctgcg tgggaggcct gggcctgtgc ctgcatcccg ctcaaggctg 
900 

ccccagcctg gggtccccag cctggctgct gctgggccct gaataaagag aggccagtac 
960 

aaagcccatg gattttgggc cngta 
985 

<210> 3224 
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aacatgggat gagtttcatt ttcagggttc cgaggggcca tgagtggtac caagatccct 
480 

ggaggtgccc ttggtttccc atgtag 
506 

<210> 3226 
<211> 137 
<212> PRT 

<213> Homo sapiens 
<400> 3226 

Met Lys Val lie Phe Pro Lys Leu Lys Gin Arg Asn He Leu Asn Gly 

15 10 15 

Leu Arg Pro Cys Thr Phe Phe He Gin Glu Ala Thr Lys Asn Ser Ala 

20 25 30 

Cys Phe Pro Val Pro Lys Met Pro Val Pro Cys Ala Leu Gly Glu Glu 

35 40 45 

Leu Val Pro Cys His Arg Gly Thr Gly Pro Ala Val Val Trp Pro Ala 

50 55 60 

Gin Pro Gin Gin Gly Glu Val Glu Pro Gin Pro Gin Pro Thr Gin Arg 
65 70 75 80 

Met Glu Pro Pro Ser Ala Ala Lys Asn Asn His Thr Ala Phe Glu Val 

85 90 95 

Ser His Pro Arg Cys Arg Trp Gly Cys Met Lys Leu His Glu His Gly 

100 105 110 

Met Ser Phe He Phe Arg Val Pro Arg Gly His Glu Trp Tyr Gin Asp 

115 120 125 

Pro Trp Arg Cys Pro Trp Phe Pro Met 
130 135 

<210> 3227 
<211> 1623 
<212> DNA 

<213> Homo sapiens 
<400> 3227 

nngtgtaggg gtagattttc gctgcagtgt tccccgagcc tgttagacgc agcggccggg 
60 

agactgagag aggaaaggat agaggaagtg ctgccctagg ctgcatgagt cgaagcaagc 
120 

gtgtttcctt cccgccaggc aagtgccctt agaaaccggg ccccgccccc ttcctggcct 
180 

gcattcccat cccctctccc ggggcggagg tgaggacctc cttggttcct ttggttctgt 
240 

cagtgagccc cttccttggc catgaagctc gtgaggaaga acatcgagaa ggacaatgcg 
300 

ggccaggtga ccctggtccc cgaggagcct gaggacatgt ggcacactta caacctcgtg 
360 

caggtgggcg acagcccgcg cgcctccacc atccgcaagg tacagacaga gtcctccacg 
420 

ggcagcgtgg gcagcaaccg ggtccgcact accctcactc tctgcgtgga ggccatcgac 
480 

ttcgactctc aagcctgcca gctgcgggtt aaggggacca acatccaaga gaatgagtat 
540 
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gtcaagatgg gggcttacca caccatcgag ctggagccca accgccagtt caccctggcc 
600 

aagaagcagt gggatagtgt ggtactggag cgcatcgagc aggcctgtga cccagcctgg 
660 

agcgctgacg tggcggctgc ggtcatgcag gaaggcctcg cccatatctg cttagtcact 
720 

cccagcatga ccctcactcg ggccaaggtg gaggtgaaca tccctaggaa aaggaaaggc 
780 

aattgctctc agcatgaccg ggccttggag cggttctatg aacaggtggt ccaggctatc 
840 

cagcgccaca tacactttga tgttgtaaag tgcatcctgg tggccagccc aggatttgtg 
900 

agggagcagt tctgcgacta catgtttcaa caagcagtga agaccgacaa caaactgctc 
960 

ctggaaaacc ggtccaaatt tcttcaggta catgcctcct ccggacacaa gtactccctg 
1020 

aaagaggccc tttgtgaccc tactgtggct agccgccttt cagacactaa agctgctggg 
1080 

gaagtcaaag ccttggatga cttctataaa atgttacagc atgaaccgga tcgagctttc 
1140 

tatggactca agcaggtgga gaaggccaat gaagccatgg caattgacac attgctcatc 
1200 

agcgatgagc tcttcaggca tcaggatgta gccacacgga gccggtatgt gaggctggtg 
1260 

gacagtgtga aagagaatgc aggcaccgtt aggatattct ctagtcttca cgtttctggg 
1320 

gaacagctca gccagttgac tggggtagct gccattctcc gcttccctgt tcccgaactt 
13B0 

tctgaccaag agggtgattc cagttcbgaa gaggattaat gattgaaact taaaattgag 
1440 

acaatcttgt gtttcctaaa ctgttacagt acatttctca gcatccttgt gacagaaagc 
1500 

tgcaagaatg gcactttttg attcatacag ggatttctta tgtctttggc tacactagat 
1560 

attttgtgat tggcaagaca tgtatttaaa caataaacta aaaggaaata aaaaaaaaaa 

1620 

aaa 

1623 

<210> 3228 
<211> 385 
<212> PRT 

<213> Homo sapiens 
<400> 3228 

Met Lys Leu val Arg Lys Asn He Glu Lys Asp Asn Ala Gly Gin Val 

15 10 15 

Thr Leu Val Pro Glu Glu Pro Glu Asp Met Trp His Thr Tyr Asn Leu 

20 25 30 

Val Gin Val Gly Asp Ser Leu Arg Ala Ser Thr He Arg Lys Val Gin 

35 40 45 

Thr Glu Ser Ser Thr Gly Ser Val Gly Ser Asn Arg Val Arg Thr Thr 

50 55 60 

Leu Thr Leu Cys Val Glu Ala He Asp Phe Asp Ser Gin Ala Cys Gin 
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65 

Leu Arg Val Lys 

Gly Ala Tyr His 
100 

Ala Lys Lys Gin 
115 

Cys Asp Pro Ala 
130 

Gly Leu Ala His 
145 

Ala Lys Val Glu 

Gin His Asp Arg 
180 

lie Gin Arg His 
195 

Ser Pro Gly Phe 
210 

Ala Val Lys Thr 
225 

Leu Gin Val His 

Leu Cys Asp Pro 
260 

Gly Glu Val Lys 
275 

Pro Asp Arg Ala 
290 

Ala Met Ala lie 
305 

Gin Asp Val Ala 

Lys Glu Asn Ala 
340 

Gly Glu Gin Leu 
355 

Pro Val Pro Glu 
370 

Asp 
385 



70 

Gly Thr Asn He 
85 

Thr He Glu Leu 

Trp Asp Ser Val 
120 

Trp Ser Ala Asp 
135 

He Cys Leu Val 
150 

Val Asn lie Pro 

1S5 t 

Ala Leu Glu Arg 

He His Phe Asp 
200 

Val Arg Glu Gin 
215 

Asp Asn Lys Leu 
230 

Ala Ser Ser Gly 
245 

Thr Val Ala Ser 

Ala Leu Asp Asp 
280 

Phe Tyr Gly Leu 
295 

Asp Thr Leu Leu 
310 

Thr Arg Ser Arg 
325 

Gly Thr Val Arg 

Ser Gin Leu Thr 
360 

Leu Ser Asp Gin 
375 



75 

Gin Glu Asn Glu 
90 

Glu Pro Asn Arg 
105 

Val Leu Glu Arg 

Val Ala Ala Val 
140 

Thr Pro Ser Met 
155 

Arg Lys Arg Lys 
170 

Phe Tyr Glu Gin 
185 

Val Val Lys Cys 

Phe Cys Asp Tyr 
220 

Leu Leu Glu Asn 
235 

His Lys Tyr Ser 
250 

Arg Leu Ser Asp 
265 

Phe Tyr Lys Met 

Lys Gin Val Glu 
300 

He Ser Asp Glu 
315 

Tyr Val Arg Leu 
330 

He Phe Ser Ser 
345 

Gly Val Ala Ala 

Glu Gly Asp Ser 
380 



80 

Tyr val Lys Met 
95 

Gin Phe Thr Leu 
110 

He Glu Gin Ala 
125 

val Met Gin Glu 

Thr Leu Thr Arg 
160 

Gly Asn Cys Ser 
175 

val val Gin Ala 
190 

He Leu Val Ala 
205 

Met Phe Gin Gin 

Arg Ser Lys Phe 
240 

Leu Lys Glu Ala 
255 

Thr Lys Ala Ala 
270 

Leu Gin His Glu 
285 

Lys Ala Asn Glu 

Leu Phe Arg His 
320 

Val Asp Ser Val 
335 

Leu His Val Ser 
350 

He Leu Arg Phe 
365 

Ser Ser Glu Glu 



<210> 3229 

<211> 1008 

<212> DNA 

<213> Komo sapiens 



<400> 3229 

nngcgcgcct cgcgctccag ggagccccgc cctcccgcgg cacctccgca gcaaccgccg 
60 

cctgcactcg gcgcgcgaga gctgctaggg cggtttctct gcctcgggcc tgttgggcag 
120 

ggccggctaa ggtgcgcgtg ctcgctggtt ctaacccttc tgttgggcgt rtctgctgag 
180 
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aggcgggagg cgctgagagt ctgtgcggag gtccgtggac agactgcttt gctcgttgtt 
240 

gctcttcgga ggcggcgatc cccgaaggcg agctgaaata cggctgcagg ctacaatttg 
300 

cagccgacca ttatggaaga cggcaagcgg gagaggtggc ccaccctcat ggagcgcttg 
360 

tgctcggatg gcttcgcatt tccccaatac cccattaaac cgtatcatct gaagaggatc 
420 

cacagagctg tcttacgtgg taatctggag gaactgaagt accttctgct cacgtattat 
480 

gacatcaata agagagacag gaaggaaagg accgccctac atttggcctg tgccactggc 
540 

caaccggaaa tggtacatct cctggtgtcc agaagatgtg agcttaacct ctgcgaccgt 
600 

gaagacagga cacctctgat caaggctgta caactgaggc aggaggcttg tgcaactctt 
660 

ctgctgcaaa atggcgccga tccaaatatt acggatgtct ttggaaggac tgctctgcac 
720 

tacgctgtgt ataatgaaga tacatccatg atagaaaaac ttctttcaca tggtacaaat 
780 

attgaagaat gcagcaagaa tgaatatcag ccactgttac ttgctgtgag tcgaagaaaa 
840 

gtgaaaatgg tggaattttt attaaagaaa aaagcaaatg taaatgccat tgattatctt 
900 

ggcagatcag ccctcatact tgctgttact cttggagaaa aagatatagt cattcttctt 
960 

ctgcagcaca atattgatgt gttttctcga gatgtgtatg gaaagctt 
1008 



<210> 3230 
<r211> 232 
<212> PRT 

<213> Homo sapiens 
c400> 3230 

Met Glu Asp Gly Lys Arg Glu Arg Trp Pro Thr Leu Met Glu Arg Leu 

15 10 15 

Cys Ser Asp Gly Phe Ala Phe Pro Gin Tyr Pro lie Lys Pro Tyr His 

20 25 30 

Leu Lys Arg lie His Arg Ala Val Leu Arg Gly Asn Leu Glu Glu Leu 

35 40 45 

Lys Tyr Leu Leu Leu Thr Tyr Tyr Asp lie Asn Lys Arg Asp Arg Lys 

50 55 60 

Glu Arg Thr Ala Leu His Leu Ala Cys Ala Thr Gly Gin Pro Glu Met 
65 70 75 80 

Val His Leu Leu Val Ser Arg Arg Cys Glu Leu Asn Leu Cys Asp Arg 

85 90 95 

Glu Asp Arg Thr Pro Leu lie Lys Ala Val Gin Leu Arg Gin Glu Ala 

100 105 110 

Cys Ala Thr Leu Leu Leu Gin Asn Gly Ala Asp Pro Asn He Thr Asp 

115 120 125 

Val Phe Gly Arg Thr Ala Leu His Tyr Ala Val Tyr Asn Glu Asp Thr 

130 135 140 

Ser Met He Glu Lys Leu Leu Ser His Gly Thr Asn He Glu Glu Cys 
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145 

Ser Lys Asn Glu 

Val Lys Met Val 
180 

lie Asp Tyr Leu 
195 

Glu Lys Asp lie 
210 

Ser Arg Asp Val 
225 



150 

Tyr Gin Pro Leu 
165 

Glu Phe Leu Leu 

Gly Arg Ser Ala 
200 

Val lie Leu Leu 
215 

Tyr Gly Lys Leu 
230 



155 

Leu Leu Ala Val 
170 

Lys Lys Lys Ala 
185 

Leu lie Leu Ala 

Leu Gin His Asn 
220 



160 

Ser Arg Arg Lys 
175 

Asn Val Asn Ala 
190 

Val Thr Leu Gly 
205 

lie Asp Val Phe 



<210> 3231 

<211> 1367 

<212> DNA 

<213> Homo sapiens 



<400> 3231 

nnacgcgtga aggggaagtt tcgcctcaga 
60 

gccacgtccg cccgtctccg ccttctgcat 
120 

taacagtcgc ggagccggcc gcgtcgtgag 
180 

tgcatcttgg ctacctgtgg gtcgaagatg 
240 

ccggcgatca cgcgctattg gttcgccgcc 
300 

ggcctcatca gcccggccta cctcttcctc 
360 

atttggaggc caatcactgc caccttttat 
420 

tatttggtca atttatattt cttatatcag 
480 

gatgggaggc cagcagacta tttattcatg 
540 

actggcttag caatggatat gcagtcgctg 
600 

gtctgggccc agctgaacag agacatgact 
660 

gcctgctatt taccctgggt tatccttgga 
720 

aatgagctta ttggaaatct ggttggacat 
780 

atggacttgg gaggaagaaa ttttctatcc 
840 

agtaggagag gaggagtatc aggatttggt 
900 

gatcagaatg gcggaggcgg gagacacaac 
960 

tgaaggggcg gcctcgggca gccgctcctc 
1020 

cacttaacaa ctgcgttctg gctaacactg 
1080 



aggctgcctc gctggtccga attcggtggc 
cgcggcttcg gcggcttcca cctagacacc 
ggggtcggca cggggagtcg ggcggtcttg 
tcggacatcg gagactggtt caggagcatc 
accgtcgccg tgcccttggt cggcaaactc 
tggcccgaag ccttccttta tcgctttcag 
ttccctgtgg gtccaggaac tggatttctt 
tattctacgc gacttgaaac aggagctttt 
ctcctcttta actggatttg catcgtgatt 
atgattcctc tgatcatgtc agtactttat 
gtatcatttt ggtttggaac acgatttaag 
ttcaactata tcatcggagg ctcggtaatc 
ctctattttt tcctaatgtc cagataccca 
acacctcagt ttttgtaccg ctggctgccc 
gtgccccctg ctagcatgag gcgagctgct 
tggggccagg gctttcgact tggagaccag 
ccaagccaca tttcctccca gtgctgggtg 
ttggacctga cccacactga atgtagtctt 



2436 



WO 00/58473 



PCT/USOO/08621 



tcagtacgag acaaagtttc 
1140 

cgattctcat tcaagtcctt 
1200 

actgactaca ttttttggtg 
1260 

gcgggtccta gtctgctggc 
1320 

cccttatctc tttcttgcac 
1367 



ttaaatcccg aagaaaaata 

actgctgtga agaacaaata 

tttttttttt tcccctttcc 

attgagctgg ggctgggtca 

acatgcctct ctcccccctt 



taagtgtccc acaagtttca 
ccaactgtgc aaattgcaaa 
gttctgaata atgggtttta 
ccaaaccctt cccaaaagga 
cacgcgt 



<210> 3232 

<211> 251 

<212> PRT 

<213> Homo sapiens 



<400> 3232 
Met Ser Asp He 
1 

Tyr Trp Phe Ala 
20 

Leu He Ser Pro 
35 

Arg Phe Gin He 
50 

Gly Pro Gly Thr 
65 

Gin Tyr Ser Thr 

Asp Tyr Leu Phe 
100 

Gly Leu Ala Met 
115 

Val Leu Tyr Val 
130 

Trp Phe Gly Thr 
145 

Gly Phe Asn Tyr 

Asn Leu Val Gly 
180 

Asp Leu Gly Gly 
195 

Trp Leu Pro Ser 
210 

Ala Ser Met Arg 
225 

Asn Trp Gly Gin 



Gly Asp Trp Phe 
5 

Ala Thr Val Ala 

Ala Tyr Leu Phe 
40 

Trp Arg Pro He 
55 

Gly Phe Leu Tyr 
70 

Arg Leu Glu Thr 
85 

Met Leu Leu Phe 

Asp Met Gin Leu 
120 

Trp Ala Gin Leu 
135 

Arg Phe Lys Ala 
150 

He He Gly Gly 
165 

His Leu Tyr Phe 

Arg Asn Phe Leu 
200 

Arg Arg Gly Gly 
215 

Arg Ala Ala Asp 
230 

Gly Phe Arg Leu 
245 



Arg Ser He Pro 
10 

Val Pro Leu Val 
25 

Leu Trp Pro Glu 

Thr Ala Thr Phe 
60 

Leu Val Asn Leu 
75 

Gly Ala Phe Asp 
90 

Asn Trp He Cys 
105 

Leu Met He Pro 

Asn Arg Asp Met 
140 

Cys Tyr Leu Pro 
155 

Ser Val He Asn 
170 

Phe Leu Met Phe 
185 

Ser Thr Pro Gin 

Val Ser Gly Phe 
220 

Gin Asn Gly Gly 
235 

Gly Asp Gin 
250 



Ala He Thr Arg 
15 

Gly Lys Leu Gly 
30 

Ala Phe Leu Tyr 
45 

Tyr Phe Pro Val 

Tyr Phe Leu Tyr 
80 

Gly Arg Pro Ala 
95 

He Val He Thr 
110 

Leu He Met Ser 
125 

He Val Ser Phe 

Trp Val He Leu 
160 

Glu Leu He Gly 
175 

Arg Tyr Pro Met 
190 

Phe Leu Tyr Arg 
205 

Gly Val Pro Pro 

Gly Gly Arg His 
240 



<210> 3233 

<211> 975 

<212> DNA 

<213> Homo sapiens 
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<400> 3233 

nacgcgtacg tggtggagct ctgcgtgttt 
60 

accgttgttt accttgtggc tttccatctg 
120 

atgacaattt tcacatctcc cgcttccccc 
1B0 

aaggaacgtt atgaaaaaga attcagccaa 
240 

gcaagagctt bacctatcta taccacatca 
300 

tgtcagctga ttaaacctga tcgggcgcat 
360 

aagatggatc atccctgtcc ttgggtgaat 
420 

ttcctgctgt ttttattgta ttccctatta 
430 

agtacttaaa aaattttgga cgaaagaacc 
540 

ttttttcttt tctttgtgtc tgcaatgttc 
600 

cactgctggc tttaaacagc attgtccaca 
660 

tctccgtgtt cctgtgaaga gccttcattg 
720 

gctgtctggc tagcccctcc acaagtcggt 
780 

aaggatcagc acggtctggg gcccaggtgg 
840 

tgtctttctc aaggcttttt cttgtgcagt 
900 

gtgccttctg gggcactgag ctcaggaact 
960 

cttcaaggct gcccc 
975 



actatttttg gaaatgaaga aaatggaaag 
ttctttgtta tgtttgtatg gtcctattgg 
tccaaagagt tctacttgtc caattctgaa 
gaaagacaac aagaaatttt gagaagagca 
gcttcaaaaa ctatcagata ttgtgaaaaa 
cactgctcag cctgtgactc atgtattctt 
aactgtgtgg gattttctaa ttacaaattc 
tattgccttt tcgtggccgc acagttttag 
gaccaaaacc cgggccaaaa ttccacgtac 
ttcatcagcg tcctctcact tttcagctac 
gctccgtctg cagggtcagg gcatggcctc 
gaatcatccc gggacataca gcttgaatgt 
cactctgcac aaggaatccg agagctcatc 
ggtggaacac gcacggtcca caagcaattc 
atgaaatcct tcatatttca tatgaagtat 
ccaaaaagac cccttcgggc cggatcccgg 



<210> 3234 
<211> 159 
<212> PRT 

<213> Homo sapiens 



<400> 3234 

Xaa Ala Tyr Val Val Glu Leu Cys Val Phe Thr lie Phe Gly Asn Glu 

15 10 15 

Glu Asn Gly Lys Thr Val Val Tyr Leu Val Ala Phe His Leu Phe Phe 

20 25 30 

Val Met Phe Val Trp Ser Tyr Trp Met Thr lie Phe Thr Ser Pro Ala 

35 40 45 

Ser Pro Ser Lys Glu Phe Tyr Leu Ser Asn Ser Glu Lys Glu Arg Tyr 

50 55 60 

Glu Lys Glu Phe Ser Gin Glu Arg Gin Gin Glu lie Leu Arg Arg Ala 
65 70 75 80 

Ala Arg Ala Leu Pro lie Tyr Thr Thr Ser Ala Ser Lys Thr lie Arg 
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85 90 95 

Tyr Cys Glu Lys Cys Gin Leu lie Lys Pro Asp Arg Ala His His Cys 

100 105 110 

Ser Ala Cys Asp Ser Cys lie Leu Lys Met Asp His Pro Cys Pro Trp 

115 120 125 

Val Asn Asn Cys Val Gly Phe Ser Asn Tyr Lys Phe Phe Leu Leu Phe 

130 135 140 

Leu Leu Tyr Ser Leu Leu Tyr Cys Leu Phe Val Ala Ala Gin Phe 
145 150 155 

<210> 3235 
<211> 551 
<212> DNA 

<213> Homo sapiens 
<400> 3235 

ntggaaactg agcttcaaac atataagcat tctcgtcagg ggctagatga aatgtacaat 
60 

gaagccagaa ggcagcttcg agatgaatct cagttacgac aggatgtaga gaatgagcta 
120 

gcagtacaag ttagtatgaa gcatgagatt gaacttgcca tgaagttgct ggagaaagat 
180 

atccatgaga aacaagatac tctgataggc cttcgacaac aactagagga agttaaagca 
240 

attaacatag agatgtatca aaagttgcag ggttctgaag atggcttgaa agaaaaaaat 
300 

gaaataattg cccgactaga agaaaaaacc aataaaatta ctgcagccat gaggcagctg 
360 

gaacaaagat tgcagcaagc agagaaggcg caaatggaag ctgaagatga ggatgagaaa 
420 

tatctacaag aatgtctcag taaatctgat agtctgcaga aacaaatctc ccaaaaggag 
480 

aaacagctgg tgcaactgga aactgacttg aagattgaga aggaatggag gcagactttg 
540 

caggaagatc t 
551 

<210> 3236 
<211> 183 
<212> PRT 

<213> Homo sapiens 
<400> 3236 

Xaa Glu Thr Glu Leu Gin Thr Tyr Lys His Ser Arg Gin Gly Leu Asp 

15 10 15 

Glu Met Tyr Asn Glu Ala Arg Arg Gin Leu Arg Asp Glu Ser Gin Leu 

20 25 30 

Arg Gin Asp Val Glu Asn Glu Leu Ala Val Gin Val Ser Met Lys His 

35 40 45 

Glu He Glu Leu Ala Met Lys Leu Leu Glu Lys Asp He His Glu Lys 

50 55 60 

Gin Asp Thr Leu He Gly Leu Arg Gin Gin Leu Glu Glu Val Lys Ala 
65 70 75 80 

He Asn He Glu Met Tyr Gin Lys Leu Gin Gly Ser Glu Asp Gly Leu 
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85 90 95 

Lys Glu Lys Asn Glu lie lie Ala Arg Leu Glu Glu Lys Thr Asn Lys 

100 105 110 

He Thr Ala Ala Met Arg Gin Leu Glu Gin Arg Leu Gin Gin Ala Glu 

115 120 125 

Lys Ala Gin Met Glu Ala Glu Asp Glu Asp Glu Lys Tyr Leu Gin Glu 

130 135 140 

Cys Leu Ser Lys Ser Asp Ser Leu Gin Lys Gin He Ser Gin Lys Glu 
145 150 155 160 

Lys Gin Leu Val Gin Leu Glu Thr Asp Leu Lys He Glu Lys Glu Trp 

165 170 175 

Arg Gin Thr Leu Gin Glu Asp 
180 



<210> 3237 

<211> 1323 

<212> DNA 

<213> Homo sapiens 



<400> 3237 

nctctgggct gcgacctacc tcgcagaggg 
60 

cgggcgctgt ggaccatggc tccgcccgcg 
120 

gatgaggacc gttgggaagt acggggggac 
180 

aagcgacgcg cgcggatcaa cgagagtctt 
240 

gaggtgcagg ccaagctgga gaacgccgaa 
300 

ggtgtgctgc ggggccgggc gcgcgagcgc 
360 

ttcgctgccg gctacatcca gtgcatgcac 
420 

gccatcgacg ctaccgtcgc tgccgagctc 
480 

cgtgagggca gcagcttcca ggatctgctg 
540 

cctggacgga gtggctggcc tgcggggggc 
600 

ggtcctgggg acgacctgtg ctccgacctg 
660 

gctcctgctg aggggcccga cttggtgccc 
720 

attgcccgga gtgtctggag gccttggtga 
7B0 

gcccggccct ccctggatct cctccctcct 
84 0 

cctggaagtc tcccaggtct tccctccctc 
900 

ggtaaccagc ccagtcaggc cccagccccg 
960 

ctctggagtg ggtggaggga gggagctacg 
1020 



gtttgcacta aggcgctggg cgccgggctc 
gcgcctggcc gggaccgtgt gggccgtgag 
cgcaaggccc ggaagcccct ggtggagaag 
caggagttgc ggctgctgct ggcgggcgcc 
gtgctggagc tgacggtgcg gcgggtccag 
gagcagctgc aggcggaagc gagcgagcgc 
gaggtgcaca cgttcgtgtc cacgtgccag 
ctgaaccatc tgctcgagtc catgccgctg 
ggggacgccc tggcggggcc acctagagcc 
gctccgggat ccccaatacc cagccccccg 
gaggaggccc ctgaggctga actgagtcag 
gcagccctgg gcagcctgac cacagcccaa 
ccaatgccag ccagagtcct gcgggggtgg 
cccaggggtt cagatgtggt ggggtagggc 
ctctgatgga tggcttgcag ggcagcccct 
tttcttaaga aacttttagg gaccctgcag 
ggcaggagga agaattttgt agagctgcca 
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gcgctctccc aggttcaccc acccaggctt caccagccct gtgcgggctc tgggggcaga 
1080 

ggtggcagaa atggtgctgg gcactagtgt tccaggcagc cctgggctaa acaaaagctc 
1140 

gaacttgcca cttcagcggg gagatgagag gcaggtgcac tcagctgcac tgcccagagc 
1200 

tgtgatgctc tgtacatctt gtttgtagca cacttgagtt tgtgtattcc attgacatca 
1260 

aatgtgacaa ttttactaaa taaagaattt tggagttagt tacccttgaa aaaaaagtcg 

1320 

a eg 

1323 

<210> 3238 
<211> 249 
<212> PRT 

<213> Homo sapiens 
<400> 3238 

Xaa Leu Gly Cys Asp Leu Pro Arg Arg Gly Val Cys Thr Lys Ala Leu 

15 10 15 

Gly Ala Gly Leu Arg Ala Leu Trp Thr Met Ala Pro Pro Ala Ala Pro 

20 25 30 

Gly Arg Asp Arg Val Gly Arg Glu Asp Glu Asp Arg Trp Glu Val Arg 

35 40 45 

Gly Asp Arg Lys Ala Arg Lys Pro Leu Val Glu Lys Lys Arg Arg Ala 

50 55 60 

Arg lie Asn Glu Ser Leu Gin Glu Leu Arg Leu Leu Leu Ala Gly Ala 
65 70 75 80 

Glu Val Gin Ala Lys Leu Glu Asn Ala Glu Val Leu Glu Leu Thr Val 

85 90 95 

Arg Arg Val Gin Gly Val Leu Arg Gly Arg Ala Arg Glu Arg Glu Gin 

100 105 110 

Leu Gin Ala Glu Ala Ser Glu Arg Phe Ala Ala Gly Tyr lie Gin Cys 

115 120 125 

Met His Glu Val His Thr Phe Val Ser Thr Cys Gin Ala lie Asp Ala 

130 135 140 

Thr Val Ala Ala Glu Leu Leu Asn His Leu Leu Glu Ser Met Pro Leu 
145 150 155 160 

Arg Glu Gly Ser Ser Phe Gin Asp Leu Leu Gly Asp Ala Leu Ala Gly 

155 170 175 

Pro Pro Arg Ala Pro Gly Arg Ser Gly Trp Pro Ala Gly Gly Ala Pro 

180 185 190 

Gly Ser Pro lie Pro Ser Pro Pro Gly Pro Gly Asp Asp Leu Cys Ser 

195 200 205 

Asp Leu Glu Glu Ala Pro Glu Ala Glu Leu Ser Gin Ala Pro Ala Glu 

210 215 220 

Gly Pro Asp Leu Val Pro Ala Ala Leu Gly Ser Leu Thr Thr Ala Gin 
225 230 235 240 

lie Ala Arg Ser Val Trp Arg Pro Trp 
245 

<210> 3239 
<211> 432 
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<212> DNA 

<213> Homo sapiens 
<400> 3239 

aaaaccaaag attctcctgg agttttctct aaactgggtg ttctcctgag gagagtgaca 
60 

agaaacttgg tgagaaataa gctggcagtg attacgcgtc tccttcagaa tctgatcatg 
120 

ggtttgttcc tccttttctt cgttctgcgg gtccgaagca atgtgctaaa gggtgctatc 
180 

caggaccgcg taggtctcct ttaccagttt gtgggcgcca ccccgtacac aggcatgctg 
240 

aacgctgtga atctgtttcc cgtgctgcga gctgtcagcg accaggagag tcaggacggc 
300 

ctctaccaga agtggcagat gatgctggcc tatgcactgc acgtcctccc cttcagcgtt 
360 

gttgccacca tgattttcag cagtgtgtgc tactggacgc tgggcttaca tcctgaggtt 
420 

gcccgattgg gt 
432 

<210> 3240 
<211> 144 
<212> PRT 

<213> Homo sapiens 
<400> 3240 

Lys Thr Lys Asp Ser Pro Gly Val 

1 5 
Arg Arg Val Thr Arg Asn Leu Val 
20 

Arg Leu Leu Gin Asn Leu lie Met 

35 40 
Leu Arg Val Arg Ser Asn Val Leu 

50 55 
Gly Leu Leu Tyr Gin Phe Val Gly 
65 70 
Asn Ala Val Asn Leu Phe Pro Val 
85 

Ser Gin Asp Gly Leu Tyr Gin Lys 
100 

Leu His Val Leu Pro Phe Ser Val 
115 120 
Val Cys Tyr Trp Thr Leu Gly Leu 
130 135 

<210> 3241 
<211> 492 
<212> DNA 

<213> Homo sapiens 
<400> 3241 

gtggaatttt tttagacaaa gtctcaaaaa acaaacaaac aaacaaaagg taagataaat 
60 



Phe Ser Lys Leu 
10 

Arg Asn Lys Leu 
25 

Gly Leu Phe Leu 

Lys Gly Ala lie 
60 

Ala Thr Pro Tyr 
75 

Leu Arg Ala Val 
90 

Trp Gin Met Met 
105 

Val Ala Thr Met 

His Pro Glu Val 
140 



Gly Val Leu Leu 
15 

Ala Val He Thr 
30 

Leu Phe Phe Val 
45 

Gin Asp Arg Val 

Thr Gly Met Leu 
80 

Ser Asp Gin Glu 
95 

Leu Ala Tyr Ala 
110 

He Phe Ser Ser 
125 

Ala Arg Leu Gly 
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acgaaataca aaataagagg caggaagagc ccaaagcatc agaaatgcgc cagttataat 
120 

gggccaaaat cccctcttgt gtctccagaa gtatttgaaa aatacgttag gatctgcctc 
180 

acagacatgc tcccaggaca ctcgacagca aggaggtacg gcgggcccag ccagccaagg 
240 

cagaggagga catcactgcc acagcagggg gcctgactgg cagcaaaagg gacgactccg 
300 

gcgaaaagtc agcaggaaac aggacagggg ctggaccaat ggcctccctc agccccacac 
360 

cccacccagg caggagcggt gcctggcccg gggcaggcgg gtgggagagc tcactgagtg 
420 

ggcagcaggg catggcccct gatgctgcag gtacccaggc tgcagctgca gaaacctcag 
460 

tgggaaccca gg 
492 

<210> 3242 

<211> 107 

<212> PRT 

<213> Homo sapiens 

<400> 3242 

Met Gly Gin Asn Pro Leu Leu Cys Leu Gin Lys Tyr Leu Lys Asn Thr 

15 10 15 

Leu Gly Ser Ala Ser Gin Thr Cys Ser Gin Asp Thr Arg Gin Gin Gly 

20 25 30 

Gly Thr Ala Gly Pro Ala Ser Gin Gly Arg Gly Gly His His Cys His 

35 40 45 

Ser Arg Gly Pro Asp Trp Gin Gin Lys Gly Arg Leu Arg Arg Lys Val 

50 55 60 

Ser Arg Lys Gin Asp Arg Gly Trp Thr Asn Gly Leu Pro Gin Pro His 
65 70 75 80 

Thr Pro Pro Arg Gin Glu Arg Cys Leu Ala Arg Gly Arg Arg Val Gly 

85 90 95 

Glu Leu Thr Glu Trp Ala Ala Gly His Gly Pro 
100 105 

<210> 3243 
<211> 944 
<212> DNA 

<213> Homo sapiens 
<400> 3243 

gatctgcatt ttcaagtgag caaagaccgc tatggagggc agccactttt ctcagagaag 
60 

ttccccaccc tttggtctgg ggcaaggagn acttacggag tgacaaaggg aaaagtctgc 
120 

tttgaggcaa aggtaaccca gaatctccca atgaaagaag gctgcacaga ggtctctctc 
180 

cttcgagttg ggtggtctgt tgatttttcc cgtccacagc ttggtgaaga tgaattctct 
240 

tacggcttcg atggacgagg actcaaggca gaaaatggac aatttgagga atttggccag 
300 
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acttttgggg agaatgatgt tattggctgc 
360 

ctttccttct ccaagaatgg agaagaccta 
420 

ctggcagacc gggcccttct accccatgtc 
480 

ttcggtcaga aggaggagcc cttcttccca 
540 

gcgcctgttg aggagcgtgt acgcactgca 
600 

gtgattctga tggtgggact acccggatct 
660 

aaagaaaacc ctgagaaaag atacaatgtc 
720 

aggatgaagg gtctcgagga gccagagatg 
780 

caagcctccc agtgccttag taagctggtc 
840 

attcttgatc agtgtaatgt gtacaattct 
900 

accttctctc ggaaagtggt ggtggttgtc 
944 



tttgctaatt ttgagactga agaagtagaa 
ggtgtggcat tctggatcag caaggattcc 
ctctgcaaaa attgtgttgt agaattaaac 
ccaccagaag agtttgtgtt cattcatgct 
gtccctccca agaccataga ggaatgtgag 
ggaaagaccc agtgggcact gaaatatgca 
ctgggagctg agactgtgct caatcaaatg 
gaccccaaaa gccgagacct tttagttcag 
cagattgctt cccggacaaa gaggaacttt 
ggccaacggc ggaagctatt gctgttcaag 
cctaatgagg aaga 



<210> 3244 

<211> 314 

<212> PRT 

<213> Homo sapiens 



<400> 3244 
Asp Leu His Phe 
1 

Phe Ser Glu Lys 
20 

Gly Val Thr Lys 
35 

Leu Pro Met Lys 
50 

Trp Ser Val Asp 
65 

Tyr Gly Phe Asp 

Glu Phe Gly Gin 
100 

Asn Phe Glu Thr 
115 

Asp Leu Gly val 
130 

Ala Leu Leu Pro 
145 

Phe Gly Gin Lys 

Phe lie His Ala 
180 

Pro Lys Thr He 



Gin Val Ser Lys 

5 

Phe Pro Thr Leu 

Gly Lys Val Cys 
40 

Glu Gly Cys Thr 
55 

Phe Ser Arg Pro 
70 

Gly Arg Gly Leu 
85 

Thr Phe Gly Glu 

Glu Glu Val Glu 
120 

Ala Phe Trp He 
135 

His Val Leu Cys 
150 

Glu Glu Pro Phe 
165 

Val Pro Val Glu 
Glu Glu Cys Glu 



Asp Arg Tyr Gly 
10 

Trp Ser Gly Ala 
25 

Phe Glu Ala Lys 

Glu Val Ser Leu 
60 

Gin Leu Gly Glu 

75 

Lys Ala Glu Asn 
90 

Asn Asp Val He 
105 

Leu Ser Phe Ser 

Ser Lys Asp Ser 
140 

Lys Asn Cys Val 
155 

Phe Pro Pro Pro 
170 

Glu Arg Val Arg 
185 

Val He Leu Met 



Gly Gin Pro Leu 
15 

Arg Ser Thr Tyr 
30 

Val Thr Gin Asn 
45 

Leu Arg Val Gly 

Asp Glu Phe Ser 
80 

Gly Gin Phe Glu 
95 

Gly Cys Phe Ala 
110 

Lys Asn Gly Glu 
125 

Leu Ala Asp Arg 

Val Glu Leu Asn 
160 

Glu Glu Phe Val 
175 

Thr Ala Val Pro 
190 

Val Gly Leu Pro 
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195 200 
Gly Ser Gly Lys Thr Gin Trp Ala 

210 215 
Glu Lys Arg Tyr Asn Val Leu Gly 
225 230 
Arg Met Lys Gly Leu Glu Glu Pro 
245 

Leu Leu Val Gin Gin Ala Ser Gin 
260 

Ala Ser Arg Thr Lys Arg Asn Phe 
275 280 
Asn Ser Gly Gin Arg Arg Lys Leu 

290 295 
Lys Val Val Val Val Val Pro Asn 
305 310 

<210> 3245 
<211> 980 
<212> DMA 

<213> Homo sapiens 
<400> 3245 

tggtatgagg gttctccctc caggccggga 
60 

ctcagctgga tgaggatggg gatttggacg 
120 

ccaacccagc agggcctctg agagacaagg 
180 

acgacgtcct gggagaggaa gcacaaggca 
240 

cggggcgccc tgctcctggc agactacacc 
300 

acagcgctgg agctcggggc cggcacgggg 
360 

cggaccgttt attgtacaga tgtcggtgca 
420 

gccctcaaca gccacctggc tgccactgga 
480 

tggctgaagg acgacctctg cacagatccc 
540 

atttctgacc tgtacgatca caccaccatc 
600 

gacttgactg atgctgtgtt taaaacgctc 
660 

tgcacagcca tactgtcggt ggagaagagg 
720 

acatgtgaag cctacgatca cttccgctcc 
780 

ggcaagctgc gcttcgtggt ggagcccgtg 
840 

gagcgcctcc agcagctgga gctctggaag 
900 

gcctccacca ggcgcggcgt ctcgactgtt 
960 



205 



Leu 


Lys 


Tyr Ala 


Lys 


Glu 


Asn Pro 








220 








Ala 


Glu 


Thr 
235 


val 


Leu 


Asn 


Gin Met 
240 


Glu 


Met 
250 


Asp 


Pro 


Lys 


Ser 


Arg Asp 
255 


Cys 


Leu 


Ser 


Lys 


Leu 


Val 


Gin lie 


265 










270 




He 


Leu 


Asp 


Gin 


Cys 
285 


Asn 


Val Tyr 


Leu 


Leu 


Phe 


Lys 
300 


Thr 


Phe 


Ser Arg 



Glu Glu 



ctgacaccac tggccaggaa gtggctgaag 
tggtgagaag accacgagcc gcctctgatt 
tacatcccat gattctagca caggaagaag 
gcccgcacga tatcatcaga ataggtgtgg 
ctgttccgac aggacctctt ccgaggatgt 
ctcgctagca tcatcgcagc caccatggca 
gatcttttgt ccatgtgcca gcgaaacatt 
ggtggtatag ttagggtcaa agaactggac 
aaggtcccct tcagttggtc acaagaggaa 
ctgtttgcag ccgaagtgtt ttacgacgac 
tcccgactcg cccacagatt gaaaaatgcc 
ctcaacttca cactgagaca cttggacgtc 
tgcctgcacg cgctggagca gctcacagat 
gaggcctcct tcccacagct cctggtttac 
atcatcgcag aaccagtaac atgacccatc 
cttagagtgt atttctagta aaatcagaag 
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ctcaccaaag caaaaaaaaa 
980 

<210> 3246 
<211> 219 
<212> PRT 

<213> Homo sapiens 



<400> 3246 



Val 


Trp 


Arg 


Gly 


Ala 


Leu Leu Leu Ala 


Asp 




He 


Leu 


Phe Arg Gin 














10 










15 




Asp 


Leu 


Phe 


Axg 


Gly 


Cys Thr Ala Leu 


Glu 


Leu 


Gly Ala 


Gly Thr Gly 








"5 ft 




25 










30 






Leu 


Aia 


Ser 


ne 


T 1 & 


Ala Ala Thr Met 


Ala 


Arg 


Thr 


Val 


Tyr 


Cys 


Thr 












40 








45 








Asp 


Val 


Gly 


Ala 


Asp 


Leu Leu Ser Met 


Cys 


Gin 


Arg 


Asn 


He 


Ala 


Leu 




50 








55 






60 










Asn 


Ser 


His 


Leu 


Ala 


Ala Thr Gly Gly Gly 


He 


Val 


Arg 


Val 


Lys 


Glu 


65 










70 




75 










80 


Leu 


Asp 


Trp 


Leu 


Lys 


Asp Asp Leu Cys 


Thr 


Asp 


Pro 


Lys 


Val 


Pro 


Phe 










85 




90 










95 




Ser 


Trp 


Ser 


Gin 


Glu 


Glu He Ser Asp 


Leu 


Tyr 


Asp 


His 


Thr 


Thr 


He 








100 




105 










110 






Leu 


Phe 


Ala 


Ala 


Glu 


Val Phe Tyr Asp 


Asp 


Asp 


Leu 


Thr 


Asp 


Ala 


val 






115 






120 








125 








Phe 


Lys 


Thr 


Leu 


Ser 


Arg Leu Ala His 


Arg 


Leu 


Lys 


Asn 


Ala 


Cys 


Thr 




130 








135 






14 0 










Ala 


He 


Leu 


Ser 


Val 


Glu Lys Arg Leu 


Asn 


Phe 


Thr 


Leu 


Arg 


His 


Leu 


145 










150 




155 










160 


Asp 


Val 


Thr 


Cys 


Glu 


Ala Tyr Asp His 


Phe 


Arg 


Ser 


Cys 


Leu 


His 


Ala 










165 




170 










175 




Leu 


Glu 


Gin 


Leu 


Thr 


Asp Gly Lys Leu 


Arg 


Phe 


Val 


Val 


Glu 


Pro 


Val 








180 




185 










190 






Glu 


Ala 


Ser 


Phe 


Pro 


Gin Leu Leu Val 


Tyr 


Glu 


Arg 


Leu 


Gin 


Gin 


Leu 






195 






200 








205 








Glu 


Leu 


Trp 


Lys 


He 


He Ala Glu Pro 


Val 


Thr 













210 215 



<210> 3247 
<211> 977 
c212> DNA 

<213> Homo sapiens 
<400> 3247 

ntctagaacc cagccctgtg gaagtatgtg cggcccaggg gctgtgtgct ggagtgggta 
60 

cgcaacatcg tggccaaccg cctggcctcg gatggggcca cctgggcaga catcttcaag 
120 

aggttcaaca gcggcacgta taacaaccag tggatgatcg tggactacaa ggcgttcatc 
180 

cc 999 c 999 c ccagccccgg gagccgggtg cttaccatcc tggagcagat ccccggcatg 
240 

gtggtggtgg ctgacaagac ctcggagctc taccagaaga cctactgggc cagctacaac 
300 
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acaccgtcct tcgagactgt gttcaatgcc agtgggctgc aggccctagt ggcccagtat 
360 

ggggactggt tttcttatga cgggagcccc cgggcccaga tcttccggcg gaaccagtca 
420 

ctggtacaag acatggactc catggtcagg ctgatgaggt acaatgactt cctccatgac 
480 

cctctgtcac tgtgcaaagc ctgcaacccc cagcccaatg gggagaatgc tatctccgcc 
540 

cgctccgacc tcaacccggc caatggctcc taccccttcc aggccctacg tcagcgctcc 
600 

catgggggta tcgatgtgaa ggtgaccagc atgtcactgg ccaggatcct gagcctgctg 
660 

gcggccagcg gtcccacgtg ggaccaggtg cccccgttcc agtggagcac ctcgcccttc 
720 

agcggcctgc tgcacatggg ccagccagac ctctggaagt tcgcgcctgt caaggtttca 
780 

tgggactgaa gttctgtccc tgctctgctg ctttcgcccc tgctgaccct cgtcagggtc 
840 

acccccgtcc caaggccacc ggacttctaa ctccagcccc tcctgggggc ttcgttctct 
900 

gatccggggt ctgagtcatc tcctcctaga gtgggtcacg aacctgatgg ggctcagaac 
960 

tgaccccctc tctcccc 
977 

<210> 3248 
<211> 260 
<212> PRT 

<213> Homo sapiens 
<400> 3248 

Asn Pro Ala Leu Trp Lys Tyr Val Arg Pro Arg Gly Cys Val Leu Glu 

15 10 15 

Trp Val Arg Asn lie Val Ala Asn Arg Leu Ala Ser Asp Gly Ala Thr 

20 25 30 

Trp Ala Asp lie Phe Lys Arg Phe Asn Ser Gly Thr Tyr Asn Asn Gin 

35 40 45 

Trp Met lie Val Asp Tyr Lys Ala Phe lie Pro Gly Gly Pro Ser Pro 

50 55 60 

Gly Ser Arg Val Leu Thr lie Leu Glu Gin He Pro Gly Met Val Val 
65 70 75 80 

Val Ala Asp Lys Thr Ser Glu Leu Tyr Gin Lys Thr Tyr Trp Ala Ser 

85 90 95 

Tyr Asn He Pro Ser Phe Glu Thr Val Phe Asn Ala Ser Gly Leu Gin 

100 105 110 

Ala Leu Val Ala Gin Tyr Gly Asp Trp Phe Ser Tyr Asp Gly Ser Pro 

115 120 125 

Arg Ala Gin He Phe Arg Arg Asn Gin Ser Leu Val Gin Asp Met Asp 

130 135 140 

Ser Met Val Arg Leu Met Arg Tyr Asn Asp Phe Leu His Asp Pro Leu 
145 150 155 160 

Ser Leu Cys Lys Ala Cys Asn Pro Gin Pro Asn Gly Glu Asn Ala He 

165 170 175 

Ser Ala Arg Ser Asp Leu Asn Pro Ala Asn Gly Ser Tyr Pro Phe Gin 
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180 185 190 

Ala Leu Arg Gin Arg Ser His Gly Gly lie Asp Val Lys Val Thr Ser 

195 200 205 

Met Ser Leu Ala Arg lie Leu Ser Leu Leu Ala Ala Ser Gly Pro Thr 

210 215 220 

Trp Asp Gin Val Pro Pro Phe Gin Trp Ser Thr Ser Pro Phe Ser Gly 
225 230 235 240 

Leu Leu His Met Gly Gin Pro Asp Leu Trp Lys Phe Ala Pro Val Lys 
245 250 255 

Val Ser Trp Asp 
260 

<210> 3249 
<211> 4487 
<212> DNA 

<213> Homo sapiens 
<400> 3249 

nngaattctt tgcatttttc tggtggagaa actgaggctc agagattagg taacttgtct 
SO 

taatcagcag atggcagcac tggtacttga acccaggctt gtgtgaaccg ccccacccct 
120 

gctctccact tttatgcttt ccaccagagt aataatggaa atcctggaaa gccttctcct 
180 

ttcccatggg ttcccactga ttgcttttct ctctctctct ccccacccca ctccaggtgc 
240 

tctggggcca ggtgccaccg gccattgtcc aggcagctgt gtgcaagcca aagaagcatg 
300 

tggacactgg aagactcctc ggggacagtc ctgcaccgcc tcatccagga gcagctgcgc 
360 

tacggcaacc tgactgagac gcgcacgctg ctagccatcc agcagcaggc cctgaggggt 
420 

ggggctggaa ctgggggtac aggcagcccc caggcctccc tggagatcct ggccccagag 
480 

gacagtcagg tgctgcagca ggccaccagg caggagcccc agggccagga gcaccagggc 
540 

ggtgagaacc acctggcaga gaacaccctc taccggctat gcccacagcc cagcaaggga 
600 

gaggagctgc ccacctatga ggaggccaaa gcccactcgc agtactatgc ggcccagcag 
660 

gcagggaccc ggccacatgc gggggaccga gatccccgtg gggccccggg aggcagtcgg 
720 

aggcaggacg aggccctgcg ggagctgagg catgggcacg tgcgctcgtt gagtgaacgg 
780 

ctccttcagt tgtccctgga gaggaacggc gcccgggccc ccagccacat gagctcctcc 
840 

cacagcttcc cacagctggc ccgcaaccag cagggccccc cactgagggg cccccctgct 
900 

gagggcccag agtcccgagg acccccacct cagtaccctc atgttgtact agctcatgag 
960 

accaccactg ctgtcactga cccacggtac cgtgcccgcg gcagcccgca cttccagcat 
1020 

gctgaagtca ggatcctgca ggcccaggtg cctcctgtgt tcctccaaca gcagcagcag 
1080 
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taccagtacc tgcagcaatc tcaggagcac 
1140 

catggccccc tgagctccct cagtccacct 
1200 

tcctcagcca cctcgggcag tgcccacctg 
1260 

gccaggctgc agagagacaa tgagcggctg 
1320 

gctggccgca ttgagaagct ggaaagcgaa 
1380 

ctgaccagag cctcctccaa gcgtgaggcc 
1440 

agtgaaatga ggaggctgca agacttcaac 
1500 

aatcgccgcc tggcaagcaa gacacaggag 
1560 

aagctgcttg ctcagagcta cgaacagcag 
1620 

gcactgctgc gcggcgccat cgaggaccag 
1630 

ctgggcaatg cgcagggccg ggcagctcga 

1740 

tatgtggaga aagtggagcg gctgcagcag 
1800 

aagcgggagc agctggagct gcgtctgcgg 
1860 

cgtgcacagc agagacaggc aggtgcccca 
1920 

gagctcagcg ccctgcgact gtcagaacaa 
1980 

ctggaggccg acatgaccaa gtgggagcag 
2040 

tttgccatgg atgcggctgc cacggctgct 
2100 

tccccccagc cctcacccag cagcagcttc 
2160 

catcaggaga tggaaagcag gttaaaggtg 
2220 

gtgatcaagg tccttcagca gcgccccagg 
2280 

ctgcggcctg ccaagtcggt gccatctgtt 
2340 

tggcaagggc tctcttctag tgagcgacaa 
2400 

gcagacagag cacccacaga ggagccagtg 
2460 

cacgggagca gagatgggag cacccagact 
2520 

ctgccaccgg agcctgacag ccttctgggg 
25B0 

gactctgtag ctacatccag agcccaggac 
2640 

aggaggtggt gcttcaggac tctgagccat 
2700 



ccccctcccc cacatccagc tgctctcggc 
gctgtggagg ggccagtgag tgcccaggcc 
gcccagatgg aggccgtgct gagggagaat 
cagagggagc tggagagctc tgcggagaag 
atccagcggc tctctgaggc ccatgagagc 
ctggagaaga ccatgcggaa caagatggac 
cgggatctta gagagagatt/ ggaatctgca 
gcccaggccg gcagtcagga catggtggcc 
caggagcaag agaagctgga gcgagagatg 
cggcggcgtg ccgagctgct ggagcaggct 
gccgaagagg agctgcgcaa gaagcaggcc 
gcgctcgggc agctgcaggc agcctgtgag 
actcgcctgg agcaggaact caaggccctg 
ggtggtagca gtggcagtgg tgggtctcca 
ctgcgagaga aggaggagca gatcctggcg 
aagtatttgg aggaacgtgc catgaggcag 
gctcagcgtg acaccactct catccgacat 
aatgagggtc tgctcactgg tggccacagg 
ctccatgccc agatcctgga gaaggatgca 
agagaccctg gcaaggccat ccagggctcc 
ttcgcggctg cggcagcagg aacccagggc 
acagcagacg cccctgctcg gctgactaca 
gtcacagctc cccctgctgc ccatgccaaa 
gacggccccc cagacagcac ctccacctgc 
tgcagcagta gccagagagc agcctctctg 
ttgtcagaca tggtggagat actgatctga 
tctctcccct cctctgcccn gtgccactct 
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cagccacctc 
2760 

tcccattgac 
2820 

tgagagcacc 
2880 

ggagaatgag 
2940 

cagctcagaa 
3000 

gtggctgtgt 
3060 

actggttcac 
3120 

tcatctgctc 
3180 

actattaagg 
3240 

aggggccatt 
3300 

ggaacagaag 
3360 

cctactgtca 
3420 

ctggcccgtg 
3480 

ttgagcccta 
3540 

tcctgtccct 
3600 

accgtgaaca 
3660 

ttctctctga 
3720 

gtttgggaga 
3780 

ctctgaatgg 
3840 

tgcccagcgc 
3900 

agcctgctag 
3960 

ggagctattg 
4020 

tgttttcttc 
4080 

aagtttcctt 
4140 

cctacccctg 
4200 

aagaaaaaag 
4260 

ttttggatta 
4320 



agcagccccg 
catctggtcc 
ggcaccccca 
gattcagcct 
aggagctgag 
tggtttgggg 
taatcaagtc 
ttcagttcct 
gtgttagtct 
taagtggact 
actgaggcct 
gtttctgaaa 
gatgttaaag 
taaatgccca 
ggaacatcct 
gacatctgcc 
gaaactggag 
ggagcaaagc 
agcccccatc 
cctaaagcag 
cagcagtgac 
gtgggtttta 
ccttatcgtt 
tttaaacatt 
tttaaagctg 
aggaaaaaaa 
atatttggta 



tcaaccgctg 
caggagctca 
gaagactctg 
tgacttcttg 
ctccctctgc 
aactaatttc 
agccatattg 
cactgccttc 
tggagaagac 
gggagacagt 
gcaggttccg 
cttctgactg 
ctgctcgatt 
cgggaccccc 
gtcagtttgg 
atgcccccag 
atgtcttgct 
agttgaaaac 
acaaaacagt 
gaccagatgc 
tttgacttct 
gcagttttgt 
tttaggtttg 
tgcatttgct 
aaaaatacat 
ggcaaaaaat 
tttctxttaa 



ctccgtccct 
ggaggaggac 
cttcttagcc 
cccaaggcct 
cctgccagtt 
caaggacggc 
ttctctggct 
ttgggatact 
acagcctcac 
gcgcagtttg 
atgtgtctcc 
gcctcccagt 
cccaggatct 
accaccagcc 
tcataaaccc 
gtgggcttcg 
agcataagtg 
tagttaatga 
gcccaggagg 
tttggaattg 
ggtcttaaag 
ctttaccgtt 
gtatgtgttg 
ggacaattgc 
ttggttcatg 
attgtgaaag 
agtatttttt 



ttccccagcc 
cccaggggag 
cacattcctc 
gctactgggg 
gtcagtcagg 
fcgcccgtgga 
aagtttggtt 
aagacttgaa 
cttctcactt 
tatataattc 
atgggctgtg 
tatgcctcct 
cggctgcctt 
tcttgaagtg 
tgagccagat 
gtggccctac 
tcttcattcc 
gctacaagag 
ctggctcctc 
gggtgaaaca 
agtccctcac 
tttagttctc 
ttttatttcc 
aatttttttt 
tgcattgttc 
aaaaaaaaca 
gtgctgtgaa 



agacactcat 
aggagagctg 
cgggccttat 
tagcaactga 
cagggaggga 
caccaggtgg 
ccagccaacg 
ttttttgggg 
gctgtgggtg 
cctttcttgt 
ctcccctctt 
cctcaagttc 
ttcctctatc 
gctccacagc 
gaaatgagcc 
ccggtaccag 
cacctggagg 
tcaaatagtc 
aagctaccca 
cccacatggc 
ttcagcccca 
cttgattctt 
atggttcctc 
aaaaaattcc 
acaaagcaaa 
acttaatata 
cattttctgc 
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caaagaccat gatgtgtgtc 
4380 

ggctgttttg ttatgccacc 
4440 

tattttaatt aaaaaataat 
4487 



tgtatgttta agttatcgta 
ctgtaccagg attgctgccg 
aattaaaagt gaaaaaaaaa 



aatatttaaa atgtaaacat 
cattccactg ggtataacag 
aaaaaaa 



<210> 3250 

<211> 849 

<212> PRT 

<213> Homo sapiens 



<400> 3250 
Thr Gin Ala Cys 
1 

Phe His Gin Ser 
20 

Trp Val Pro Thr 
35 

Arg Cys Ser Gly 
50 

Ala Ser Gin Arg 
65 

Leu His Arg Leu 

Thr Arg Thr Leu 
100 

Gly Thr Gly Gly 
115 

Pro Glu Asp Ser 
130 

Gly Gin Glu His 
145 

Tyr Arg Leu Cys 

Glu Glu Ala Lys 
180 

Thr Arg Pro His 
195 

Ser Arg Arg Gin 
210 

Arg Ser Leu Ser 
225 

Ala Arg Ala Pro 

Ala Arg Asn Gin 
260 

Pro Glu Ser Arg 
275 

His Glu Thr Thr 
290 

Ser Pro Kis Phe 
305 

Pro Pro Val Phe 



Val Asn Arg Pro 

5 

Asn Asn Gly Asn 

Asp Cys Phe Ser 
40 

Ala Arg Cys His 
55 

Ser Met Trp Thr 
70 

lie Gin Glu Gin 
85 

Leu Ala lie Gin 

Thr Gly Ser Pro 
120 

Gin Val Leu Gin 
135 

Gin Gly Gly Glu 
150 

Pro Gin Pro Ser 
165 

Ala His Ser Gin 

Ala Gly Asp Arg 
200 

Asp Glu Ala Leu 
215 

Glu Arg Leu Leu 
230 

Ser His Met Ser 
245 

Gin Gly Pro Pro 

Gly Pro Pro Pro 
280 

Thr Ala Val Thr 
295 

Gin His Ala Glu 
310 

Leu Gin Gin Gin 



Thr Pro Ala Leu 
10 

Pro Gly Lys Pro 
25 

Leu Ser Leu Ser 

Arg Pro Leu Ser 
60 

Leu Glu Asp Ser 
75 

Leu Arg Tyr Gly 
90 

Gin Gin Ala Leu 
105 

Gin Ala Ser Leu 

Gin Ala Thr Arg 
140 

Asn His Leu Ala 
155 

Lys Gly Glu Glu 
170 

Tyr Tyr Ala Ala 
185 

Asp Pro Arg Gly 

Arg Glu Leu Arg 
220 

Gin Leu Ser Leu 
235 

Ser Ser His Ser 
250 

Leu Arg Gly Pro 
265 

Gin Tyr Pro His 

Asp Pro Arg Tyr 
300 

Val Arg lie Leu 
315 

Gin Gin Ty r G ^ n 



His Phe Tyr Ala 
15 

Ser Pro Phe Pro 
30 

Pro Pro His Ser 
45 

Arg Gin Leu Cys 

Ser Gly Thr Val 
80 

Asn Leu Thr Glu 
95 

Arg Gly Gly Ala 
110 

Glu lie Leu Ala 
125 

Gin Glu Pro Gin 

Glu Asn Thr Leu 
160 

Leu Pro Thr Tyr 
175 

Gin Gin Ala Gly 
190 

Ala Pro Gly Gly 
205 

His Gly His Val 

Glu Arg Asn Gly 
240 

Phe Pro Gin Leu 
255 

Pro Ala Glu Gly 
270 

Val Val Leu Ala 
285 

Arg Ala Arg Gly 

Gin Ala Gin Val 
320 

Tyr Leu Gin Gin 
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Ser Gin Glu His 
340 

Pro Leu Ser Ser 
355 

Gin Ala Ser Ser 
370 

Ala Val Leu Arg 
385 

Gin Arg Glu Leu 

Leu Glu Ser Glu 
420 

Arg Ala Ser Ser 
435 

Met Asp Ser Glu 
450 

Glu Arg Leu Glu 
465 

Ala Gin Ala Gly 

Tyr Glu Gin Gin 
500 

Leu Arg Gly Ala 
515 

Gin Ala Leu Gly 
530 

Leu Arg Lys Lys 
545 

Ala Leu Gly Gin 

Leu Arg Leu Arg 
580 

Gin Gin Arg Gin 
595 

Ser Pro Glu Leu 
610 

Glu Glu Gin He 
625 

Lys Tyr Leu Glu 

Ala Thr Ala Ala 
660 

Gin Pro Ser Pro 
675 

His Arg His Gin 
690 

He Leu Glu Lys 
705 

Arg Asp Pro Gly 

Val Pro Ser Val 
740 

Gly Leu Ser Ser 



325 

Pro Pro Pro Pro 

Leu Ser Pro Pro 
360 

Ala Thr Ser Gly 
375 

Glu Asn Ala Arg 
390 

Glu Ser Ser Ala 
405 

He Gin Arg Leu 

Lys Arg Glu Ala 
440 

Met Arg Arg Leu 
455 

Ser Ala Asn Arg 
470 

Ser Gin Asp Met 
485 

Gin Glu Gin Glu 

He Glu Asp Gin 
520 

Asn Ala Gin Gly 
535 

Gin Ala Tyr Val 
550 

Leu Gin Ala Ala 
565 

Thr Arg Leu Glu 

Ala Gly Ala Pro 
600 

Ser Ala Leu Arg 
615 

Leu Ala Leu Glu 
630 

Glu Arg Ala Met 
645 

Ala Gin Arg Asp 

Ser Ser Ser Phe 
680 

Glu Met Glu Ser 
695 

Asp Ala Val He 
710 

Lys Ala He Gin 
725 

Phe Ala Ala Ala 
Ser Glu Arg Gin 



330 

His Pro Ala Ala 
345 

Ala Val Glu Gly 

Ser Ala His Leu 
380 

Leu Gin Arg Asp 
395 

Glu Lys Ala Gly 
410 

Ser Glu Ala His 
425 

Leu Glu Lys Thr 

Gin Asp Phe Asn 
460 

Arg Leu Ala Ser 
475 

Val Ala Lys Leu 
490 

Lys Leu Glu Arg 
505 

Arg Arg Arg Ala 

Arg Ala Ala Arg 
540 

Glu Lys Val Glu 
555 

Cys Glu Lys Arg 
570 

Gin Glu Leu Lys 
585 

Gly Gly Ser Ser 

Leu Ser Glu Gin 
620 

Ala Asp Met Thr 
635 

Arg Gin Phe Ala 
650 

Thr Thr Leu He 
665 

Asn Glu Gly Leu 

Arg Leu Lys Val 
700 

Lys Val Leu Gin 
715 

Gly Ser Leu Arg 
730 

Ala Ala Gly Thr 
745 

Thr Ala Asp Ala 



335 

Leu Gly His Gly 
350 

Pro Val Ser Ala 
365 

Ala Gin Met Glu 

Asn Glu Arg Leu 
400 

Arg He Glu Lys 
415 

Glu Ser Leu Thr 
430 

Met Arg Asn Lys 
445 

Arg Asp Leu Arg 

Lys Thr Gin Glu 
480 

Leu Ala Gin Ser 
495 

Glu Met Ala Leu 
510 

Glu Leu Leu Glu 
525 

Ala Glu Glu Glu 

Arg Leu Gin Gin 
560 

Glu Gin Leu Glu 
575 

Ala Leu Arg Ala 
590 

Gly Ser Gly Gly 
605 

Leu Arg Glu Lys 

Lys Trp Glu Gin 
640 

Met Asp Ala Ala 
655 

Arg His Ser Pro 
670 

Leu Thr Gly Gly 
685 

Leu His Ala Gin 

Gin Arg Ser Arg 
720 

Pro Ala Lys Ser 
735 

Gin Gly Trp Gin 
750 

Pro Ala Arg Leu 
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755 

Thr Thr Ala Asp 
770 

Pro Ala Ala His 
785 

Asp Gly Pro Pro 

Ser Leu Leu Gly 
820 

Val Ala Thr Ser 
835 

lie 



760 

Arg Ala Pro Thr 
775 

Ala Lys His Gly 
790 

Asp Ser Thr Ser 
805 

Cys Ser Ser Ser 

Arg Val Gin Asp 
840 



Glu Glu Pro Val 
780 

Ser Arg Asp Gly 
795 

Thr Cys Leu Pro 
810 

Gin Arg Ala Ala 
825 

Leu Ser Asp Met 



765 

Val Thr Ala Pro 

Ser Thr Gin Thr 
800 

Pro Glu Pro Asp 
815 

Ser Leu Asp Ser 
830 

Val Glu He Leu 
845 



<210> 3251 

<211> 2595 

<212> DNA 

<213> Homo sapiens 



<400> 3251 
acgcgtggaa 
60 

ctttgatgcc 
120 

tatgctgagt 
180 

cttaacacag 
240 

tttgctattg 
300 

tttggaaccc 
360 

agaaattatg 
420 

caggcagcca 
480 

gagggagtgc 
540 

aacaggtacc 
600 

gagcggctga 
660 

cccgatttcc 
720 

ctcccaaccg 
780 

ccccacctcc 
840 

gacggccaat 
900 

ttxttccaca 
960 

tccaagcatt 
1020 



cggcgtagag 
gaaaggccgt 
ctgtggggcg 
aagtgtcact 
tcatcaccca 
cgcaagagca 
agcgttacaa 
agatggccga 
gtgggggcca 
tcactgctga 
tgaggagcag 
cgccaaccac 
ctccagagcg 
cagcaagagc 
agcagctctg 
gcagcaaaca 
ttgggacagg 



aagagcttta 
tgattgttct 
gaaggtgcga 
gtcacaagcc 
gcaacaccag 
tcgcaacatg 
gaatgagtgc 
tgaagccatc 
ccctccagcc 
agagactgac 
caccgactct 
tcggggcgac 
gccaagtgct 
ttcaggccaa 
catccccctc 
gccagcctca 
gaggatctgc 



tcgtcaatat 
gtgattgtgg 
gacctaggca 
ttggaggatg 
attcaccgct 
ccccaagcag 
cgggagaagg 
ctgcaggaaa 
atccagagcc 
aagatcatca 
ctgcctggtg 
ctcgggtgcc 
cccctctgct 
aatcctcagc 
ggttgctgcc 
acaaagatca 
tcagaacatg 



tttgaggaaa 
tcaacaaaca 
tggtagtgga 
ttagcagggg 
cctgcacagt 
atgccatggt 
aacgtgagga 
gagagagagg 
tcatcaacct 
actacctgcg 
agctacgtgg 
tcgctgaaga 
acacccactc 
ctcttcaata 
ggaaacaccc 
caggcttctg 
ggccccagac 



tccagagacg 
gacaaaagac 
cttgatcttc 
aggttctcct 
caacatcatg 
gctggtggcc 
gattgccaga 
aggccctgag 
gctggcagac 
agagcggaag 
caggccgagg 
cacagccaag 
catctgcacc 
gtggcacagt 
caaaccagaa 
gcaatcagcc 
ctggggctcc 
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ttcccaaggg ctttttggcc agccttccag tcgcctggca cctgctagca acatgactag 
1080 

ccagaggcct gtgtcttcca caggtatcaa ctttgacaat ccaagtgtac agaaggctct 
1140 

ggataccctg atccagagtg gccctgccct ctcccacctg gttagccaga ccacagcaca 
1200 

gatggggcag ccacaggccc ccatgggatc ttaccagagg cattactgaa gctaaatctt 
1260 

tcaactctcc ccagtcccct catcccctgg cctcctccca cttacttgtt ctaaatagag 
1320 

ctgtttggag gatgttctct gcgctcccag gccggcatcg agtgtcatca atttctacca 
1380 

cctgctctct cttctgccca aggctgtgtt gcttattcct tacaaagttt atactgcatt 
1440 

tggggctgta tctttttttg ttttttgttt tgtagaaaat aaatatctcc gggggcagta 
1500 

caggtgtcrg ggcttgtatt tgatggggtt tctccggtcc ctgtttctac tggatttgga 
1560 

gccaggccca gctagccaag tttggaatgg cattCgtcat gtcagtagcc accacctttg 
1620 

ttcattgtga acctaccaag gctttccagc ttcatacaca ttgaccagag ctcaagctcc 
1680 

tgcctgcaac tcctgcctag agttgaagaa aagcaaactg gccttggcag gcacagtgtc 
1740 

atcataccct caccccatat gtttggggtc tgcttgagga ttcataaatc agccactctg 
1800 

gattgttgag gaatggccat ggcagccaca gaaaaaagaa tttttctctc tgagccaagg 
1860 

ttgttttttg tttttttctc ttttcttttt tgttttcatt tcattggaag atctccaatg 
1920 

gactgaacag ctccagtcag cagcagttac cacaaactgt gaatctgggc cccaccactc 
1980 

tcccctgtta accagtcctg ccagcatccc cctctccagc agcacttcca tgaagttggt 
2040 

tctgagactc tggccgtgaa cacccgtttc ttcagtgatt tgttttgggc ttttggctca 
2100 

aaaccccagg ctcttgtttt tgtctagact cttattctgt ttcctgagca gcaggaggta 
2160 

gggaccactt tgatgtcaga cttctggtag ctggacatgt tctcgagatg ggtggctgtt 
2220 

cgcgactttt gtaccagagt gaaattgtta gaaggagggt ttctggctgt ggttctaaat 
2280 

ggagccccag gaagctgccc tctccccagg gtttgtgctc agtagagccc tgtggatcac 
2340 

agtcttgagg tcctctagca ggggtgaggg agagcagcga cttcagctga gtccctgcca 
2400 

gtggttaagc aaacaatggt ttcaaaattc aaggtcccca aatggcagca ttttatgttc 
2460 

tgacctgttt gtgttatata gtggtttttt ttttcctctt tggaactctt gtgtcgttaa 
2520 

taaaatgaaa tgattacttt ttaattaaaa tgaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2580 

aaaaaaaaaa aaaaa 
2595 
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<210> 3252 
<211> 2S4 
<212> PRT 

<213> Homo sapiens 



<400> 3252 



Cys 


Arg 


Lys 


Ala 


Val 


Asp 


Cys 


Ser 


Val 


He 


Val 


val 


Asn Lys 


Gin Thr 


1 








5 










10 










15 


Lys 


Asp 


Tyr 


Ala 


Glu 


Ser 


Val 


Gly Arg 


Lys 


Val 


Arg 


Asp Leu Gly Met 








20 










25 










30 




Val 


Val 


Asp 


Leu 


He 


Phe 


Leu 


Asn 


Thr 


Glu 


Val 


Ser 


Leu 


Ser 


Gin Ala 






35 










40 










45 






Leu 


Glu 


Asp 


Val 


Ser 


Arg 


Gly Gly 


Ser 


Pro 


Phe 


Ala 


He 


Val 


He Thr 




50 










55 










60 








Gin 


Gin 


His 


Gin 


He 


His 


Arg 


Ser 


Cys 


Thr 


Val 


Asn 


He 


Met 


Phe Gly 


65 










70 










75 








80 


Thr 


Pro 


Gin 


Glu 


His 


Arg 


Asn 


Met 


Pro 


Gin 


Ala 


Asp 


Ala 


Met 


Val Leu 










85 










90 










95 


Val 


Ala 


Arg 


Asn 


Tyr 


Glu 


Arg 


Tyr 


Lys 


Asn 


Glu 


Cys 


Arg 


Glu 


Lys Glu 








100 










105 










110 




Arg 


Glu 


Glu 


lie 


Ala 


Arg 


Gin 


Ala 


Ala 


Lys 


Met 


Ala 


Asp 


Glu 


Ala He 






115 










120 










125 






Leu 


Gin 


Glu 


Arg 


Glu 


Arg 


Gly 


Gly 


Pro 


Glu 


Glu Gly 


Val 


Arg Gly Gly 




130 










135 










140 








His 


Pro 


Pro 


Ala 


He 


Gin 


Ser 


Leu 


He 


Asn 


Leu 


Leu 


Ala 


Asp Asn Arg 


145 










150 










155 








160 


Tyr 


Leu 


Thr 


Ala 


Glu Glu Thr Asp 


Lys 


He 


He 


Asn 


Tyr 


Leu Arg Glu 










165 










170 










175 


Arg 


Lys 


Glu 


Arg 


Leu 


Met 


Arg 


Ser 


Ser 


Thr 


Asp 


Ser 


Leu 


Pro Gly Glu 








1B0 










185 










190 




Leu 


Arg 


Gly 


Arg 


Pro Arg 


Pro 


Asp 


Phe 


Pro 


Pro 


Thr 


Thr Arg Gly Asp 






195 










200 










205 






Leu 


Gly 


Cys 


Leu 


Ala Glu Asp Thr Ala Lys 


Leu 


Pro 


Thr 


Ala 


Pro Glu 




210 










215 










220 








Arg 


Pro 


Ser 


Ala 


Pro 


Leu 


Cys 


Tyr 


Thr 


His 


Ser 


He 


Cys 


Thr 


Pro His 


225 










230 










235 








240 


Leu 


Pro 


Ala 


Arg 


Ala 


Ser Gly 


Gin 


Asn 


Pro 


Gin 


Pro 


Leu 


Gin 





245 250 



<210> 3253 
<211> 686 
<212> DNA 

<213> Homo sapiens 
<400> 3253 

ttttgcagtt ggaacatctt tccagtttta ttttcagttc tcctctctgc actccaaggt 
60 

cataggattt ccacatgccc ttggaagagc ctttggaagg tattttcatc cttcctactg 
120 

gtaaaatggc atcaagggtc cccaccggtt caagatgggg accttgacta tatggcaatg 
180 

aagacaggga caccctggca gtagcaggta gcctttggcc atctctgcag caggctggtg 
240 
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tttgggatcc acgaggcacg gaaagtcagc actctggagg acctggttgg ggtcaccctg 
300 

ggccaggtgc agatcgtggg aagctggata tgtgaaatgg caggtgctgg tgaacttgcg 
360 

ctcgtcctcc ctcgtggcct catgttcctg tgatgggaag aagccgggga gtcccaggtc 
420 

tttggcagtc atgtggggtc ttttgaaagc agggtaccca tctgttagct tggggttggg 
480 

gttagggatg ggcctgtaaa actctttgtc ccggagttga gcatcgagct ttgcctgctc 
540 

ttgcggcgtg accctggagt atttgtgctt cctgtagggc tgatagtcga ccatgtggga 
600 

gctttggtat atgtctaaat ccacagggtc ctgtcccggg tatttcacac ctgccatggc 
660 

aaacgacaga cagcttctct cctagg 
686 



<210> 3254 

<211> 180 

<212> PRT 

<213> Homo sapiens 



<400> 3254 

Met Ala Gly Val 

1 

Tyr Gin Ser Ser 
20 

Tyr Ser Arg Val 
35 

Arg Asp Lys Glu 
50 

Thr Asp Gly Tyr 
65 

Leu Gly Leu Pro 

Glu Asp Glu Arg 
100 

Ser His Asp Leu 
115 

Ser Ala Asp Phe 
130 

Glu Met Ala Lys 
145 

Cys His lie Val 

Pro Phe Tyr Gin 
180 



Lys Tyr Pro Gly 
5 

His Met Val Asp 

Thr Pro Gin Glu 
40 

Phe Tyr Arg Pro 
55 

Pro Ala Phe Lys 
70 

Gly Phe Phe Pro 
85 

Lys Phe Thr Ser 

His Leu Ala Gin 
120 

Pro Cys Leu Val 
135 

Gly Tyr Leu Leu 
150 

Lys val Pro lie 
165 



Gin Asp Pro Val 
10 

Tyr Gin Pro Tyr 
25 

Gin Ala Lys Leu 

lie Pro Asn Pro 
60 

Arg Pro His Met 
75 

Ser Gin Glu His 
90 

Thr Cys His Phe 
105 

Gly Asp Pro Asn 

Asp Pro Lys His 
140 

Leu Pro Gly Cys 
155 

Leu Asn Arg Trp 
170 



Asp Leu Asp lie 
15 

Arg Lys His Lys 
30 

Asp Ala Gin Leu 
45 

Asn Pro Lys Leu 

Thr Ala Lys Asp 
80 

Glu Ala Thr Arg 

95 

Thr Tyr Pro Ala 
110 

Gin Val Leu Gin 
125 

Gin Pro Ala Ala 

Pro Cys Leu His 
160 

Gly Pro Leu Met 
175 



<210> 3255 

<211> 724 

<212> DNA 

<213> Homo sapiens 



<400> 3255 
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nntgtacatg cgtgtgcgtc tgtgattgtg tgggtgtgtg atagtgtagg ggagccagga 
60 

gcgagaggag aggacggcga tcgtagggga cacccgagag tcagaggccc gagggggctg 
120 

ggactcatgt cgaggtcggg gaaggatgta aaacccggac ggacatcact gtaggccgca 
180 

cctgctgaga ggccagagct gcctccttga gagtgaagtt gtttacagac aagagaagag 
240 

atcttggcgg acacatcaca gctagccgcg aatcccgaag ggtcagcaga gcctagaaag 
300 

gaatatgagg ggggtcggaa tgaggcaggc gaaaggcacg gacgtgggag ggcacggcta 
360 

cccaacgggg acacctacga agggagctac gaattcggta aaagacatgg ccaggggatc 
420 

tacaaattta aaaatggtgc tcgatatatc ggagaatatg ttagaaataa aaagcacggt 
480 

caaggcactt ttatatatcc agatggatcc agatatgaag gagagtgggc aaatgacctg 
540 

cggcacggcc atggcgtata ctactacatc aataatgaca cctacactgg agagtggttt 
600 

gctcatcaaa ggcatgggca aggcacctat ttatacgcag agacgggcag taagtatgtt 
660 

ggcacctggg tgaacggaca gcaggagggc acggccgagc tcattcacct gaaccacagg 

720 

tacc 

724 

<210> 3256 
<211> 159 
<212> PRT 

<213> Homo sapiens • 
<400> 3256 

Ser Cys Leu Gin Thr Arg Glu Glu lie Leu Ala Asp Thr Ser Gin Leu 

15 10 15 

Ala Ala Asn Pro Glu Gly Ser Ala Glu Pro Arg Lys Glu Tyr Glu Gly 

20 25 30 

Gly Arg Asn Glu Ala Gly Glu Arg His Gly Arg Gly Arg Ala Arg Leu 

35 40 45 

Pro Asn Gly Asp Thr Tyr Glu Gly Ser Tyr Glu Phe Gly Lys Arg His 

50 55 60 

Gly Gin Gly He Tyr Lys Phe Lys Asn Gly Ala Arg Tyr He Gly Glu 
65 70 75 80 

Tyr Val Arg Asn Lys Lys His Gly Gin Gly Thr Phe He Tyr Pro Asp 

85 90 95 

Gly Ser Arg Tyr Glu Gly Glu Trp Ala Asn Asp Leu Arg His Gly His 

100 105 HO 

Gly Val Tyr Tyr Tyr He Asn Asn Asp Thr Tyr Thr Gly Glu Trp Phe 

115 120 125 

Ala His Gin Arg His Gly Gin Gly Thr Tyr Leu Tyr Ala Glu Thr Gly 

130 135 140 

Ser Lys Tyr Val Gly Thr Trp Val Asn Gly Gin Gin Glu Gly Thr Ala 
145 150 155 160 

Glu Leu He His Leu Asn His Arg Tyr 
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165 



<210> 3257 

<211> 368 

<212> DNA 

<213> Homo sapiens 



<400> 3257 
nncccggggt 
60 

cgctcacctc 
120 

agtgaagaca 
180 

gcttcggagt 
240 

ttctcgtctg 
300 

attggccggc 
360 

tggcgcgc 
363 



acatagaccc 
accactacta 
tcagccagac 
ctgagtactg 
gaggagagga 
cgattctgaa 



ccccacctac 
ccgctctggt 
ctccaagtac 
gacctaccat 
ggatgatttt 
ggaagaaatg 



agccggcagg 
gatttgtcta 
agtcccatct 
gggtccccca 
gaccgcagca 
aaggcccggt 



gcatgtcccc 
cagcaaccaa 
actcgccaga 
aagtgccccg 
tgcacaagct 
cgagctccta 



caccttctcc 
gagcgaaaca 
cccctactat 
agccagaagg 
ccaaagtgga 
tgcagatccc 



<210> 3258 
<211> 122 
<212> PRT 

<213> Homo sapiens 



<400> 3258 
Xaa Pro Gly Tyr 
1 

Pro Thr Phe Ser 
20 

Ser Thr Ala Thr 
35 

Lys Tyr Ser Pro 
50 

Glu Tyr Trp Thr 
65 

Phe Ser Ser Gly 

Leu Gin Ser Gly 
100 

Arg Ser Ser Ser 
115 



lie Asp Ser Pro 
5 

Arg Ser Pro His 

Lys Ser Glu Thr 
40 

lie Tyr Ser Pro 
55 

Tyr His Gly Ser 
70 

Gly Glu Glu Asp 
85 

lie Gly Arg Leu 

Tyr Ala Asp Pro 
120 



Thr Tyr Ser Arg 
10 

His Tyr Tyr Arg 

25 

Ser Glu Asp lie 

Asp Pro Tyr Tyr 
60 

Pro Lys Val Pro 
75 

Asp Phe Asp Arg 
90 

lie Leu Lys Glu 
105 

Trp Arg 



Gin Gly Met Ser 
15 

Ser Gly Asp Leu 
30 

Ser Gin Thr Ser 
45 

Ala Ser Glu Ser 

Arg Ala Arg Arg 
80 

Ser Met His Lys 
95 

Glu Met Lys Ala 
110 



<210> 3259 
<211> 747 
<212> DNA 

<213> Homo sapiens 



<400> 3259 

acgcgtgaag ggcgcaccct ctgctgcagc actggccacc ccggacacgc tgcagggcca 
60 
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gtgctcagcc ttcgtacagc tctgggccgg 
120 

caccattgaa cccggagcgc tgcggcgggg 
180 

ggagcagcgg aacctgggcc ttctcgtgca 
240 

cgcgcctgcg ggctctgagg tcgaccgcgt 
300 

tgtgggcaac gtgactcact atgcccaggt 
360 

cttcctggag cagggcaggc tgcagcaaca 
420 

gctgcggctg caccccgagg cactgaacct 
480 

acaggacaac ttctcgctgc ccagtggcat 
540 

caacgcggcc tgcggctgga tccagttcat 
600 

cttccccgac gaggagagca ttgtcaacta 
660 

cactgttttt gccagtgtga tcttccagac 
720 

cactacaaga tccgccagaa ctccagc 
747 



cctgcagccc atcttgtgtg gcaacaaccg 
caacatgagc tccctgggct ttacgagcaa 
cctcatgacc agcaacccca aaatcctgta 
catcctcaag gccaacgaga cttttgcttt 
ctggctcaac atctcggcgg agatccgcag 
cctgcgctgg ctgcagcagt atgtagcaga 
gtcactggat gagctgccgc cggccctgag 
ggccctcctg cagcagctgg ataccattga 
gtccaaggtg agcgtggaca tcttcaaggg 
caccctcaac caggcctacc aggacaacgt 
ccggaaggac ggctcgtccc gcctcacgtg 



<210> 3260 

<211> 197 

<212> PRT 

<213> Homo sapiens 



<400> 3260 
Met Ser Ser Leu 
1 

Leu Val His Leu 
20 

Gly Ser Glu Val 
35 

Phe Val Gly Asn 
50 

Ala Glu He Arg 
65 

Arg Trp Leu Gin 

Leu Asn Leu Ser 
100 

Phe Ser Leu Pro 
115 

Asp Asn Ala Ala 
130 

Asp lie Phe Lys 
145 

Leu Asn Gin Ala 
Phe Gin Thr Arg 



Gly Phe Thr Ser 

5 

Met Thr Ser Asn 

Asp Arg Val He 
40 

Val Thr His Tyr 
55 

Ser Phe Leu Glu 
70 

Gin Tyr Val Ala 
85 

Leu Asp Glu , Leu 

Ser Gly Met Ala 
120 

Cys Gly Trp He 
135 

Gly Phe Pro Asp 
150 

Tyr Gin Asp Asn 
165 

Lys Asp Gly Ser 



Lys Glu Gin Arg 
10 

Pro Lys lie Leu 
25 

Leu Lys Ala Asn 

Ala Gin Val Trp 
60 

Gin Gly Arg Leu 

75 

Glu Leu Arg Leu 
90 

Pro Pro Ala Leu 
105 

Leu Leu Gin Gin 

Gin Phe Met Ser 
140 

Glu Glu Ser He 
155 

Val Thr Val Phe 
170 

Ser Arg Leu Thr 



Asn Leu Gly Leu 
15 

Tyr Ala Pro Ala 
30 

Glu Thr Phe Ala 
45 

Leu Asn He Ser 

Gin Gin His Leu 
80 

His Pro Glu Ala 
95 

Arg Gin Asp Asn 
110 

Leu Asp Thr He 
125 

Lys Val Ser Val 

Val Asn Tyr Thr 
160 

Ala Ser Val He 
175 

Cys Thr Thr Arg 
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180 

Ser Ala Arg Thr Pro 
195 

<210> 3261 

<:211> 1323 

<212> DNA 

<213> Homo sapiens 

<400> 3261 

nnacgcgtac agccaccctc 
60 

gcacctcatc gctttcctca 
120 

tgctgtgcca attgtgtttt 
180 

tgatgatttc ctttgttccg 
240 

gcccgctgct tgccgcctcc 
300 

gaggtgtggc tcaggaccga 
360 

gagtttgata aattccttga 
420 

tcgcccccca tggaggctcc 

480 

cggtcagagg atgccctctt 
540 

gggtccccgc ttgcaccccg 
600 

cacggcctgc acacctgtgt 
660 

ctagtcagga ccagcttcag 
720 

gactctctcc cctcccacca 
780 

agagtggccc agccccaggc 
840 

cccgcccatg gagaaagagc 
900 

tgaccttctc aggcattctg 
960 

tctctggaag agcagggtgt 
1020 

ccttgtgaca tttggcttac 
10B0 

tctctcacct tcttgaccct 
1140 

gctggctcag cagccgagcc 
1200 

ggccaaggac aattgggagg 
1260 

ctgagacgac accaccaata 
1320 



185 



cttaccgccg gccctgccgg 
cctgccatct cacacgtggc 
tttgctctgt gtacattttg 
gtgttctgtc tcccctcgct 
atagatcccc gttgcgcagc 
cctgaagggt gatgatctgg 
agaaagagcc aaagctgctg 
tgccccagcc tcaaaccctt 
cgccctgtga gcagctctgt 
tggacaccgg gcactggcca 
ttccatggaa atgccaccgt 
ccacttcttt tctctgagtg 
tgggcccccc tgcccatgtt 
agtgcttcct gagcagacca 
acgcccggcc ccgccctgtg 
ccctcctggg cccctctctc 
gctgcactca tgggcctggt 
cagcacttga gaaggctctg 
ctctccatca ttcagctgcc 
tggcaccgag ggtccctgca 
gcagcaggca gcccgcagat 
aaccaaactg ccacgcacaa 



190 



gagcctgctt cttatcattt 
tgccctgtgt tgcccctgtg 
gttttatttg gggttgctgt 
ggctgtgtgg gggctgcctg 
catctgtcat ggacgacatt 
aggagggtgt cacaagtgaa 
aaatggttcc cgacctcccc 
ctggccggaa gaagccagag 
ggtttgcctc cccagatggc 
ctcctacatc cccagctcca 
gtctgctccc aggcctccca 
gtgggacaac tgcagccaga 
tcctcccagg aagagcgggc 
cccggactgt ctttcctcca 
ctcacctctg cctggctcag 
cctgaagggg ctttgtggca 
ctcactcctt ggacttgtca 
ctgggtctcc atggtggggg 
agcccaggct tcacacccaa 
ggctccctgg gcagggagag 
ggtggccatg tggcacgctg 
aaaaaaaaaa aaaaaaaaaa 
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aaa 
1323 

<210> 32G2 
<211> 81 
<212=> PRT 

<213> Homo sapiens 
<400> 3262 

lie Pro Val Ala Gin Pro Ser Val Met Asp Asp lie Glu Val Trp Leu 

15 10 15 

Arg Thr Asp Leu Lys Gly Asp Asp Leu Glu Glu Gly Val Thr Ser Glu 

20 25 30 

Glu Phe Asp Lys Phe Leu Glu Glu Arg Ala Lys Ala Ala Glu Met Val 

35 40 45 

Pro Asp Leu Pro Ser Pro Pro Met Glu Ala Pro Ala Pro Ala Ser Asn 

50 55 60 

Pro Ser Gly Arg Lys Lys Pro Glu Arg Ser Glu Asp Ala Leu Phe Ala 
65 70 75 80 

Leu 



<210> 3263 
<211> 1128 
<212> DMA 

<213> Homo sapiens 
<400> 3263 

agccgctacc gccgcagcag cggggacgag ctcagggagg acgatgagcc cgtcaagaag 
60 

cggggacgca agggccgggg ccggggtccc ccgtcctcct ctgactccga gcccgaggcc 
120 

gagctggaga gagaggccaa gaaatcagcg aagaagccgc agtcctcaag cacagagccc 
180 

gccaggaaac ctggccagaa ggagaagaga gtgcggcccg aggagaagca acaagccaag 
240 

cccgtgaagg tggagcggac ccggaagcgg tccgagggct tctcgatgga caggaaggta 
300 

gagaagaaga aagagccctc cgtggaggag aagctgcaga agctgcacag tgagatcaag 
360 

tttgccctaa aggtcgacag cccggacgtg aaggggtgcc tgaatgccct agaggagctg 
420 

ggaaccctgc aggtgacctc tcagatcctc cagaagaaca cagacgtggt ggccaccttg 
480 

aagaagattc gccgttacaa agcgaacaag gacgtaatgg agaaggcagc agaagtctat 
540 

acccggctca agtcgcgggt cctcggccca aagatcgagg cggtgcagaa agtgaacaag 
600 

gctgggatgg agaaggagaa ggccgaggag aagctggccg gggaggagct ggccggggag 
660 

gaggcccccc aggagaaggc ggaggacaag cccagcaccg atctctcagc cccagtgaat 
720 

ggcgaggcca catcacagaa gggggagagc gcagaggaca aggagcacga ggagggtcgg 
780 
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gactcggagg aggggccaag gtgtggctcc tctgaagacc tgcacgacag cgtacgggag 
840 

ggtcccgacc tggacaggcc tgggagcgac cggcaggagc gcgagagggc acggggggac 
900 

tcggaggccc tggacgagga gagctgagcc gcgggcagcc aggcccagcc cccgcccgag 
960 

ctcaggctgc ccctctcctt ccccggctcg caggagagca gagcagagaa ctgtggggaa 
1020 

cgctgtgctg tttgtatttg ttcccttggg tttttctttc ctgcctaatt tctgtgattt 
1080 

ccaaccaaca tgaaatgact ataaatggtt tttttaatga aaaaaaaa 
1128 

<210> 3264 
<211> 308 
<212> PRT 

<213> Homo sapiens 
<400> 3264 

Ser Arg Tyr Arg Arg Ser Ser Gly Asp Glu Leu Arg Glu Asp Asp Glu 

15 10 15 

Pro Val Lys Lys Arg Gly Arg Lys Gly Arg Gly Arg Gly Pro Pro Ser 

20 25 30 

Ser Ser Asp Ser Glu Pro Glu Ala Glu Leu Glu Arg Glu Ala Lys Lys 

35 40 45 

Ser Ala Lys Lys Pro Gin Ser Ser Ser Thr Glu Pro Ala Arg Lys Pro 

50 55 60 

Gly Gin Lys Glu Lys Arg Val Arg Pro Glu Glu Lys Gin Gin Ala Lys 
65 70 75 80 

Pro Val Lys Val Glu Arg Thr Arg Lys Arg Ser Glu Gly Phe Ser Met 

85 90 95 

Asp Arg Lys Val Glu Lys Lys Lys Glu Pro Ser Val Glu Glu Lys Leu 

100 105 110 

Gin Lys Leu His Ser Glu lie Lys Phe Ala Leu Lys Val Asp Ser Pro 

115 120 125 

Asp Val Lys Gly Cys Leu Asn Ala Leu Glu Glu Leu Gly Thr Leu Gin 

130 135 140 

Val Thr Ser Gin lie Leu Gin Lys Asn Thr Asp Val Val Ala Thr Leu 
145 150 155 160 

Lys Lys lie Arg Arg Tyr Lys Ala Asn Lys Asp Val Met Glu Lys Ala 

165 170 175 

Ala Glu Val Tyr Thr Arg Leu Lys Ser Arg Val Leu Gly Pro Lys lie 

180 185 190 

Glu Ala Val Gin Lys Val Asn Lys Ala Gly Met Glu Lys Glu Lys Ala 

195 200 205 

Glu Glu Lys Leu Ala Gly Glu Glu Leu Ala Gly Glu Glu Ala Pro Gin 

210 215 220 

Glu Lys Ala Glu Asp Lys Pro Ser Thr Asp Leu Ser Ala Pro Val Asn 
225 230 235 240 

Gly Glu Ala Thr Ser Gin Lys Gly Glu Ser Ala Glu Asp Lys Glu His 

245 250 255 

Glu Glu Gly Arg Asp Ser Glu Glu Gly Pro Arg Cys Gly Ser Ser Glu 

260 265 270 

Asp Leu His Asp Ser Val Arg Glu Gly Pro Asp Leu Asp Arg Pro Gly 
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275 280 285 

Ser Asp Arg Gin Glu Arg Glu Arg Ala Arg Gly Asp Ser Glu Ala Leu 

290 295 300 

Asp Glu Glu Ser 
305 



<210> 3265 

<211> 524 

<212> DNA 

<213> Homo sapiens 



<400> 3265 
tcatgacagt 
60 

ctttttcgtg 
120 

gagaaagtat 
180 

ggtacattat 
240 

gtcattgaaa 
300 

ttcaagaaga 
360 

ttgcccaggc 
420 

ggcaggtctc 
480 

agagggtcca 
524 



gtggtcctct 
gttttcaaaa 
aacttcattt 
tgttgatttt 
agacagaatc 
aaagaagtaa 
gcatgcggac 
aacctggctg 
gcctcgctcc 



gaagatttgt 
tgtttccatt 
tagaaattct 
tcttccttct 
atggccaaga 
gttagagaaa 
ggagggtgtg 
ccactgccca 
ccttctcctc 



tcagactccc 
gagggcgtat 
cacctaaggc 
agaaaggatc 
atcattatga 
gtaccgctgg 
gggcacgtgg 
cttgccaccc 
cacgctccac 



tggaactgtt 
tacttttata 
atttgaaaaa 
ttgttcgagt 
gattcaggaa 
gccctgttgc 
gtctcgggac 
tcatcctaga 
gcgt 



ctttgtggtc 
atcaacaaaa 
taatccaaaa 
agaagccaca 
aaggaaaaac 
acggtgctgg 
aggaagccca 
gggagcaccc 



<210> 3266 

<211> 82 

<212> PRT 

<213> Homo sapiens 



<400> 3266 

Met Arg Phe Arg Lys Arg Lys Asn 

1 5 
Glu Lys Val Pro Leu Gly Pro Val 
20 

Met Arg Thr Glu Gly Val Gly His 

35 40 
Gly Arg Ser Gin Pro Gly Cys His 

50 55 
Glu Gly Ala Pro Arg Gly Ser Ser 
65 70 
Pro Arc 



Phe Lys Lys Lys Arg Ser Lys Leu 

10 15 
Ala Arg Cys Trp Leu Pro Arg Arg 
25 30 
Val Gly Leu Gly Thr Gly Ser Pro 
45 

Cys Pro Leu Ala Thr Leu lie Leu 
60 

Leu Ala Pro Leu Leu Leu His Ala 
75 80 



<210> 3267 

<211> 393 

<212> DNA 

<213> Homo sapiens 
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<400> 3267 

gtcgaatatg catgcagagt acagggttta 
60 

tggaacacat tgaataaaaa ggtcgcacaa 
120 

cattgtggga agtttcaaga tgccttggag 
180 

gagctcatag ccaatcagaa acctccacct 
240 

caagaacaga agttgctcca gcggctccta 
300 

caagcagaag gaggcagaat agcccagtca 
360 

ggacagctgg agagccttga aagtagatgg 
393 



gaacatgaca tggaagagat caatgctcga 
agaattgcac agctacagga agctttgttg 
ccattgctca gctggttggc agataccgag 
gctgagtata aagtggtgaa agcacagatc 
gatgatcgaa aggccacagt agacatgctt 
gcagagctgg ctgatagaga gaaaatcact 
act 



<210> 3268 

<211> 131 

<2X2> PRT 

<213> Homo sapiens 



<400> 3268 

Val Glu Tyr Ala Cys Arg Val Gin Gly Leu Glu His Asp Met Glu Glu 

15 10 15 

lie Asn Ala Arg Trp Asn Thr Leu Asn Lys Lys Val Ala Gin Arg lie 

20 25 30 

Ala Gin Leu Gin Glu Ala Leu Leu His Cys Gly Lys Phe Gin Asp Ala 

35 40 45 

Leu Glu Pro Leu Leu Ser Trp Leu Ala Asp Thr Glu Glu Leu lie Ala 

50 55 60 

Asn Gin Lys Pro Pro Ser Ala Glu Tyr Lys Val Val Lys Ala Gin He 
65 70 75 80 

Gin Glu Gin Lys Leu Leu Gin Arg Leu Leu Asp Asp Arg Lys Ala Thr 

85 90 95 

Val Asp Met Leu Gin Ala Glu Gly Gly Arg He Ala Gin Ser Ala Glu 

100 105 110 

Leu Ala Asp Arg Glu Lys He Thr Gly Gin Leu Glu Ser Leu Glu Ser 

115 120 125 

Arg Trp Thr 
130 

<210> 3269 
<211> 1423 
<212> DNA 

<213> Homo sapiens 
<400> 3269 

ctgtatcaaa aataatagta actttttgaa tatacacaat ttatctagaa tctattttcc 
60 

tttgaagctg taactttatg agcgattatt tactaccttt gagaaatgtg ttttagtata 
120 

aaatatagga tgtggaagcg aaaaaatatc tgggtagcaa gtgaggtgta ctcaaaaata 
180 
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agcaaaagtc acgtgggtct gattttatac cctcgctgga aagcttgttc tcagacacac 
240 

tgttactgca agtgtgtgtg agggggaaac tctcacacac tttgcagctg aggacagggc 
300 

tagactttga ggtggaccct ggctcccagg gctgtgtact cccagcccgt gtttctcttt 
360 

tgctcagact gaacaagtgg aacgaaatta cattaaagaa aagaaggcag cagtgaaaga 
420 

atttgaagac aagaaggttg agctgaaaga gaacctgatt gctgagctag aagaaaagaa 
480 

gaaaatgatt gaaaacgaaa tgctgacaat ggaactgaat ggagattcta tggaggtgaa 
540 

acctatcatg accagaaagt tgcggaggcg accaaatgat cccgtcccca tcccagacaa 
600 

gaggaggaaa cctgctccag cccagctaaa ctatttgtta acagatgaac agatcatgga 
660 

ggatctgaga acattaaata agcttaagtc acccaagaga ccagcatctc catcctctcc 
720 

tgagcacttg cctgcaacac ccgcggaatc tccagcacag agatttgagg cgcggataga 
780 

agatggcaaa ctgtattatg acaaaagatg gtaccacaag agccaggcca tctatctgga 
840 

gtcaaaggac aaccagaaac tgagctgcgt gatcagttct gtaggagcca atgagatctg 
900 

ggtgaggaag acaagtgaca gcaccaagat gaggatctac ctgggtcagc ttcagcgcgg 
960 

gctcttcgtg atccgccggc gctcagctgc ttgactttct acagtgctct tctcttgacc 
1020 

ctttttctgg agtgggtttt atttttgttt tgtttcgttt tctccttaat agaaaaatgt 
1080 

taacttaccg ggaatagcta ctcagccttg gaaatggaga gcactgcagt gaattcttta 
1140 

gggcactctt gtggccggat gcttccaact ttgtcagtct tttctgcctc aacttcttcc 
1200 

agacatcagt caccatgaga ctgttttact ttcaggcgta ttggggggtt tgatttactt 
1260 

tccttttatt tctttatttt ttgcttatac ttgtttttga aaacctcctc tgagtttgaa 
1320 

gggacagcta tttttattga ttatctttaa gtctctctac catggagaag agcaggaagg 
1380 

gatacactct ccagtgcatt ttcatgtttt gaatcggatt agt 
1423 

<210> 3270 
<211> 169 
<212> PRT 

<213> Homo sapiens 
<400> 3270 

Met He Glu Asn Glu Met Leu Thr Met Glu Leu Asn Gly Asp Ser Met 

15 10 15 

Glu Val Lys Pro He Met Thr Arg Lys Leu Arg Arg Arg Pro Asn Asp 

20 25 30 

Pro Val Pro He Pro Asp Lys Arg Arg Lys Pro Ala Pro Ala Gin Leu 
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35 

Asn Tyr Leu Leu Thr 

50 

Asn Lys Leu Lys Ser 
65 

His Leu Pro Ala Thr 

85 . 

Arg He Glu Asp Gly 
100 

Ser Gin Ala He Tyr 
115 

Val He Ser Ser Val 
130 

Asp Ser Thr Lys Met 
145 

Phe Val He Arg Arg 
165 



40 

Asp Glu Gin He Met Glu 
55 

Pro Lys Arg Pro Ala Ser 
70 75 
Pro Ala Glu Ser Pro Ala 
90 

Lys Leu Tyr Tyr Asp Lys 
105 

Leu Glu Ser Lys Asp Asn 
120 

Gly Ala Asn Glu He Trp 
135 

Arg He Tyr Leu Gly Gin 
150 155 
Arg Ser Ala Ala 



45 

Asp Leu Arg Thr Leu 
60 

Pro Ser Ser Pro Glu 
80 

Gin Arg Phe Glu Ala 
95 

Arg Trp Tyr His Lys 
110 

Gin Lys Leu Ser Cys 
125 

Val Arg Lys Thr Ser 
140 

Leu Gin Arg Gly Leu 
160 



<210> 3271 

<211> 464 

<212> DNA 

<213> Homo sapiens 



<400> 3271 

tcatgagcag ggcccaattc tggcttctct 
60 

gaaggcactg gggatacagc cgagcacaag 
120 

ggcagtctgt ggctctggcc cctccagttc 
180 

atgagaaggg ccccggcagc aagagatcca 
240 

gtgggcaggt gtgtactggg cagctcctta 
300 

gccttcatag tccattcaga gttgatggta 
360 

ggctgggcgc ggcgcagcag catggaacca 
420 

atggcactgc catccctctg aggccgttgt 
464 



gtggtcgcca tccatgtgct gggcgtcact 
atggacagag atccctggcc cctcggagca 
cttgtcacca ggagataggc aatgcagctg 
atgatggtgg ccgccaggat cccagcgttg 
ttcttttcag ctacctggac ctcagtcttg 
atggctactt ggtaggtgcc actgtctgta 
ttggggaagc ccacgatgtc tcgctgtccc 
atccccaggg atgt 



<210> 3272 
<211> 140 
<212> PRT 

<213> Homo sapiens 



<400> 3272 
Met Gly Gin Arg 
1 

Arg Arg Ala Gin 
20 

He Asn Ser Glu 

35 

Glu Lys Asn Lys 



Asp He Val Gly 
S 

Pro Thr Asp Ser 

Trp Thr Met Lys 
40 

Glu Leu Pro Ser 



Phe Pro Asn Gly 
10 

Gly Thr Tyr Gin 
25 

Ala Lys Thr Glu 
Thr His Leu Pro 



Ser Met Leu Leu 
15 

Val Ala He Thr 
30 

Val Gin Val Ala 
45 

Thr Asn Ala Gly 
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50 55 60 

lie Leu Ala Ala Thr lie He Gly Ser Leu Ala Ala Gly Ala Leu Leu 
65 70 75 80 

He Ser Cys He Ala Tyr Leu Leu Val Thr Arg Asn Trp Arg Gly Gin 

85 90 95 

Ser His Arg Leu Pro Ala Pro Arg Gly Gin Gly Ser Leu Ser He Leu 

100 105 HO 

Cys Ser Ala Val Ser Pro Val Pro Ser Val Thr Pro Ser Thr Trp Met 

115 120 125 

Ala Thr Thr Glu Lys Pro Glu Leu Gly Pro Ala His 
130 135 140 

<210> 3273 
c211> 387 
<212> DNA 

<213> Homo sapiens 
<400> 3273 

ngcgcgccag ggatggaaaa ctttattctg tatgaggaga tcggaagagg aagcaagact 
60 

gttgtctata aagggcgacg gaagggaaca atcaattttg tagccattct ttgtactgat 
120 

aagtgcagaa ggcctgaaat aaccaactgg gtccgtctca cccgtgaaat aaaacacaag 
180 

aatattgtaa cttttcatga atggtatgaa acaagcaacc acctctggct agtggtggaa 
240 

ctccgcacag gtggttcctt aaaaacagtt attgctcaag atgaaaacct cccagaagat 
300 

gttgtgagag aatttggaat tgacctgatt agtggattac atcatcttca taaacfctggc 
360 

attctctttg tgacatttct cctagga 
387 

<210> 3274 
<211> 129 
<212> PRT 

<213> Homo sapiens 



<400> 3274 



Xaa 


Ala 


Pro 


Gly 


Met 


Glu 


Asn 


Phe 


He 


Leu 


Tyr 


Glu 


Glu 


He 


Gly 


Arg 


1 








5 










10 










15 




Gly 


Ser 


Lys 


Thr 


Val 


Val 


Tyr 


Lys 


Gly 


Arg 


Arg 


Lys 


Gly 


Thr 


He 


Asn 








20 










25 










30 






Phe 


Val 


Ala 


He 


Leu 


Cys 


Thr 


Asp 


Lys 


Cys 


Arg 


Arg 


Pro 


Glu 


He 


Thr 






35 










40 










45 








Asn 


Trp 


Val 


Arg 


Leu 


Thr 


Arg 


Glu 


He 


Lys 


His 


Lys 


Asn 


He 


Val 


Thr 




50 










55 










60 










Phe 


His 


Glu 


Trp 


Tyr 


Glu 


Thr 


Ser 


Asn 


His 


Leu 


Trp 


Leu 


Val 


Val 


Glu 


65 










70 










75 










80 


Leu 


Arg 


Thr 


Gly 


Gly 


Ser 


Leu 


Lys 


Thr 


Val 


He 


Ala 


Gin 


Asp Glu 


Asn 










85 










90 










95 




Leu 


Pro 


Glu 


Asp 


Val 


Val 


Arg 


Glu 


Phe 


Gly 


lie 


Asp 


Leu 


He 


*Ser 


Gly 








100 










105 










110 






Leu 


His 


His 


Leu 


His 


Lys 


Leu 


Gly 


He 


Leu 


Phe 


Val 


Thr 


Phe 


Leu 


Leu 
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115 120 

Gly 



<210> 3275 

<211> 1266 

<212> DMA 

<213> Homo sapiens 

<400> 3275 

ttttttttaa tcagttaaga ttcttgttga 
60 

agaacacatg aaaggaatac atggggaaga 
120 

ttttctttta tagagacatg aataacagat 
180 

agcgtccggt ggccggctta gttaggagct 
240 

tgccgcaagc aggctggtgt tgccatcgga 
300 

gtgatttgtg actcctatgt gcgtccctgc 
360 

tatggatctt accaggggcg ctgtgtgatc 
420 

tattgtaagg agtgcaccat ccaggagaag 
480 

ctggggagct ctaagacaga cctcttctat 
540 

tgattggtgg gtggcccctt cctcccccca 
600 

tgcctactac taccagcaga aagggagcag 
660 

gtgtactggc agcttgccac cccctcctct 
720 

aaaggattct tcacagagca ctctggcaca 
780 

aatggttttt cttgaattcg agaagcatag 
840 

caaccaagat cttctaaaaa gaaataatat 
900 

aagcgacgcc cagtgaaaaa catgatcttg 
960 

aacctttggt gtgtggtggg aagctatcag 
1020 

ttgggggggg ggtggggggg cagggctctg 

1080 

cttgtccagc tacagtgggg tacagtagct 
1140 

agtctcatat tattttcctt ttgagaaatt 
1200 

aaagttggtg tttattttct ggtaaaaaaa 

1260 

aaaaaa 

1266 



125 



cacaaattgt tttacatcaa ctgttgttat 
aataaagtag aacccaagag ttcttttaag 
acactgaagt ataaacaaaa attggcctga 
atggctaaac atcatcctga cttgatcttt 
agactgtgtg aaaaatgtga tggcaagtgt 
actctggtgc gcatatgtga tgagtgtaac 
tgtggaggac ctggggtctc tgatgcctat 
gacagagatg gctgcccaaa gattgtcaat 
gaacgcaaaa aatacggctt caagaagagg 
acatcagtct gctgcagctg ccagaaaaca 
agcccagagc atcaccagga gtgcctgcta 
cccttcaccc agacacgtgg tagggatgga 
ccatatcgga gaaaaattga tagattagtt 
atctgttctc catattggta tgttctccct 
tttagtcttc tgcttgagga actgactgtg 
cagcagctct ggtggcagct gtccttgagg 
aacaagaaat gtaggcattt cccgtttttt 
ccctcttgaa aggcatttac ttgtttaaca 
ggctattcac aggcatcatc atagcccact 
ggaaactctt tctgttgcta ttatattaat 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
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<210> 3276 

<211> 110 

<212> PRT 

<213> Homo sapiens 

<400> 3276 



Met Ala 


Lys 


His 


His Pro 


Asp 


Leu 


He Phe Cys 


Arg Lys Gin Ala 


Gly 








5 






10 


15 




Val Ala 


He 


Gly 


Arg Leu 


Cys 


Glu 


Lys Cys Asp 


Gly Lys Cys Val 


He 






20 








25 


30 




Cys Asp 


Ser 


Tyr 


Val Arg 


Pro 


Cys 


Thr Leu Val 


Arg He Cys Asp 


Glu 




35 








40 




45 




Cys Asn 


Tyr 


Gly 


Ser Tyr Gin Gly Arg Cys Val 


He Cys Gly Gly 


Pro 


50 








55 






60 




Gly Val 


Ser 


Asp 


Ala Tyr 


Tyr 


Cys 


Lys Glu Cys 


Thr He Gin Glu Lys 


65 






70 






75 




80 


Asp Arg 


Asp 


Gly 


Cys Pro 


Lys 


He 


Val Asn Leu 


Gly Ser Ser Lys 


Thr 








85 






90 


95 




Asp Leu 


Phe 


Tyr 


Glu Arg 


Lys 


Lys 


Tyr Gly Phe 


Lys Lys Arg 








100 








105 


110 





<210> 3277 

<211> 1435 

<212> DNA 

<213> Homo sapiens 

<400> 3277 

ncctccgtct ccgagaacaa caacaacagc aacaagaaaa caacaataaa aaaaataagg 
60 

ctgcgtggga ggcagaaaga gctaatgcgg ccacgcttgt ccctcggcca ccgtcccacc 
120 

cagacttccg tctccttaaa atgttcatgc gtaagtgcgt ggcagaagcg gctcaagcgc 
180 

actcgtgcgt cattgctgtc agggccgagg gagcggtgca aggccgccgc gtgacgtcag 
240 

gacgccgcgg tcaggacgtc gaagccaaag aagaccagag ccagccgggt ggcacagcgg 
300 

tgtcgtggcc gtgttgctga tcgcctgggt ggttgttggc gtgtccctgc agcgaaggat 
360 

cctggttggc agtgaaaaag cagtctggct cccgaggtcc accccttata ccccaaggtc 
420 

cagatggcgg ccaacgtggg tgatcaacgt agcacagatt ggtcttctca gtacagcatg 
480 

gtggctgggg caggccgaga gaatggcatg gagacgccga tgcacgagaa cccggagtgg 
540 

gagaaggccc gtcaggccct ggccagcatc agcaagtcag gagctgccgg cggctctgcc 
600 

aagtccagca gcaatgggcc tgtggccagt gcaagtacgt gtcccaggca gaagcctcag 
660 

ctttgcagca gcagcagtac taccagtggt accagcagta caactatgcc tacccctaca 
720 

gctactacta tcccatgagc atgtaccaga gctatggctc cccttcccag tatgggatgg 
780 



2469 



WO 00/58473 PCT/USOO/08621 



ccggctccta tggctagcca caccccagca gccatccgca ccccaacacc aagggactct 
840 

gaaccagccc ccagtccccg gcatggatga gagcatgtcc taccaggctc cccctcagca 
900 

gctgccgtcg gctcagcccc ctcagccctc aaatccccca catggggctc acacgctgaa 
960 

cagtggccct cagcctggga cagctccagc cacacagcan ncagccaggc ggggcccgcc 
1020 

acgggccagg cccatgggcc acacacctac accgaacctg ccaagcccaa gaagggccaa 
1080 

cagctgtgga accgcatgaa acccgcccct gggactggag gttcaagttc aacatccaga 
1140 

agcgaccctt tgctgttacc acccagagct ttggctccaa cgcagagggc cagcacagtg 
1200 

gttttggccc ccagcccaac cctgagaaag ttcagaacca cagcgggtcc tctgcccggg 
1260 

ggaacctgtc tgggaagccc gatgactggc cccaggacat gaaagagtat gtggagcgct 
1320 

gcttcaccgc ctgtgagtcg gaggaggaca aggaccgcac ggaaaagctg ctcaaggagg 
1380 

tgctgcaggc gcggctgcag gacggctcgg cctataccat tgactggagc cggga 
1435 

<210> 3278 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 3278 

Met Ala Ala Asn Val Gly Asp Gin Arg Ser Thr Asp Trp Ser Ser Gin 

15 10 15 

Tyr Ser Met Val Ala Gly Ala Gly Arg Glu Asn Gly Met Glu Thr Pro 

20 25 30 

Met His Glu Asn Pro Glu Trp Glu Lys Ala Arg Gin Ala Leu Ala Ser 

35 40 45 

lie Ser Lys Ser Gly Ala Ala Gly Gly Ser Ala Lys Ser Ser Ser Asn 

50 55 60 

Gly Pro Val Ala Ser Ala Ser Thr Cys Pro Argr Gin Lys Pro Gin Leu 
65 70 75 80 

Cys Ser Ser Ser Ser Thr Thr Ser Gly Thr Ser Ser Thr Thr Met Pro 

85 90 95 

Thr Pro Thr Ala Thr Thr He Pro 
100 

<210> 3279 
<211> 1130 
<212> DNA 

<213> Homo sapiens 
<400> 3279 

nngcgcgccc accgcgccgc atccatgttc gacaccacac cccactctgg ccggagcacg 
60 

ccaagcagct ccccatcgct ccggaaacgg ctgcagctcc tgcccccaag ccggccccca 
120 
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cctgagccag aaccaggcac catggtggag aagggatcag atagctcctc agagaagggt 
180 

ggggtgcctg ggacccccag cacccagagc ctaggcagcc ggaacttcat ccgcaacagc 
240 

aagaagatgc agagctggta cagtatgctg agccccactt ataagcagcg taatgaggac 
300 

ttccggaaac tgttcagcaa actccccgaa gcagaacgcc tcattgtgga ttactcctgc 
360 

gccctgcagc gtgagatcct gctccagggc cgcctctacc tctctgagaa ctggatctgc 
420 

ttctacagca acatcttccg ctgggagacc acgatctcca tccagctgaa ggaagtgaca 
480 

tgtctgaaga aggaaaagac ggccaagctg atccccaacg ccatccagat ctgcacggag 
540 

agcgagaagc atttcttcac ttcctttggg gcccgtgacc gctgcttcct cctcatcttc 
600 

cgcctctggc agaatgcact gcttgaaaag acgctgagtc cccgcgagct ctggcacctg 
660 

gtgcatcagt gctacggctc agagctgggc ctcaccagtg aggatgagga ctatgtctcc 
720 

cccttgcagc tgaacggtct ggggaccccc aaggaagtgg gagatgtgat cgccctgagc 
780 

gacatcacct cctcgggggc agctgaccgc agccaggagc caagcccagt gggttcgcgc 
840 

cgtggccatg tcacgcccaa cctttcccga gccagcagcg acgcagacca tggggcagag 
900 

gaggacaagg aggagcaggt agacagccag ccagacgcct cctccagcca gacagtgacc 
960 

ccggtggctg aacccccgag cacagagccc acccagcctg acgggcccac caccctgggc 
1020 

cccttggatc tgctgcccag tgaggagcta ttgacagaca caagtaactc ctcttcatcc 
1080 

actggggagg aagcggactt ggctgccccg cttcccgacc tctccggccg 
1130 

<210> 3280 
<211> 376 
<212> PRT 

<213> Homo sapiens 
<400> 3280 

Xaa Arg Ala His Arg Ala Ala Ser Met Phe Asp Thr Thr Pro His Ser 

15 10 15 

Gly Arg Ser Thr Pro Ser Ser Ser Pro Ser Leu Arg Lys Arg Leu Gin 

20 25 30 

Leu Leu Pro Pro Ser Arg Pro Pro Pro Glu Pro Glu Pro Gly Thr Met 

35 40 45 

Val Glu Lys Gly Ser Asp Ser Ser Ser Glu Lys Gly Gly Val Pro Gly 

50 55 60 

Thr Pro Ser Thr Gin Ser Leu Gly Ser Arg Asn Phe lie Arg Asn Ser 
65 70 75 80 

Lys Lys Met Gin Ser Trp Tyr Ser Met Leu Ser Pro Thr Tyr Lys Gin 

85 90 95 

Arg Asn Glu Asp Phe Arg Lys Leu Phe Ser Lys Leu Pro Glu Ala Glu 
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100 105 HO 

Arg Leu He Val Asp Tyr Ser Cys Ala Leu Gin Arg Glu He Leu Leu 

115 120 125 

Gin Gly Arg Leu Tyr Leu Ser Glu Asn Trp He Cys Phe Tyr Ser Asn 

130 135 140 

He Phe Arg Trp Glu Thr Thr He Ser He Gin Leu Lys Glu Val Thr 
145 150 155 160 

Cys Leu Lys Lys Glu Lys Thr Ala Lys Leu He Pro Asn Ala He Gin 

165 170 175 

He Cys Thr Glu Ser Glu Lys His Phe Phe Thr Ser Phe Gly Ala Arg 

180 1B5 190 

Asp Arg Cys Phe Leu Leu He Phe Arg Leu Trp Gin Asn Ala Leu Leu 

195 200 205 

Glu Lys Thr Leu Ser Pro Arg Glu Leu Trp His Leu Val His Gin Cys 

210 215 220 

Tyr Gly Ser Glu Leu Gly Leu Thr Ser Glu Asp Glu Asp Tyr Val Ser 
225 230 235 240 

Pro Leu Gin Leu Asn Gly Leu Gly Thr Pro Lys Glu Val Gly Asp Val 

245 250 255 

He Ala Leu Ser Asp He Thr Ser Ser Gly Ala Ala Asp Arg Ser Gin 

260 265 270 

Glu Pro Ser Pro val Gly Ser Arg Arg Gly His Val Thr Pro Asn Leu 

275 280 285 

Ser Arg Ala Ser Ser Asp Ala Asp His Gly Ala Glu Glu Asp Lys Glu 

290 295 300 

Glu Gin Val Asp Ser Gin Pro Asp Ala Ser Ser Ser Gin Thr Val Thr 
. 305 310 315 320 

Pro Val Ala Glu Pro Pro Ser Thr Glu Pro Thr Gin Pro Asp Gly Pro 

325 330 335 

Thr Thr Leu Gly Pro Leu Asp Leu Leu Pro Ser Glu Glu Leu Leu Thr 

340 345 350 

Asp Thr Ser Asn Ser Ser Ser Ser Thr Gly Glu Glu Ala Asp Leu Ala 

355 360 365 

Ala Leu Leu Pro Asp Leu Ser Gly 
370 375 

<210> 3281 
<211> 842 
<212> DNA 

<213> Homo sapiens 
<400> 3281 

gaattctgcc ttgccgtgtg cctcattggc caaaggaaag caacagagtc tgcagccagg 
60 

gcaggacccg caggaggggc ctggacccgg ggggctcctg gcagcgctgt gcctttctga 
120 

ggcaaggagg tagagccagc ggctgaggac ctgtcagggc cagtcccagc tctgcagctt 
160 

gctgtgtgac ctggcacaca tcctctccct gcctccctca gtctcttccc ctgcaagacg 
240 

gggtcctgac acggatctca tgggattgct ctgaggccca ggcagtccca ggctcaacca 
300 

ctggttcaca aagtgtgttg tttccaggaa gaacagatgg gggcgcctga gggcaaaggg 
360 
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cctgagtgtg ggtcgaggat atgccggctg ctcgctcagg ggctgggttt tcatcttgtg 
420 

tgtcttgaca gggtgtgaca cttggcacca cactgttccc tgtcccttca tggatgtggc 
480 

ccacatgatg ttcctttcct cttgcaaaag aagttgctgg aaggcccact gtccagcagc 
540 

ccccaggttg cctgggccac ggtgcctttg tgggcccagc tacaaggagg acttgcaggc 
600 

tcgtgtctgg gacagatact ggcgccaggg ccaagtgaag cccgggattg gtgggcatct 
660 

ctagctggtc cctgagagag ggtggagggt gctgacaggc cttggcgctt tcatctgtca 
720 

actccagagg cccttgtgct tgcagcaggg aggtcaaggc cagggcgtct gaccccggcc 
780 

gctcctccac actgagcctc ctgcacgtgc tcacaggtag agaagcggcg ggtcaatctg 

840 

tc 

842 



<210> 3282 
<211> 146 
<212> ?RT 

<213> Homo sapiens 



<400> 3282 

Met Pro Thr Asn Pro Gly Leu His Leu Ala Leu Ala Pro Val Ser Val 

15 10 15 

Pro Asp Thr Ser Leu Gin val Leu Leu val Ala Gly Pro Thr Lys Ala 

20 25 30 

Pro Trp Pro Arg Gin Pro Gly Gly Cys Trp Thr Val Gly Leu Pro Ala 

35 40 45 

Thr Ser Phe Ala Arg Gly Lys Glu His His Val Gly His lie His Glu 

50 55 60 

Gly Thr Gly Asn Ser Val Val Pro Ser Val Thr Pro Cys Gin Asp Thr 
65 70 75 80 

Gin Asp Glu Asn Pro Ala Pro Glu Arg Ala Ala Gly lie Ser Ser Thr 

85 90 95 

His Thr Gin Ala Leu Cys Pro Gin Ala Pro Pro Ser Val Leu Pro Gly 

100 105 110 

Asn Asn Thr Leu Cys Glu Pro Val Val Glu Pro Gly Thr Ala Trp Ala 

115 120 125 

Ser Glu Gin Ser His Glu lie Arg Val Arg Thr Pro Ser Cys Arg Gly 

130 135 140 

Arg Asp 
145 



<210> 3283 

<211> 3268 

<212> DNA 

<213> Homo sapiens 

<400> 3283 

nggatcagag cggctgtggt gctccagaaa cattaccgca tgcagagggc ccgccaggcc 
60 
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taccagaggg tccgcagagc tgccgttgtt 
120 

gcggagaacc taccgccagt cctcatggag 
180 

cggggctgga tggcacgcag gcacttccag 
240 

tgtgccttcc ggatgctcaa ggccaggcgg 
300 

tcagcagagc atctgaaacg tctcaacgtg 
360 

cggaagatcg atgagcagaa caaagagttc 
420 

acctcaacat acaccacgga ggtagagcgg 
480 

agcccaggtg aggacaccag cctcaggctg 
540 

ctgcagaggg cccactcgga gcgcaagatc 
600 

gagctgagga agcgagttgc agacctggag 
660 

gaacagctca acaaccaaat cctgtgccag 
720 

aaggaaaatc tcctcatgaa gaaagaactg 
780 

gtgaaggaat attcacagtt ggagcagaga 
840 

ataaagcaaa ctccaggtca taggcggaac 
900 

tccaattacc cctccatctc cacatctgag 
960 

gtggaggaaa ttggcctgga gaaggcagcc 
1020 

aagagagtac gggagctgga gcaggagagg 
1080 

gaacagcagg acagcaagaa agtccaggcg 
1140 

ccgaatgcag atctggccta caatagtctg 
1200 

aagctgaaga atgacctgaa tgagctgagg 
1260 

aactccagcc acggctcccc agatagctac 
1320 

cacgaggagc tcgaggtgcg caaggaggag 
1380 

gccgaccagc ggcgactcgc cggcaggaac 

1440 

tggcctaaca gtgaaaggca tgttgaccag 
1500 

tgccagacaa acaggctgct ggaggctcag 
1560 

gaggtggagc atctcaaggc tcagctcgag 
1620 

cagaccttct gccagacgcc actgctctcc 
1680 



atccaggcct tcacccggng ccatgtttgt 
cacaaggcca ccaccatcca gaagcacgtg 
cggctgcggg atgcagccat tgtcatccag 
gagctgaagg ccctcaggat tgaggcccgc 
ggcatggaga acaaggtggt ccagctgcag 
aagacacttt cagagcagtt gtccgtgacc 
ctgaagaagg agctggtgca ctaccagcag 
caggaggagg tggagagcct gcgcacagag 
ctggaggacg cccacagcag ggagaaagat 
caagaaaatg ctctcttgaa agatgagaaa 
tctaaagatg aatttgccca gaactctgtg 
gaggaggagc gatcccggta ccagaacctt 
tacgacaacc. ttcgggatga aatgaccatc 
ccatcaaacc aaagtagctt agaatctgac 
atcggagaca ctgaggatgc cctccagcag 
atggacatga cggtcttcct gaagctgcag 
aaaaagctgc aagtgcagct ggagaagaga 
gaaccaccac agactgacat agatttggac 
aagaggcaag agctggagtc agagaacaaa 
aaagccgtgg ccgaccaagc cacgcagaat 
agcctcctgc tgaaccagct caagctggcc 
gtgctcatcc tcaggaccca gatcgtgagc 
gcggagccga acattaatgc cagatcaagt 
gaggatgcca ttgaggccta tcacggggtc 
ctgcaggccc agagcctgga gcatgaggag 
gccctgaagg aggagatgga caaacagcag 
ccagaggccc aggtggaatt cggcgttcag 
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caggaaatat cccggctgac caacgagaat ctggacctta aagaactggt agaaaagctg 
1740 

gaaaagaatg agaggaagct caaaaagcaa ctgaagattt acatgaagaa agcccaggac 
1800 

ctagaagctg cccaggcatt ggcccagagt gagaggaagc gccatgagct caacaggcag 
1860 

gtcacggtcc agcggaaaga gaaggatttc cagggcatgc tggagtacca caaagaggac 
1920 

gaggccctcc tcatccggaa cctggtgaca gacttgaagc cccagatgct gtcgggcaca 
1980 

gtgccctgtc tccccgccta catcctctac atgtgcatcc ggcacgcgga ctacaccaac 
2040 

gacgatctca aggtgcactc cctgctgacc tccaccatca acggcattaa gaaagtcctg 
2100 

aaaaagcaca atgatgactt tgagatgacg tcattctggt tatccaacac ctgccgcctt 
2160 

cttcaccgcc tgaagcagta cagcggggat gagggcttca tgactcagaa cactgcaaag 
2220 

cagaatgaac actgtcttaa gaattttgac ctcaccgaat accgtcaggt gctgagtgac 
2280 

ctttccattc agatctacca gcagctcatt aaaattgccg agggcgtgtt acagccgatg 
2340 

atagtttctg ccatgttgga aaatgagagc attcagggtc tatctggtgt gaagcccacc 
2400 

ggctaccgga agcgctcctc cagcatggca gatggggata actcatactg cctggaagct 
2460 

atcatccgcc agatgaatgc ctttcataca gtcatgtgtg accagggctt ggaccctgag 
2520 

atcatcctgc aggtattcaa acagctcttc tacatgatca acgcagtgac tcttaacaac 
2580 

ctgctcctgc ggaaggacgt ctgctcttgg agcacaggca tgcaactcag gtacaatata 
2640 

agtcagcttg aggagtggct tcggggaaga aaccttcacc agagtggagc agttcagacc 
2700 

atggaacctc tgatccaagc agcccagctc ctgcaattaa agaagaaaac ccaggaggac 
2760 

gcagaggcca tctgctccct gtgtacctcc ctcagcaccc agcagattgt caaaatttta 
2820 

aacctttata ctcccctgaa tgaatttgaa gaacgggtaa cagtggcctt tatacgaaca 
2880 

atccaggcac aactacaaga gcggaatgac cctcagcaac tgctattaga tgccaagcac 
2940 

atgtttcctg ttttgtttcc atttaatcca tcttctctaa ccatggactc aatccacatc 
3000 

ccagcgtgtc tcaatctgga attcctcaat gaagtctgaa gatgcatgtt tccagcatta 
3060 

gtttgattcc caatgtgagc aagaaggaag tatatacagt aaagtaaatt caaggatctg 
3120 

ttaaatctgg taaaagtaga tcaaatcaga gattgacagc ctgtggaggg tgctgaacta 
3180 

tacagaatta gacacaacta tgtcattatt ttttgtacct actgctcaga ataaaaacac 
3240 

ttgaaacatg aaaaaaaaaa aaaaaaaa 
3268 
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<210> 3284 
<:211> 1012 
<212> PRT 

<213> Homo sapiens 



<400> 3284 
Xaa He Arg Ala 
l 

Ala Arg Gin Ala 
20 

Ala Phe Thr Arg 
35 

Met Glu His Lys 
50 

Ala Arg Arg His 

65 

Cys Ala Phe Arg 

He Glu Ala Arg 
100 

Glu Asn Lys Val 
115 

Glu Phe Lys Thr 
130 

Thr Met Glu Val 
145 

Ser Pro Gly Glu 

Leu Arg Thr Glu 
180 

Asp Ala His Ser 
195 

Leu Glu Gin Glu 
210 

Asn Gin He Leu 
225 

Lys Glu Asn Leu 

Tyr Gin Asn Leu 
260 

Asn Leu Arg Asp 
275 

Arg Asn Pro Ser 
290 

Ser He Ser Thr 
305 

Val Glu Glu He 

Leu Lys Leu Gin 
340 

Leu Gin Val Gin 
355 

Gin Ala Glu Pro 



Ala Val Val Leu 
5 

Tyr Gin Arg Val 

Xaa His Val Cys 
40 

Ala Thr Thr He 
55 

Phe Gin Arg Leu 
70 

Met Leu Lys Ala 
85 

Ser Ala Glu His 

Val Gin Leu Gin 
120 

Leu Ser Glu Gin 
135 

Glu Arg Leu Lys 
150 

Asp Thr Ser Leu 
165 

Leu Gin Arg Ala 

Arg Glu Lys Asp 
200 

Asn Ala Leu Leu 
215 

Cys Gin Ser Lys 
230 

Leu Met Lys Lys 
245 

Val Lys Glu Tyr 

Glu Met Thr He 
280 

Asn Gin Ser Ser 
295 

Ser Glu He Gly 
310 

Gly Leu Glu Lys 
325 

Lys Arg Val Arg 

Leu Glu Lys Arg 
360 

Pro Gin Thr Asp 



Gin Lys His Tyr 
10 

Arg Arg Ala Ala 
25 

Ala Glu Asn Leu 

Gin Lys His Val 
60 

Arg Asp Ala Ala 
75 

Arg Arg Glu Leu 
90 

Leu Lys Arg Leu 
105 

Arg Lys He Asp 

Leu Ser Val Thr 
140 

Lys Glu Leu Val 
155 

Arg Leu Gin Glu 
170 

His Ser Glu Arg 
185 

Glu Leu Arg Lys 

Lys Asp Glu Lys 
220 

Asp Glu Phe Ala 
235 

Glu Leu Glu Glu 
250 

Ser Gin Leu Glu 
265 

He Lys Gin Thr 

Leu Glu Ser Asp 
300 

Asp Thr Glu Asp 
315 

Ala Ala Met Asp 
330 

Glu Leu Glu Gin 
345 

Glu Gin Gin Asp 
He Asp Leu Asp 



Arg Met Gin Arg 
15 

Val Val He Gin 
30 

Pro Pro Val Leu 
45 

Arg Gly Trp Met 

He Val He Gin 
80 

Lys Ala Leu Arg 
95 

Asn Val Gly Met 
110 

Glu Gin Asn Lys 
125 

Thr Ser Thr Tyr 

His Tyr Gin Gin 
160 

Glu Val Glu Ser 
175 

Lys He Leu Glu 
190 

Arg Val Ala Asp 
205 

Glu Gin Leu Asn 

Gin Asn Ser Val 
240 

Glu Arg Ser Arg 
255 

Gin Arg Tyr Asp 
270 

Pro Gly His Arg 
285 

Ser Asn Tyr Pro 

Ala Leu Gin Gin 
320 

Met Thr val Phe 
335 

Glu Arg Lys Lys 
350 

Ser Lys Lys val 
365 

Pro Asn Ala Asp 
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370 

Leu Ala Tyr Asn 
385 

Lys Leu Lys Asn 

Ala Thr Gin Asn 
420 

Leu Leu Asn Gin 
435 

Glu Glu Val Leu 
450 

Arg Leu Ala Gly 
465 

Trp Pro Asn Ser 

Tyr His Gly Val 
500 

Ala Gin Ser Leu 
515 

Leu Glu Ala Leu 
530 

Gin Thr Leu Leu 
545 

Gin Glu Tie Ser 

Val Glu Lys Leu 
580 

lie Tyr Met Lys 
595 

Gin Ser Glu Arg 
610 

Arg Lys Glu Lys 
625 

Glu Ala Leu Leu 

Leu Ser Gly Thr 
660 

He Arg His Ala 
675 

Leu Thr Ser Thr 
690 

Asp Asp Phe Glu 
705 

Leu His Cys Leu 
Asn Thr Ala Lys 

740 

Glu Tyr Arg Gin 
755 

Leu He Lys He 
770 

Met Leu Glu Asn 
785 

Gly Tyr Arg Lys 



375 

Ser Leu Lys Arg 
390 

Asp Leu Asn Glu 
405 

Asn Ser Ser His 

Leu Lys Leu Ala 
440 

He Leu Arg Thr 
455 

Arg Asn Ala Glu 

470 

Glu Arg His val 
485 

Cys Gin Thr Asn 

Glu His Glu Glu 
520 

Lys Glu Glu Met 
535 

Leu Ser Pro Glu 
550 

Arg Leu Thr Asn 
565 

Glu Lys Asn Glu 

Lys Ala Gin Asp 
600 

Lys Arg His Glu 
615 

Asp Phe Gin Gly 
630 

He Arg Asn Leu 
645 

Val Pro Cys Leu 

Asp Tyr Thr Asn 
680 

He Asn Gly He 
695 

Met Thr Ser Phe 
710 

Lys Gin Tyr Ser 
725 

Gin Asn Glu His 

Val Leu Ser Asp 
760 

Ala Glu Gly Val 
775 

Glu Ser He Gin 
790 

Arg Ser Ser Ser 



380 

Gin Glu Leu Glu 
395 

Leu Arg Lys Ala 
410 

Gly Ser Pro Asp 
425 

His Glu Glu Leu 

Gin He Val Ser 
460 

Pro Asn He Asn 
475 

Asp Gin Glu Asp 
490 

Arg Leu Leu Glu 
505 

Glu Val Glu His 

Asp Lys Gin Gin 
540 

Ala Gin Val Glu 
555 

Glu Asn Leu Asp 
570 

Arg Lys Leu Lys 
585 

Leu Glu Ala Ala 

Leu Asn Arg Gin 
620 

Met Leu Glu Tyr 
635 

Val Thr Asp Leu 
650 

Pro Ala Tyr He 
665 

Asp Asp Leu Lys 

Lys Lys Val Leu 
700 

Trp Leu Ser Asn 
715 

Gly Asp Glu Gly 
730 

Cys Leu Lys Asn 
745 

Leu Ser He Gin 

Leu Gin Pro Met 
780 

Gly Leu Ser Gly 
795 

Met Ala Asp Gly 



Ser Glu Asn Lys 
400 

Val Ala Asp Gin 
415 

Ser Tyr Ser Leu 
430 

Glu Val Arg Lys 
445 

Ala Asp Gin Arg 

Ala Arg Ser Ser 
480 

Ala He Glu Ala 
495 

Ala Gin Leu Gin 
510 

Leu Lys Ala Gin 
525 

Gin Thr Phe Cys 

Phe Gly val Gin 
560 

Leu Lys Glu Leu 
575 

Lys Gin Leu Lys 
590 

Gin Ala Leu Ala 
605 

Val Thr Val Gin 

His Lys Glu Asp 
640 

Lys Pro Gin Met 
655 

Leu Tyr Met Cys 
670 

Val His Ser Leu 
685 

Lys Lys His Asn 

Thr Cys Arg Leu 
720 

Phe Met Thr Gin 
735 

Phe Asp Leu Thr 
750 

He Tyr Gin Gin 
765 

He Val Ser Ala 

Val Lys Pro Thr 
800 

Asp Asn Ser Tyr 
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805 810 815 

Cys Leu Glu Ala He He Arg Gin Met Asn Ala Phe His Thr Val Met 

820 825 830 

Cys Asp Gin Gly Leu Asp Pro Glu He He Leu Gin Val Phe Lys Gin 

835 840 845 

Leu Phe Tyr Met He Asn Ala Val Thr Leu Asn Asn Leu Leu Leu Arg 

B50 855 860 

Lys Asp Val Cys Ser Trp Ser Thr Gly Met Gin Leu Arg Tyr Asn He 
865 870 875 880 

Ser Gin Leu Glu Glu Trp Leu Arg Gly Arg Asn Leu His Gin Ser Gly 

885 890 895 

Ala Val Gin Thr Met Glu Pro Leu He Gin Ala Ala Gin Leu Leu Gin 

900 905 910 

Leu Lys Lys Lys Thr Gin Glu Asp Ala Glu Ala He Cys Ser Leu Cys 

915 920 925 

Thr Ser Leu Ser Thr Gin Gin He Val Lys He Leu Asn Leu Tyr Thr 

930 935 940 

Pro Leu Asn Glu Phe Glu Glu Arg Val Thr Val Ala Phe He Arg Thr 
945 950 955 960 

He Gin Ala Gin Leu Gin Glu Arg Asn Asp Pro Gin Gin Leu Leu Leu 

965 970 975 

Asp Ala Lys His Met Phe Pro Val Leu Phe Pro Phe Asn Pro Ser Ser 

980 985 990 

Leu Thr Met Asp Ser He His He Pro Ala Cys Leu Asn Leu Glu Phe 

995 1000 1005 

Leu Asn^ Glu Val 
1010 



<210> 3285 

<211> 1518 

<212> DNA 

<213> Homo sapiens 



<400> 3285 
ctggcactaa 
60 

aacctgatga 
120 

ggtttcacca 
180 

gcaaagatag 
240 

atcatttcat 
300 

caacagctgg 
360 

atctaacttt 
420 

tgctctttaa 
480 

tgctgaagag 
540 

tccgaggcca 
600 



actgttagct 
caccaccact 
ctgcctcctt 
gtcttttctc 
acattaacat 
ccttacttca 
acacatgtcc 
aatcaccatc 
agccagccac 
ccccttcgcc 



aatcatccgg 
ttattttgag 
tggcaacttg 
gtatttatgt 
acatgacaca 
aaagaacact 
taaatcattt 
tgtatcaccc 
caccccacct 
acggcagtct 



tgttccatgt 
ctaaatcctc 
agtggtggtg 
ataaacaggt 
tcaaaatgag 
atattcatat 
tccagcactt 
ctagtagacg 
aaagacatcc 
cgattccaag 



gaatgacaga 
atttaagtga 
ttcccaccga 
accagttttg 
aaatgcacag 
taaacattta 
ctcacataga 
cgagggtttc 
aagcagctcc 
aactgattat 



acacggaata 
gaacaggaca 
gtttatggct 
attttattta 
tttaaccgtt 
cagtctttcc 
agtctagttt 
cccaattaca 
agagcctgcc 
ctgacactag 
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tgaaccagca ctaaaggctg taggatgtga ctacatcaca gttccagaag gaaggggacc 
660 

atggccaaga gaagccctaa atgacagaag ctcattaaaa ccaagtcccc caaacctcct 
720 

gaaacatcgt tagcaaggag ctactgcttt cctttcttaa acatgttttg ggcatgacca 
780 

cactctggaa gtggtgaact gttacacatt tggtgtgtgt gtacataaca tcaaaaacta 
840 

ctgtgtgaaa cttgagaatg tctgattaaa gatttcaatg tatatctaaa aactaactca 
900 

aatcgttgac cagcactttc ccagtatcat aacaatgcgg ctgaccctct tctgccttca 
960 

ctttacaccc catcatagca cattatttgt gcacaactag tgaggtctgt gcggctcatc 
1020 

atccccataa ccaagtcggt ctgtgttgag tcatatcatt ctgtgctggt tttagaagtc 
1080 

accataggaa acatgaagtc acatcctggt caaaaaactg tccatttctc aaaaacagag 
1140 

aaaaacctga gatacgaggc agcaactagc gacacttaca ggaagggaaa gaacaatgac 
1200 

aacacccgcc cagccccacc cccaaaaagc tgctgttgtg aattaaggct tcaaaagagg 
1260 

acccacactg tagctgataa aactcaagcc aggaggatgt ttgaaagcca atctgcacta 
1320 

tcacttgttc cagtgacctc ctatgttcag ctgccaggac cgattccata cagtgattgt 
1380 

aggttgagga ctgaggacgc ccctttgctc tcgctccatt ttgatttgct ttttccactg 
1440 

aagacacgcc ggccagcgtt tccaaaaaca gcttggccat ggctttgcac tctattcaca 
1500 

actgatcaaa actcaatt 
1518 



<210> 3286 

<211> 142 

<212> PRT 

<213> Homo sapiens 



<400> 3286 

Met Lys Ser His Pro Gly Gin Lys Thr Val His Phe Ser Lys Thr Glu 

1 5 10 15 

Lys Asn Leu Arg Tyr Glu Ala Ala Thr Ser Asp Thr Tyr Arg Lys Gly 

20 25 30 

Lys Asn Asn Asp Asn Thr Arg Pro Ala Pro Pro Pro Lys Ser Cys Cys 

35 40 45 

Cys Glu Leu Arg Leu Gin Lys Arg Thr His Thr Val Ala Asp Lys Thr 

50 55 60 

Gin Ala Arg Arg Met Phe Glu Ser Gin Ser Ala Leu Ser Leu Val Pro 
65 70 75 80 

Val Thr Ser Tyr Val Gin Leu Pro Gly Pro lie Pro Tyr Ser Asp Cys 

85 90 95 

Arg Leu Arg Thr Glu Asp Ala Pro Leu Leu Ser Leu His Phe Asp Leu 

100 105 110 

Leu Phe Pro Leu Lys Thr Arg Arg Pro Ala Phe Pro Lys Thr Ala Trp 
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115 120 125 

Pro Trp Leu Cys Thr Leu Phe Thr Thr Asp Gin Asn Ser lie 
130 135 140 



<210> 3287 

<211> 921 

<212> DNA 

<213> Homo sapiens 



<400> 3287 

gtcgactcct tcgagaagca 
60 

gagcgcgcgg cttggcggag 
120 

gcgtaagccc aatccgggaa 
180 

gggttgcgag tgactcgggc 
240 

tggaaataga gggcgcggaa 
300 

ggagctcccg agccctttaa 
360 

ctgttcaaag aggctccgca 
420 

tacttggaga ggccgaagct 
480 

acaattccga ccctccccag 
540 

tcagtcatca cctccttccc 
600 

tggcacttcc tcccgcccga 
660 

gtaggggccc gggaaggtgg 
720 

ctgggtgccc tagacctggc 
780 

aggctggagg gggcttggca 
840 

ttattaaata gttataaaaa 
900 

aatctattct gagaactctt 
921 



gtgagacgtg gcggggtggg 
tagggggcac ggccagcgca 
actcgttgcc cctctcctgg 
accatcaccc tgtgctgtaa 
gcgacgctgg gcatcgcccg 
gctctccctg tctcgcgtag 
gccgcagcta aatggcaggg 
gaagctacag gactgagggg 
agcccctgac ttccttctcc 
tttattctac cgtcccaagg 
actctactgc aagagagtag 
aagcgccggg cctggaagag 
ctctctcctc cctgcgctgc 
gccaagctaa ttcgggcgaa 
aacagggtat acaatttaaa 
c 



ggagggtccc cggggttggg 
gtcagagctg gcgccctcct 
gaaaggaacg tccctcccca 
agacctgcga gtgctgcagc 
ctccatcgag gtgtgccgag 
aggggaataa aaaggtgctt 
ggatgcaggg tggtccgggg 
ctggaaaggg cgcgggcgag 
ggacgctgtc ctccctggaa 
gcctgagatt gggcgactcc 
ctcgcgaagt gggcgcggtc 
gcgcggggac agggcactcc 
agaccaacgc ggccggaaaa 
tttctatgat tatgattttt 
ggactcctag tttaaaacaa 



<210> 3288 

<211> 148 

<212> PRT 

<213> Homo sapiens 



<400> 3288 

Met Thr Asp Ser Arg Glu Asp Ser Val Arg Arg Arg Lys Ser Gly Ala 

15 10 15 

Leu Gly Arg Val Gly lie Val Ser Pro Ala Pro Phe Pro Ala Pro Gin 

20 25 30 

Ser Cys Ser Phe Ser Phe Gly Leu Ser Lys Tyr Pro Gly Pro Pro Cys 



2480 



WO 00/58473 



PCT/USOO/08621 



35 40 45 

lie Pro Leu Pro Phe Ser Cys Gly Cys Gly Ala Ser Leu Asn Arg Ser 

50 55 60 

Thr Phe Leu Phe Pro Ser Thr Arg Asp Arg Glu Ser Leu Lys Gly Ser 
65 70 75 80 

Gly Ala Pro Ser Ala His Leu Asp Gly Ala Gly Asp Ala Gin Arg Arg 

85 90 95 

Phe Arg Ala Leu Tyr Phe Gin Leu Gin His Ser Gin Val Phe Thr Ala 

100 105 110 

Gin Gly Asp Gly Ala Arg Val Thr Arg Asn Pro Gly Glu Gly Arg Ser 

115 120 125 

Phe Pro Arg Arg Gly Ala Thr Ser Phe Pro Asp Trp Ala Tyr Ala Gly 

130 135 140 

Gly Arg Gin Leu 
145 

<210> 3289 
<211> 554 
<212> DNA 

<213> Homo sapiens 
<400> 3289 

acgcgtagtg atctgtgcga ggtcacacag caaatctgtg ggaggctagg gttcaaacct 
60 

cacagcatgg actcttccct gtgtcccgtt cctgccttcg cctcctccca gctcttctct 
120 

cccagcctcc tagcccaata tcagggccgg aggcactgga gaacttccgg ctaaggcagg 
180 

cctcccctcc cattcacaga gccctgccag ggtggctggc aatggtgaag tccagggcag 
240 

agatggggac agaggggacg ccttggattc gactctgtgg tgggtggacc acctccctga 
300 

gaccaggcat ccacgtcggg cagcacatgc tacccagtcc acagaagagg aaacagaggc 
360 

tccgagagga agggactgtg tccagggcgg gacccaggcc cttctgcact gggtcaatga 
420 

gccaagcaca tcaccccagc ccttggggag caggagccgg gccttgcagg gtgaggagct 
480 

gggaaaagca aagctccatg gaaggcaacc gggaatcatc acaaatagga cataactagt 
540 

ataagctgca attg 
554 

<210> 3290 
<211> 129 
<212> PRT 

<213> Homo sapiens 
<400> 3290 

Met He Pro Gly Cys Leu Pro Trp Ser Phe Ala Phe Pro Ser Ser Ser 

15 10 15 

Pro Cys Lys Ala Arg Leu Leu Leu Pro Lys Gly Trp Gly Asp Val Leu 

20 25 30 

Gly Ser Leu Thr Gin Cys Arg Arg Ala Trp Val Pro Pro Trp Thr Gin 
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35 40 45 

Ser Leu Pro Leu Gly Ala Ser Val Ser Ser Ser Val Asp Trp Val Ala 

50 55 60 

Cys Ala Ala Arg Arg Gly Cys Leu Val Ser Gly Arg Trp Ser Thr His 
65 70 75 80 

His Arg Val Glu Ser Lys Ala Ser Pro Leu Ser Pro Ser Leu Pro Trp 

85 90 95 

Thr Ser Pro Leu Pro Ala Thr Leu Ala Gly Leu Cys Glu Trp Glu Gly 

100 105 110 

Arg Pro Ala Leu Ala Gly Ser Ser Pro Val Pro Pro Ala Leu lie Leu 
115 120 125 

Gly 



<210> 3291 

<211> 1075 

<212> DNA 

<213> Homo sapiens 

<400> 3291 

nngcntatgg ggtgcgcttt acgcgactgc 
60 

ggctggaggc ccccgcgcgt gccttcgcct 
120 

tgggcccctt ctcccgccac gcctgcggtg 
180 

gcctctgtcc ctccgcactg gctgttcacc 
240 

agcgagtctn ggcgtcgacc gctgccgcca 
300 

cttccctagc ctacatagcc cttggccatg 
360 

ccccccacag gtggacagac gccttcgnnt 
420 

cgctcaccgc gtgtccgggg ccctggcgcg 
480 

ctgacagccg agctgatggc gcaccccggc 
540 

gtgaaggccc cgacgctttc tcttgctctt 
600 

ccgcgcccac gctgcgggcc cagcttgccc 
660 

acctggactc caagaggcca ggggaggagg 
720 

tggaaccctc ccnntactct gaccccctac 
780 

aagaaagggg agccaggatt tagtcctggc 
840 

ctgttgactt ccctgggtag gacactgcca 

900 

tggcatctag agtttgagca gccttcttgg 
960 

ctagggcccg cagagcattt gctgcccctc 
1020 



cgctggagcg cggtgtgggt ggctgcactt 
gcgccgtgga gcgcgacgcc cgggccgccg 
aggctccccg ccccgtctcc taccatagct 
tggctagctg tgtccgtttc tcaacccgga 
ccccagttac cccctcccac cccgccgtcc 
gcccggcctg gtcccacctc tgatgtcccg 
gggcctgagc acttgcggcc ggcacatgtc 
ggtcctggaa gtaccctagc gggccacacc 
taccccagtg tgcctccacc ggcggctgcg 
gggagcggct gcatgagctg cgcgtcctca 
aggatggcgt gcagctttgc gccctcgacg 
tcccctgtga gcccactctg gaacccttcc 
agacaaccaa gcactaatcc ccttagtacc 
ccagcccaga gctgggacct ggagcacgat 
cctctgggct caggtcctca tgcctccaaa 
ctgcaggcag gcctagcctg tggcagcggg 
catgttgcaa tgcaaacacc ttcaccactg 
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gggcagtggg gagagatggc tatattaata aaataacgtg tgtctttcaa aaaaa 
1075 

<210> 3292 

<211> 102 

<212> PRT 

<213> Homo sapiens 

<400> 3292 



Xaa 


Xaa 


Met 


Gly 


Cys 


Ala 


Leu 


Arg 


Asp 


Cys 


Arg Trp 


Ser 


Ala 


Val 


Trp 


1 








5 










10 










15 




Val 


Ala 


Ala 


Leu 


Gly 


Trp 


Arg 


Pro 


Pro 


Arg 


Val 


Pro 


Ser 


Pro 


Ala 


Pro 








20 










25 










30 






Trp 


Ser 


Ala 


Thr 


Pro 


Gly 


Pro 


Pro 


Trp 


Ala 


Pro 


Ser 


Pro 


Ala 


Thr 


Pro 






35 










40 










45 








Ala 


Val 


Arg 


Leu 


Pro 


Ala 


Pro 


Ser 


Pro 


Thr 


lie 


Ala 


Ala 


Ser 


Val 


Pro 




50 










55 










60 










Pro 


His 


Trp 


Leu 


Phe 


Thr 


Trp 


Leu 


Ala 


Val 


Ser 


Val 


Ser 


Gin 


Pro 


Gly 


65 










70 










75 










80 


Ser 


Glu 


Ser 


Xaa 


Arg 


Arg 


Pro 


Leu 


Pro 


Pro 


Pro 


Gin 


Leu 


Pro 


Pro 


Pro 










85 










90 










95 




Thr 


Pro 


Pro 


Ser 


Leu 


Pro 























100 



<210> 3293 

<211> 2362 

<212> DNA 

<213> Homo sapiens 

<400> 3293 

nnctcaccga agccggcgct ccccgccgga gatgaggaaa ctgaggctca gagaggtcac 
60 

atggcttgct cgaggccccc cagccagtgt gaacccacat ccctgccccc agggccacct 
120 

gcaggacgcc gacacctacc cctcagcaga cgccggagag aaatgagtag caacaaagag 
180 

cagcggtcag cagtgttcgc gaccctcttt gccctcatca ccatcctcat cctctacagc 
240 

tccaacagtg ccaatgaggt cttccattac ggctccctgc ggggccgtag ccgccgacct 
300 

gtcaacctca agaagtggag catcactgac ggctatgtcc ccattctcgg caacaagaca 
360 

ctgccctctc ggtgccacca gtgtgtgatt gtcagcagct ccagccacct gctgggcacc 
420 

aagctgggcc ctgagatcga gcgggctgag tgtacaatcc gcatgaatga tgcacccacc 
480 

actggctact cagctgatgt gggcaacaag accacctacc gcgtcgtggc ccattccagt 
540 

gtgttccgcg tgctgaggag gccccaggag tttgtcaacc ggacccctga aaccgtgttc 
600 

atcttctggg ggcccccgag caagatgcag aagccccagg gcagcctcgt gcgtgtgatc 
660 

cagcgagcgg gcctggtgtt ccccaacatg gaagcatatg ccgtctctcc cggccgcatg 
720 
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cggcaatttg acgacctctt ccggggtgag 
780 

tggttgagca caggctggtt taccatggtg 
840 

gtctatggca tggtcccccc caactactgc 
900 

taccactact acgagcccaa ggggccggac 
960 

agtcgcaagg gcaaccacca ccgcttcatc 
1020 

cagctgtatg gcatcacctt ctcccacccc 
1080 

cctcaggagg gtcagaggag aagcagcctc 
1140 

ggccaatcaa ggcttgctgg agtgtctccc 
1200 

ctccagccaa tcagggcctg gggaatctgt 
1260 

gttaatcagg ggtgtctttc ttgtgcagtc 
1320 

ggggtatttc tgagtcaatc tgaggctaag 
1380 

agagccccag gaatggaccc cccaatcact 
1440 

cccaaggagc cgggaacttg gtgttgcccc 
1500 

tgtgggggta gaagctgtct ggaggcccgg 
1560 

gggggcggtg gggaggt ccc agaggtggga 
1620 

agaccttgga caaacccttc cccctctctg 
1680 

gcggagtctg agaccctttc cacctcccct 
1740 

tggaccctcc cagccactat cccttgctgg 
1800 

acctccccac ctcctggaaa actttagggt 
1860 

gactctgaag gaaacgggac aaaaccttaa 
1920 

attagcttgg ctcttaaagg gccaggcctc 
1980 

aactgttgga ggcgcctttg gggctgcccc 
2040 

gtctccctcg accctctgtc gtcctgggat 
2100 

gtcccctggc tctgtatcag gcactttatt 
2160 

tcctgctctt ctggagcctg gaaggaaagg 
2220 

accagatgga ggaggccagc agctagccat 
2280 

actgccccag acttggttct gtaatgattt 
2340 



acgggcaagg acagggagaa gtctcattcg 
accgcggtgg agttgtgtga ccacgtgcat 
agccagcggc cccgcctcca gcgcatgccc 
gaatgtgtca cctacatcca gaatgagcac 
accgagaaaa gggtcttctc atcgtgggcc 
tcctggacct aggccaccca gcctgtggga 
cgcccagccg ctaggccagg gaccatcttt 
agccaatcag ggccttgagg aggatgtatc 
tggcgaatca gggatttggg agtctatgtg 
agggtctgcg cacagtcaat cagggtagag 
gacatgtcct ttcccatgag gccttggttc 
ccccactctg ctgggataat ggggtcctgt 
ctcaatttcc agcaccagaa agagagattg 
ccagagaatt tgtggggttg tggaggttgt 
ggctggcatc caggtcttgg ctctgccctg 
ggcacccttc tgcccacacc agtttccagt 
acaagtgccc tcgggtctgt cctccccgtc 
aaggctcagc tctttggggg gtctggggtg 
atttttgcgc aaactccttc agggttgggg 
gctgttttct tagcccctca gccagctgcc 
cttttctgcc ctctagcagg gaggttttcc 
tttgtctgga gtcactgggg gcttccgagg 
ggctgtcggg agctgtatca cctgggttct 
aaagctgggc ctcagtgggg tgtgtttgtc 
gcttcaggag gaggctgtga ggctggaggg 
tgcacactgg ggtgatgggt gggggcggtg 
gtacaggaat aaacacacct acgccccgaa 
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aaaaaaaaaa aaaaaaaaaa aa 
2362 

<210> 3294 
<211> 353 
<212> PRT 

<213> Homo sapiens 



<400> 3294 



Xaa 


Ser 


Pro 


Lys 


Pro 


Ala 


Leu 


Pro Ala Gly Asp Glu Glu Thr Glu Ala 


1 








5 










10 










15 




Gin 


Arg 


Gly 


His 


Met 


Ala 


Cys 


Ser Arg 


Pro 


Pro 


Ser Gin Cys Glu 


Pro 








20 










25 










30 






Thr 


Ser 


Leu 


Pro 


Pro 


Gly 


Pro 


Pro 


Ala 


Gly Arg Arg 


His 


Leu 


Pro 


Leu 






35 










40 










45 








Ser 


Arg 


Arg 


Arg 


Arg 


Glu 


Met 


Ser 


Ser 


Asn 


Lys 


Glu 


Gin Arg 


Ser 


Ala 




50 










55 










60 










Val 


Phe 


Val 


He 


Leu 


Phe 


Ala 


Leu 


He 


Thr 


He 


Leu 


He 


Leu 


Tyr 


Ser 


65 










70 










75 










80 


Ser 


Asn 


Ser 


Ala 


Asn 


Glu 


Val 


Phe 


His 


Tyr Gly 


Ser 


Leu Arg Gly Arg 










85 










90 










95 




Ser 


Arg 


Arg 


Pro 


Val 


Asn 


Leu 


Lys 


Lys 


Trp 


Ser 


He 


Thr Asp Gly 


Tyr 








100 










105 










110 






Val 


Pro 


He 
115 


Leu 


Gly 


Asn 


Lys 


Thr 
120 


Leu 


Pro 


Ser 


Arg 


Cys 
125 


His 


Gin 


Cys 


Val 


He 


Val 


Ser 


Ser 


Ser 


Ser 


His 


Leu 


Leu 


Gly 


Thr 


Lys 


Leu Gly 


Pro 




130 










135 










140 










Glu 


He 


Glu 


Arg 


Ala 


Glu 


Cys 


Thr 


He 


Arg Met Asn Asp Ala 


Pro 


Thr 


145 










150 










155 










160 


Thr 


Gly 


Tyr 


Ser 


Ala 


Asp 


Val 


Gly 


Asn 


Lys 


Thr 


Thr 


Tyr Arg 


val 


Val 










165 










170 










175 




Ala 


His 


Ser 


Ser 
180 


Val 


Phe 


Arg 


Val 


Leu 
185 


Arg 


Arg 


Pro 


Gin 


Glu 
190 


Phe 


Val 


Asn 


Arg 


Thr 
195 


Pro 


Glu 


Thr 


Val 


Phe 
200 


He 


Phe 


Trp 


Gly 


Pro 
205 


Pro 


Ser 


Lys 


Met 


Gin 
210 


Lys 


Pro 


Gin 


Gly 


Ser 
215 


Leu 


Val 


Arg 


Val 


He 
220 


Gin 


Arg 


Ala 


Gly 


Leu 


Val 


Phe 


Pro 


Asn 


Met 


Glu 


Ala 


Tyr 


Ala 


Val 


Ser 


Pro Gly Arg 


Met 


225 










230 










235 










240 


Arg 


Gin 


Phe 


Asp 


Asp 
245 


Leu 


Phe 


Arg 


Gly 


Glu 
250 


Thr 


Gly 


Lys 


Asp 


Arg 
255 


Glu 


Lys 


Ser 


His 


Ser 
260 


Trp 


Leu 


Ser 


Thr 


Gly 
265 


Trp 


Phe 


Thr 


Met 


Val 
270 


He 


Ala 


Val 


Glu 


Leu 


Cys 


Asp 


His 


Val 


His 


Val 


Tyr 


Gly Met 


Val 


Pro 


Pro 


Asn 






275 










280 










285 








Tyr 


Cys 
290 


Ser 


Gin 


Arg 


Pro 


Arg 
295 


Leu 


Gin 


Arg 


Met 


Pro 
300 


Tyr 


His 


Tyr 


Tyr 


Glu 


Pro 


Lys 


Gly 


Pro 


Asp 


Glu 


Cys 


Val 


Thr 


Tyr 


He 


Gin 


Asn 


Glu 


His 


305 










310 










315 










320 


Ser 


Arg 


Lys 


Gly 


Asn 
325 


His 


His 


Arg 


Phe 


He 
330 


Thr 


Glu 


Lys 


Arg 


Val 
335 


Phe 


Ser 


Ser 


Trp 


Ala 
340 


Gin 


Leu 


Tyr 


Gly 


He 
34 5 


Thr 


Phe 


Ser 


His 


Pro 
350 


Ser 


Trp 



Thr 
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<210> 3295 
<211> 690 
<212> DNA 

<213> Homo sapiens 
<400> 3295 

cacagggaag agagatttga tcatctagtc ccggttttgc ctggatgtga gatgggctca 
60 

gggcagggag ggggtgatgc tgtcatcctt ctcggctgga gcaggaagat gaaggacgat 
120 

gtcagactca ttttcagcct cattaggcag cagacggaga tggagggagg agagcaggag 
180 

gctgggggat gggctctgca ctgcagagac cagcagggac taaagaagag aggacatggg 
240 

gaactggaaa aataagcctt ccaggattgt ggggagaaag acgctgtggg agaggccagg 
300 

atgctgcatt aggcacagga taacctggga acccaggcac atgggtcctg ctctccgaag 
360 

tctgcaagtc aagaagggaa cagagcacgc cgaccctctc cctttcccct ctgtctctct 
420 

tagtggcttt acagtgggta ccctgtcaga aaccagcact gggggccctg ccacccccac 
480 

atggaaggag tgtcctatct gtaaggagcg ctttcctgct gagagtgaca aggatgccct 
540 

ggaggaccac atggatggac acttcttttt cagcacccag ggaccccttc acctttgagt 
600 

gatcttactc cctcgtacat gcacaaatac acactcatgc acacacacac tcacacacat 
660 

gcatacactt aggtttcatg cccattttct 
690 

<210> 3296 
<211> 120 
*212> PRT 

<213> Homo sapiens 
<400> 3296 

Met Gly Asn Trp Lys Asn Lys 

1 5 
Leu Trp Glu Arg pro Gly Cys 
20 

Pro Arg His Met Gly Pro Ala 
35 

Thr Glu His Ala Asp Pro Leu 

50 55 
Phe Thr Val Gly Thr Leu Ser 
65 70 
Pro Thr Trp Lys Glu Cys Pro 
85 

Ser Asp Lys Asp Ala Leu Glu 
100 

Ser Thr Gin Gly Pro Leu His 



Pro Ser Arg 
10 

Cys lie Arg 
25 

Leu Arg Ser 
40 

Pro Phe Pro 

Glu Thr Ser 

lie Cys Lys 
90 

Asp His Met 
105 

Leu 



He val Gly 

His Arg lie 

Leu Gin Val 
45 

Ser Val Ser 
60 

Thr Gly Gly 
75 

Glu Arg Phe 
Asp Gly His 



Arg Lys Thr 
15 

Thr Trp Glu 
30 

Lys Lys Gly 

Leu Ser Gly 

Pro Ala Thr 
80 

Pro Ala Glu 
95 

Phe Phe Phe 
110 
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115 120 

<210> 3297 

<211> 3176 

<212> DNA 

<213> Homo sapiens 

<400> 3297 

ncgctttttt nttttttttt tttttttttg 
€0 

gagacagtgg tgtgatcttg gctcactgca 
120 

ctgcctcagc ctcccaagta gctgggatta 
180 

ttgtattttt agtaaagatg gggttttgta 
240 

cctcaactga actgccccca tcgggcttcc 
300 

gggcccgggc aaacttggaa acattttttt 
360 

aaaatgggaa taaaatatct accttgtaag 
420 

acattatctc atttaatctt cacaacaacc 
4B0 

tacagttgag tgaaagtgag gcagttcaga 
540 

tggcagagcc aagatttaaa cccagctctg 
600 

ttctgtaatg tctcatttct aggaatgaat 
660 

ctctgaggcg cctctgacaa ccataattgc 
720 

gtggctcttc ctgctgcagc cgtgggcctt 
780 

ttatctgggg attctcattg ctgacggtgc 
840 

acaggctttg gagtcaggca aacctgggtt 
900 

aggacttttg gtgagcaggc actgtctgat 
960 

gggggcacac aagtaggcca aagatgatct 
1020 

tactctcccc aagaggctgc agccaagaga 
1080 

gagtctgggc tttgtgggaa aggaagtggg 
1140 

aatcttccag ttagaacttt atacgcagga 
1200 

atttttctca ttgctgctct aagtggctgc 
1260 

ctttgttgag ttcagtaaac atttattgtg 
1320 

atacagggat gaaacaggga cagtgcccat 
1380 



agacggagtc ttgcactgtt gcccaggctg 
gtctccacct ctcaaattca agtgattctc 
taggtgcccg ccaccctgcc tggctaattt 
acattggcca ggctggtctc aaactcctga 
aaagtgttgg gactagaggt ctgagctact 
ccttcctagt gcctcagttt tctcaaatgt 
acttttgtga gggtctaata actgttatat 
tttaaaatag ggatacgatc attctcaatt 
tggcttgact aaggttacct ggcatttgag 
tctgatgcta gaccctttgc ttcaaccata 
gaaggaatgt tcacacatgt atcatccagc 
ctcctcatga aaccgagccc agttcctcct 
gctctcctgg ctggaagcgc tgttttcatc 
tggaggctgt ggggcacagt ggtttcaagc 
tcaatatggc tcaggaagct gttgggcagg 
aatggcgttt cccaggatcc caggtttctt 
gggaaccccc cagagaattg cctcatactg 
ataggggcca cgtcacgggg gctcatgatg 
gagggtctca gaaatgtttt tacaatgtaa 
tttaatcaga aggaaatttg gacaggactc 
tctaagcagt ctggactgtc tcccctgtgg 
cacatactgt gtgcaggcac tttgctgggg 
gcctgagggc attgccctga agctggatgc 
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taaggccatc 
1440 

tgtgtctgtg 
1500 

gtttgtgtgt 
1560 

ttctgtatgt 
1620 

cattttgttt 
1680 

gtgtgtctgt 
1740 

gtgtgtgtgt 
1800 

gcatggaagg 
1860 

caagaccaac 
1920 

ggtttgcatt 
1980 

ccttctgtga 
2040 

gttggggata 
2100 

ggaaccagtc 
2160 

agtcttttgt 
2220 

gctgacctgc 
2280 

tcatagcata 
2340 

accaggtatc 
2400 

gatttctttg 
2460 

tctgaagggc 
2520 

agcctgacag 
2580 

acgactactc 
2640 

aaccccacca 
2700 

accgtgcgtg 
2760 

aatgaaatta 
2820 

gaataagcca 
2880 

taatgtcaat 
2940 

tccagtgacc 
3000 



tgtgtgtgtg 
ctctgtgtct 
gtatctgtgt 
gtctctgtgt 
gtttctgggt 
gtgtgtgtat 
gtgtgtgtat 
tgtatcctca 
tctggtggtg 
tcctaggaaa 
ttgagagagc 
gccacagaga 
tgcctttagg 
ttgttcataa 
tgctcccagg 
gcacaaaccc 
ttcaggagtg 
ttaaagtctg 
caaaggcaga 
tggctgcctt 
accaatggga 
ccacccagta 
acatcgaccc 
tggttgcacc 
ctctcttggc 
catgtcagtg 
gtgtgtgggc 



tctgtgtgtc 
atgtgtatgt 
gtgtgttnct 
gtgtctatat 
gtgtctatct 
ttgtnngtgt 
tgagagggag 
ttcacagccc 
cctggctgac 
agaatgtagg 
acagccttgt 
agagacagag 
cccaaacccc 
aaaaccaatc 
ttaatgtgat 
ttagagattc 
aggaccacaa 
aaggagagaa 
agtgctgggg 
atgtggcagt 
ccaggtggcc 
tgccagcctc 
ccagaacgat 
agataaagac 
tccccgtgtc 
gactagcaca 
tggcggctct 



tgcatgtatc 
ctgtgtgagt 
ctgtgtgcct 
gtgtgtatct 
gcgtgtctct 
ctctgtatgt 
ggagaaagaa 
tgggaggaat 
agtgggaatg 
agttggagtc 
gtgcattggc 
ggaaccgcag 
caactatgaa 
tgggaaccag 
cttggctggt 
cccttgccct 
aaaattggag 
gactcagggg 
gagtgtcaag 
gagtttcagt 
atagagggct 
atgcacagct 
ctcaccttcc 
tatttcctga 
attccttaat 
tggcagtcgc 
tctcccccac 



tctgtgtctg 
gtctgtgggt 
gtatgcgtct 
gtgtctatgt 
gtatacctgt 
gcgtccgtgg 
agggagcgac 
cagtcaatcc 
tgacttttca 
tcaaggagtg 
tgacagttac 
acagtgagca 
tacctcacct 
aggtggacag 
gctgacaagt 
caccggggtc 
atctcaccag 
catctctctg 
ttttcattta 
caacagtcaa 

ggggagtgca 

tcatcctgaa 
ttcgaattcg 
ttgtgattca 
ttaatgcccc 
ttggaaccca 
caacggaacc 



cgtgtgtctc 
ctctttttgt 
tgatgtgtgt 
atgtgtgtgt 
atctccgtgt 
gtgtgtgtct 
agatgggtca 
acctactggt 
tttaagaatg 
tttttttttt 
caatctgcgt 
ggagtctggt 
tagggagctc 
gaaagaggag 
gtattatggt 
accacaccaa 
ggtgggcaga 
gctccaaatc 
caacagggac 
cagaggccca 
gagcaaggac 
ggcacggagc 
ctccaagaaa 
gaatccaacc 
ccaagaatgt 
ctcacaccaa 
cctgtgtgca 
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ccaaccttcc ccagagctcc ggagcgccct ctcctcactt ccaggttttg gagcaagagc 
3060 

ttgcaggaag cccgcaccca gcttccttct gaccttcagt tcactttgtc gcccttggag 
3120 

aaagctgttt ttctttaact aaaaataacc aaaatgctaa aaaaaaaaaa aaaaaa 
3176 

<210> 3298 
<211> 251 
<212> PRT 

<213> Homo sapiens 
<400> 3298 

Gly His Leu Cys Val Cys Leu Cys Val Cys Met Tyr Leu Cys Val Cys 

15 10 15 

Val Cys Leu Cys Val Cys Ala Leu Cys Leu Cys Val Cys Leu Cys Glu 

20 25 30 

Cys Leu Trp Val Ser Phe Cys Val Cys Val Cys He Cys Val Cys Val 

35 40 45 

Xaa Leu Cys Ala Cys Met Cys Leu Asp Val Cys Phe Cys Met Cys Leu 

50 55 60 

Cys Val Cys Leu Tyr Val Cys He Cys Val Tyr Val Cys Val Cys His 
65 70 75 80 

Phe Val Cys Phe Trp Val Cys Leu Ser Ala Cys Leu Cys He Pro Val 

85 90 95 

Ser Pro Cys Val Cys Leu Cys Val Cys He Cys Xaa Cys Leu Cys Met 

100 105 110 

Cys Val Arg Gly Cys Val Ser Val Cys Val Cys Val Cys He Glu Arg 

115 120 125 

Glu Gly Glu Arg Lys Gly Ala Thr Asp Gly Ser Ala Trp Lys Val Tyr 

130 135 140 

Pro His Ser Gin Pro Trp Glu Glu Ser Val Asn Pro Pro Thr Gly Gin 
145 150 155 160 

Asp Gin Leu Trp Trp Cys Leu Ala Asp Ser Gly Asn Val Thr Phe His 

165 170 175 

Leu Arg Met Gly Leu His Phe Leu Gly Lys Glu Cys Arg Ser Trp Ser 

180 185 190 

Leu Lys Glu Cys Phe Phe Phe Pro Phe Val He Glu Arg Ala Gin Pro 

195 200 205 

Cys Val His Trp Leu Thr Val Thr Asn Leu Arg Val Gly Asp Ser His 

210 215 220 

Arg Glu Glu Thr Glu Gly Thr Ala Asp Ser Glu Gin Glu Ser Gly Gly 
225 230 235 240 

Thr Ser Leu Pro Leu Gly Pro Asn Pro Gin Leu 
245 250 

<210> 3299 
<211> 1387 
<212> DNA 

<213> Homo sapiens 
<400> 3299 

nnaccggtaa ttcctcctat tggtgtgcag cagccacatt gaaggataga gtggcagcag 
60 
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aggccaagga tcgtgagttg atggagtttg ctgctgaaaa tgaagggaag tctgggggag 
120 

gtctccacag cgtagcttaa gggggtgcgg ctaagtccag agcctggcag ggagggagta 
180 

agggacttag caggggcgga ggagttcggc ggcggagagg aggggacagg gctgacaggg 
240 

ataaaggaga taggggatgg agaggaagga agtggacaaa ggccagagga aataccgatg 
300 

gacctaacgg tagtgaagca ggaaattata gactggccag gtacagaagg caggttggct 
360 

ggccagtggg tagaacagga ggtggaggat aggcctgagg tgaaggatga gaacgcaggc 
420 

gtattggagg tgaagcagga gacggatagt agtttagtgg taaaagaagc gaaggtgggt 
480 

gaaccagagg taaaggaaga gaaggtaaag gaagaggtaa tggactggtc agaagtgaag 
540 

gaagagaagg ataacttgga gataaaacag gaggagaagt ttgttggtca atgcataaaa 
600 

gaggaattga tgcattgaga gtgtgtaaaa gaagagaagg atttcctgaa gaaagaaatc 
660 

gtggatgata caaaggtgaa agaagagcct ccgataaatc acccggtggg ctgcaagcgg 
720 

aaactggcca tgtcaaggtg tgagacttgt ggtacagaag aagcaaagta cagatgtcca 
780 

cgttgtatgc gatattcctg cagtttgccc tgtgtaaaga aacacaaagc agaactgaca 
840 

tgtaatggag ttcgagataa aactgcatac atttcaatac aacagtttac tgaaatgaat 
900 

ctcctaagtg attatcgatt tttggaagat gtggcaagaa cagcggacca tatttctaga 
960 

gatgcttttt tgaagagacc aataagcaat aaatatatgt actttatgaa aaatcgtgcc 
1020 

cggagcaaag gtattaactt aaaacttcta cccaatggat ccaccaagag gaaggagaat 
1080 

tcaacctttt ttgataagaa aaaacaacag ttttgttggc atgtgaagct ccagtttcct 
1140 

caaagtcaag ctgagtacat agaaaaaaga gtaccagatg ataaaactat taatgaaatc 
1200 

ctaaaacctt acattgatcc tgaaaagtct gatcctgtaa ttcgtcaaag gttgaaagcc 
1260 

tacattcgct ctcagactgg ggttcagatt ttaatgaaga ttgaatatat gcagcaaaat 
1320 

ttagtaagat attatgaact agatccttat aaaagtctcc tagacaattt gaggaacaaa 

1380 

gtgatca 

1387 

<210> 3300 
<211> 219 
<212> PRT 

<213> Homo sapiens 
<400> 3300 

Met Ser Arg Cys Glu Thr Cys Gly Thr Glu Glu Ala Lys Tyr Arg Cys 



2490 



WO 00/58473 PCT/USOO/08621 



15 10 15 

Pro Arg Cys Met Arg Tyr Ser Cys Ser Leu Pro Cys Val Lys Lys His 

20 25 30 

Lys Ala Glu Leu Thr Cys Asn Gly Val Arg Asp Lys Thr Ala Tyr He 

35 40 45 

Ser He Gin Gin Phe Thr Glu Met Asn Leu Leu Ser Asp Tyr Arg Phe 

50 55 60 

Leu Glu Asp Val Ala Arg Thr Ala Asp His lie Ser Arg Asp Ala Phe 
65 70 75 80 

Leu Lys Arg Pro He Ser Asn Lys Tyr Met Tyr Phe Met Lys Asn Arg 

85 90 95 

Ala Arg Ser Lys Gly He Asn Leu Lys Leu Leu Pro Asn Gly Phe Thr 

100 105 110 

Lys Arg Lys Glu Asn Ser Thr Phe Phe Asp Lys Lys Lys Gin Gin Phe 

US 120 125 

Cys Trp His Val Lys Leu Gin Phe Pro Gin Ser Gin Ala Glu Tyr lie 

130 135 140 

Glu Lys Arg val Pro Asp Asp Lys Thr He Asn Glu He Leu Lys Pro 
145 150 155 160 

Tyr He Asp Pro Glu Lys Ser Asp Pro Val He Arg Gin Arg Leu Lys 

165 170 175 

Ala Tyr He Arg Ser Gin Thr Gly Val Gin He Leu Met Lys He Glu 

180 185 190 

Tyr Met Gin Gin Asn Leu Val Arg Tyr Tyr Glu Leu Asp Pro Tyr Lys 

195 200 205 

Ser Leu Leu Asp Asn Leu Arg Asn Lys Val He 
210 215 

<210> 3301 

<211> 2109 

<212> DNA 

<213> Homo sapiens 



<400> 3301 

ctgatggccc ggcatgggtt accgctgctg 
60 

ctcaagctag gaaatggaca ggctactagc 
120 

atgggaacaa attctccaga cagcagagat 
180 

aaaccctttg ccatcgacat atttcctgtc 
240 

gagaaaaagt atcggacaga agctgagatg 
300 

gtctctgatg agctgagaaa caaagccacc 
360 

ggaactggtt ccagccaaac cgcaccaacc 
420 

aagctgagga tggcttccat ggagtctccc 
480 

tacgggctct atgacctcct ggggaacgtg 
540 

gctgagcagg acatgcgcgt cctccggggg 
600 



cccctgctgt cgctcctggt cggcgcgtgg 
atggtccaac tgcagggtgg gagattcctg 
ggtgaagggc ctgtgcggga ggcgacagtg 
accaacaaag atttcaggga ttttgtcagg 
tttggatgga gctttgtctt tgaggacttt 
cagccaatga aggtcaagtt tacccatggg 
tgtggcaggg aaagttcccc aagggagaca 
ncagtgaatg ctttccccgc ccagaacaac 
tgggagtgga cagcatcacc gtaccaggct 
catcctggat cgacacagct gatggctctg 
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ccaatcaccg ggcccgggtc accaccagga 
660 

acctcggttt ccgctgtgct gcagacgcag 
720 

ggtggtgaca aggagaaaag ccttctaggg 
780 

agcgcaattc caagctcgag agcttcagcc 
840 

catccctctg tggcaggcgc ctctcaccag 
900 

ggagaagggg cccaatgtgt gttgacgatg 
960 

aagtattatt gacacaggat tgcaaacaca 
1020 

ccatttttta agcattttaa aatctattct 
1080 

gctgacattg tttcctcaag gcagaatttt 
1140 

ggaaggagaa tgctttcttt gtggcctcat 
1200 

agtttccact gtgtaacagg cagacatgta 
1260 

ggtctgggag aaccagatga tgtactaggt 
1320 

aatagtactc cagaaagaca aatatcagaa 
1380 

tttttgagac agggtctttc tctgttgccc 
1440 

ctctagcctt gaattcctgg gcccaagcaa 
1500 

gactacaagt gtgcaccacc atgcctggct 
1560 

tcgctctgtt gcccagggtg gtctcgaact 
1620 

ctcccaaagt gctgggatta caggtgtgag 
1680 

cctccaaaaa catgtccctg gagagtagcc 
1740 

gccaataaaa tctcctgcaa ttgtgtatct 
1800 

tgaccctaag ggaagaaagc ctgagtgtca 
1860 

gagatggtgg ctcatctagg aagtagagga 
1920 

tgatctctgc ccacccaggg cctgccccag 
1980 

ccacttccct tgtgcacagc ctttgagagg 
204 0 

ccagggccaa gtgctccttc tgcagaggcc 
2100 

tccatggct 
2109 

c210> 3302 



tgggcaacac tccagattca gcctcagaca 
gccggccgcc aggggagctg taagcagccg 
tcactgtcat tccctggcca tgttgcaaac 
tcaggaaaga acttcccctt ccctgtctcc 
ggcaggagag gactcagcct cctgtgtttt 
gctgggggcc aggtgtttcc gttagaggcc 
caaacaattg gaacagagca cectgaaagg 
ctcccccttt ctccctggat gattcaggaa 
cctggttctg ttttctcagc cagttgctgt 
ctgtggtttc gtgtccctct gaaggaaact 
actattcaaa gcacagttca gtcctaaaag 
gaagcattgc attgtgggaa tcacaaagca 
gcttcctatt cttttttttt tttttttttt 
aggctagagt gcactggtga tcacggctca 
ttctcccacc tcagcctcct gagtagctgg 
aattttttga atttttgtag tgatgggatc 
cctggcctca agcgatcctc ccacctcgac 
ccacctcgcc tgggccccct tctccatatg 
tgctcccaca ctgtcactgg atgtcatggg 
cagacatttg tgtctttgat cctcaccctg 
gtaactctgg gcctccccta aagagaaatg 
gcagggggtt cctggttctc aggccacgtg 
cctgcaggta ttgctgtgtg gtgggaacac 
ggatcgtggc ctcagttcca ggggttcctg 
tgcacgcatc tcaccccttt gacttgtatt 
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<211> 323 
<212> PRT 

<213> Homo sapiens 



<400> 3302 



Leu 


Met 


Ala 


Arg 


1 








Val 


Gly 


Ala 


Trp 








20 


Gin 


Leu 


Gin 


Gly 






35 




Arg Asp Gly 


Glu 




50 






lie 


Asp 


lie 


Phe 


65 








Glu 


Lys 


Lys 


Tvt* 


Phe 


Glu 


Asp 


Phe 








100 


Met 


Lys 


Val 


Lys 






115 




Pro 


Thr 


Cys 


Glv 




130 






Ala 


Ser 


Met 


Glu 


145 








Tyr Gly Leu 




Pro 


Tyr Gin 


Ala 








180 


Gly Ser Thr 


Gin 






195 




Pro 


Gly Trp 


Ala 




210 






Ala 


Val 


Leu 


Gin 


225 








Gly 


Gly Asp 


Lys 


His 


Val 


Ala 


Asn 








260 


Lys 


Asn 


Phe 


Pro 






275 




His 


Gin Gly 


Arg 




290 






Gin 


Cys 


Val 


Leu 


305 








Lys 


Tyr 


Tyr 





His Gly Leu Pro 
5 

Leu Lys Leu Gly 

Gly Arg Phe Leu 
40 

Gly Pro Val Arg 
55 

Pro Val Thr Asn 
70 

Arg Thr Glu Ala 
85 

Val Ser Asp Glu 

Phe Thr His Gly 
120 

Arg Glu Ser Ser 
135 

Ser Pro Xaa Val 
150 

Asp Leu Leu Gly 
165 

Ala Glu Gin Asp 

Leu Met Ala Leu 
200 

Thr Leu Gin lie 
215 

Thr Gin Ala Gly 
230 

Glu Lys Ser Leu 
245 

Ser Ala lie Pro 

Phe Pro Val Ser 
280 

Arg Gly Leu Ser 
295 

Thr Met Ala Gly 
310 



Leu Leu Pro Leu 
10 

Asn Gly Gin Ala 
25 

Met Gly Thr Asn 

Glu Ala Thr Val 
60 

Lys Asp Phe Arg 
75 

Glu Met Phe Gly 
90 

Leu Arg Asn Lys 
105 

Gly Thr Gly Ser 

Pro Arg Glu Thr 
140 

Asn Ala Phe Pro 
155 

Asn Val Trp Glu 
170 

Met Arg Val Leu 
185 

Pro lie Thr Gly 

Gin Pro Gin Thr 
220 

Arg Gin Gly Ser 
235 

Leu Gly Ser Leu 
250 

Ser Ser Arg Ala 
265 

His Pro Ser Val 

Leu Leu Cys Phe 
300 

Gly Gin Val Phe 
315 



Leu Ser Leu Leu 
15 

Thr Ser Met Val 
30 

Ser Pro Asp Ser 
45 

Lys Pro Phe Ala 

Asp Phe Val Arg 
80 

Trp Ser Phe Val 
95 

Ala Thr Gin Pro 
110 

Ser Gin Thr Ala 
125 

Lys Leu Arg Met 

Ala Gin Asn Asn 
160 

Trp Thr Ala Ser 
175 

Arg Gly His Pro 
190 

Pro Gly Ser Pro 
205 

Thr Ser Val Ser 

Cys Lys Gin Pro 
240 

Ser Phe Pro Gly 
255 

Ser Ala Ser Gly 
270 

Ala Gly Ala Ser 
285 

Gly Glu Gly Ala 

Leu Leu Glu Ala 
320 



<210> 3303 

<211> 699 

<212> DNA 

<213> Homo sapiens 

<400> 3303 
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cctaggaagc gggacttcac caatgaagcc 
60 

tcccccctgt ctccacaccg aagagccaag 
120 

gtgacgcccg acctgctgaa tttcaagaaa 
180 

cagtggaaga aacactggtt tgtcctcgcc 
240 

gtggctgagg aggcagccga cttggatgga 
300 

acagagtatc cagttcagag aaactatggc 
360 

accctgtcgg ccatgacatc tgggattcgg 
420 

gtgcacccga ccactgcccc ggatgtgacc 
480 

agctgctctt ttgagacctg cccgaggtcc 
540 

ccggaccctg agcagaagag gagccgcgca 
600 

acctttgact gggctgagtt ccgtcccatc 
660 

ggcgtggggc ctgctgacac ccacgagccc 
699 



cccccagctc ctctcccaga cgcctcggct 
tcactggaca ggaggtccac ggagccctcc 
ggctggctga ctaagcagta cgaggacggc 
gatcaaagcc tgagatacta cagggattca 
gaaattgact tgtccgcatg ttacgatgtc 
ttccagatac atacaaagga gggcgagttt 
cggaactgga tccagaccat catgaagcac 
agctcgttgc cagaggaaaa aaacaagagc 
actgagaagc aagaggcaga gctgggggag 
cgggagcgga ggcgagaggg ccgctccaag 
cagcaggccc tggctcagga gcgggtgggc 
ctgcgccct 



<210> 3304 

<211> 233 

<212> PRT 

c2l3> Homo sapiens 



<400> 3304 

Pro Arg Lys Arg Asp Phe Thr Asn Glu Ala Pro Pro Ala Pro Leu Pro 

15 10 15 

Asp Ala Ser Ala Ser Pro Leu Ser Pro His Arg Arg Ala Lys Ser Leu 

20 25 30 

Asp Arg Arg Ser Thr Glu Pro Ser Val Thr Pro Asp Leu Leu Asn Phe 

35 40 45 

Lys Lys Gly Trp Leu Thr Lys Gin Tyr Glu Asp Gly Gin Trp Lys Lys 

50 55 60 

His Trp Phe Val Leu Ala Asp Gin Ser Leu Arg Tyr Tyr Arg Asp Ser 
65 70 75 80 

Val Ala Glu Glu Ala Ala Asp Leu Asp Gly Glu lie Asp Leu Ser Ala 

85 90 95 

Cys Tyr Asp Val Thr Glu Tyr Pro Val Gin Arg Asn Tyr Gly Phe Gin 

100 105 110 

He His Thr Lys Glu Gly Glu Phe Thr Leu Ser Ala Met Thr Ser Gly 

115 120 125 

He Arg Arg Asn Trp He Gin Thr He Met Lys His Val His Pro Thr 

130 135 140 

Thr Ala Pro Asp Val Thr Ser Ser Leu Pro Glu Glu Lys Asn Lys Ser 
145 150 155 160 

Ser Cys Ser Phe Glu Thr Cys Pro Arg Ser Thr Glu Lys Gin Glu Ala 

165 170 175 

Glu Leu Gly Glu Pro Asp Pro Glu Gin Lys Arg Ser Arg Ala Arg Glu 
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180 185 190 

Arg Arg Arg Glu Gly Arg Ser Lys Thr Phe Asp Trp Ala Glu Phe Arg 

195 200 205 

Pro lie Gin Gin Ala Leu Ala Gin Glu Arg Val Gly Gly Val Gly Pro 

210 215 220 

Ala Asp Thr His Glu Pro Leu Arg Pro 
225 230 

<210> 3305 

<211> 2717 

<212> DNA 

<213> Homo sapiens 



<400> 3305 

nnggatcccc gctactttct ccagatgaca 
60 

atggccaacg tgcaggtctc tggaggggga 
120 

agggtcgcca agaatgaggc gctctggcac 
180 

gggactgtgc gaactgcagt ggagttccag 
240 

ctgctggggt cctcagcctc cttggactgt 
300 

atcagtgtgg agtggcgact gcagcacaag 
360 

gcagggcagg ggcaggctgt gcggaagggc 
420 

ggcnncaggg atgcctccct caccctgccc 
480 

atttgccaga tcaccacctc tctgtaccga 
540 

gcttccccta aagtacgact gagcttggca 
600 

gacattgctg gctattaccc tctggatgtg 
660 

ggatccccag cccaagtctc tggtgcctcc 
720 

acctacagca tctcctcctc tctcaccgca 
780 

ctgccaggtc acacacatct ctctggagga 
840 

accagagcgg agaacagcct tgggagtcat 
900 

gatgttcctg gggcttcaga gacggcaagc 
960 

acgccgggag accacttcct gtgctgacac 
1020 

agcgcgtgta agccagccca gctgacctaa 
1080 

acccttcccc aagcccccac agctactcca 
1140 

taggaatttg tattttttgc ctttgttcag 
1200 



gagaccactg ttaagacagc agcttggttc 
cctagcatct ccttggtgat gaagactccc 
ccgacgctga acttgccact gagcccccag 
gtgatgacac agacccaatc cctgagcttc 
ggcttctcca tggcaccggg cttggacctc 
ggcaggggtc agttggtgta cagctggacc 
gctaccctgn gagcctgcac aactgggcat 
ggcctcacta tacaggacga ggggacctac 
gctcagcaga tcatccagct caacatccaa 
aacgaagctc tgctgcccac cctcatctgc 
gtggtgacgt ggacccgaga ggagctgggt 
ttctccagcc tcaggcaaag cgtggcaggc 
gaacctgggc tctgcaggtg ccacttacac 
gccccttggg gccagcaccc aggttgtccc 
ctttgccagc agtctcttcc ttcttgcact 
acctacagga cttgggctgc ttcaggctga 
acagagctcc catctccatg aagaccgcac 
agcgacatga gactactaga aagaaacgac 
acccaaacaa caaccaagcc agtttaatgg 
aatacatgac attggtaaat atgccacatg 
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cctttggtgg aagtacaact gttgttatta 
1260 

aaaaaagaca aagaggtgat gacagacaca 
1320 

accgaagaac gggatgtggg aagctcagct 
1380 

tgcacatttg ctcatgcaca tgggtggtgg 
1440 

agagggtaca gggtgggtga gaaagaaagt 
1500 

caactacacc tggtgagcct cagagggaca 
1560 

tgggagagcc aagaggacgg attcgctcca 
1620 

tcttctccag cggtgacccc ctgcattagg 
1680 

ctcgaggggg gccgttggga gggtactgac 
1740 

tgggcaggac gaagggaatg tgggaaacaa 
1800 

caatgaaatg ctgctgcatg gaaagtgggc 
1860 

tcttcctgtt cgtggaccga gggaagaagg 
1920 

ttcccagcct gccctcctcc ccttgcacct 
1980 

aagctcagca attgccccga agataggctg 
2040 

atacacacaa accatgcaaa gaggaggaag 
2100 

aaagggtggt tcaaagggga atatactaca 
2160 

gggccccatg acagcacagc aatacacaag 
2220 

ccaaggtggg gctggtgggt ctacatgact 
2280 

aggaagaacc acttgcctca tccctgtctt 
2340 

gattccatgg gtgtccaaag atctcacact 
2400 

gaagagagga acaggaccct ctttaacgag 
2460 

ctttcaaatt aagcacttga ctcactgttt 
2520 

atgccaacaa ttaactggga gctaggttaa 
2580 

atggatttat ttggtgccct catacagaat 
2640 

cttccagcta gaagcacatg ggactgcttc 
2700 

aatccctaag tgttctc 
2717 

<210> 3306 



ctccacacaa gtatgagatc agggttagga 
cagtggaaac cccacatcgt ctcatggcaa 
tcatttgact gcaaagtccc agggttttgt 
gaggaaaggg ggatagcaaa gacacacaga 
agaagggcta atacccccaa agaacaaggc 
gaaacccagg aatgattcct gtgatagggc 
ggcttgggac acatcgagga cagtggtggt 
caaggaggag cccagaggag agtggagacc 
tgctttcttc cagctctcca gtcccgccct 
gggcgaaagg aaaggaagga tggttttgag 
atccagaccc tgcccagcat ggcctcagcc 
aataaagggc catgggcatt ctccgctctg 
gggcttatcc cacattaata gcccatcctg 
agcagatccc atcctcaggt tccactgtct 
agaaaggagg caaagtagaa ttcagacagg 
ggaagaacag agaggcggct ctcaaggaga 
cacacctgac acaggctggc acgcctcccc 
tctctgcatc ctgaggatcg gccgggcccc 
tggcaagtgc acgggtggtg tggaggaaag 
gctaacaccc tcacgctcct tcatcaacag 
ggcaaggagt ggcttcctct gagcttgtta 
ctctataact aacaggcaat ctctctcttt 
attatttggc tagataaaac taccagctag 
gctgtagaaa atgtaaagaa gagaaagctc 
taggatggaa acaagtcctg ctattttcac 
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<211> 319 
<2X2> PRT 

<213> Homo sapiens 



<400> 3306 



Xaa 


Asp 


Pro 


Arg 


Tyr 


Phe 


Leu 


Gin 


Met 


Thr 


Glu 


Thr Thr Val Lys 


Thr 


1 








5 










10 




15 




Ala 


Ala 


Trp 


Phe 


Met 


Ala 


Asn 


Val 


Gin 


Val 


Ser Gly Gly Gly Pro Ser 








20 










25 






30 




lie 


Ser 


Leu 


Val 


Met 


Lys 


Thr 


Pro Arg 


Val 


Ala 


Lys Asn Glu Ala 


Leu 






35 










40 








45 




Trp 


His 


Pro 


Thr 


Leu 


Asn 


Leu 


Pro 


Leu 


Ser 


Pro 


Gin Gly Thr Val 


Arg 




50 










55 










60 




Thr 


Ala 


Val 


Glu 


Phe 


Gin 


Val 


Met 


Thr 


Gin 


Thr 


Gin Ser Leu Ser 


Phe 


65 










70 










75 




80 


Leu 


Leu 


Gly 


Ser 


Ser 


Ala 


Ser 


Leu Asp 


Cys 


Gly 


Phe Ser Met Ala 


Pro 










85 










90 




95 




Gly 


Leu 


Asp 


Leu 


He 


Ser 


Val 


Glu Trp Arg 


Leu 


Gin His Lys Gly Arg 








100 










105 






110 




Gly 


Gin 


Leu 


Val 


Tyr 


Ser Trp Thr Ala Gly Gin Gly Gin Ala Val Arg 






115 










120 








125 




Lys 


Gly 


Ala 


Thr 


Leu 


Xaa 


Ala 


Cys 


Thr Thr Gly His Gly Xaa Arg Asp 




130 










135 










140 




Ala 


Ser 


Leu 


Thr 


Leu 


Pro Gly Leu Thr 


He 


Gin 


Asp Glu Gly Thr 


Tyr 


145 










150 










155 




160 


He 


Cys 


Gin 


He 


Thr 


Thr 


Ser 


Leu Tyr Arg 


Ala 


Gin Gin He He 


Gin 










165 










170 




175 




Leu 


Asn 


He 


Gin 


Ala 


Ser 


Pro 


Lys 


Val 


Arg 


Leu 


Ser Leu Ala Asn 


Glu 








180 










185 






190 




Ala 


Leu 


Leu 


Pro 


Thr 


Leu 


He 


Cys 


Asp 


He 


Ala 


Gly Tyr Tyr Pro 


Leu 






195 










200 








205 




Asp 


Val 


Val 


Val 


Thr 


Trp Thr Arg Glu Glu Leu Gly Gly Ser Pro 


Ala 




210 










215 










220 




Gin 


Val 


Ser 


Gly 


Ala 


Ser 


Phe 


Ser 


Ser Leu Arg Gin Ser Val Ala Gly 


225 










230 










235 




240 


Thr 


Tyr 


Ser 


He 


Ser 


Ser 


Ser 


Leu 


Thr 


Ala 


Glu 


Pro Gly Leu Cys 


Arg 










245 










250 




255 




Cys 


His 


Leu 


His 


Leu 


Pro 


Gly 


His 


Thr 


His 


Leu 


Ser Gly Gly Ala 


Pro 








260 










265 






270 




Trp 


Gly 


Gin 


His 


Pro 


Gly 


Cys 


Pro 


Thr 


Arg 


Ala 


Glu Asn Ser Leu 


Gly 






275 










280 








285 




Ser 


His 


Leu 


Cys 


Gin 


Gin 


Ser 


Leu 


Pro 


Ser 


Cys 


Thr Asp Val Pro 


Gly 




290 










295 










300 




Ala 


Ser 


Glu 


Thr 


Ala 


Ser 


Thr 


Tyr 


Arg 


Thr 


Trp 


Ala Ala Ser Gly 




305 










310 










315 







<210> 3307 
<211> 352 
<212> DNA 

<213> Homo sapiens 
<400> 3307 

ggatcctggg ctggtgtcca ggatggggct cccgcgtgct cttgcgctgc cctctggtgg 
60 
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ccgctctggg tccttgcacc 
120 

gaggtgggag ccctgccttg 
180 

tggaaggcga ggcaggtcac 
240 

agcttctcag ggcctgtgtc 
300 

atttccggct cctatgcgca 
352 



ccgacccagg ggccagcctg 
gccagggtgg ccgtgttgac 
cagcactgtc ctctgcagga 
cggctggttg gtccctgtgc 
gagaaggggg caggtggtgg 



ccctgtcctg tcctgatacc 
ggttcttggg actgtgacat 
tgggctggga ttcatttggc 
tgcccaaacc aggtgtccac 
cttgggtgga ga 



<210> 3308 

<211> 110 

<212> PRT 

<213> Homo sapiens 



<400> 3308 



Met Gly Leu 


Pro 


Arg Ala 


Leu Ala Leu 


Pro 


Ser Gly 


Gly 


Arg 


Ser 


Gly 


1 




5 




10 








15 




Ser Leu His 


Pro 


Asp Pro 


Gly Ala Ser 


Leu 


Pro Cys 


Pro 


Val 


Leu 


lie 




20 




25 








30 






Pro Arg Trp 


Glu 


Pro Cys 


Leu Gly Gin 


Gly 


Gly Arg 


Val 


Asp 


Gly 


Ser 


35 






40 






45 








Trp Asp Cys 


ASp 


lie Gly Arg Arg Gly 


Arg 


Ser Pro 


Ala 


Leu 


Ser 


Ser 


50 






55 




60 










Ala Gly Trp 


Ala 


Gly lie 


His Leu Ala 


Ala 


Ser Gin 


Gly 


Leu 


Cys 


Pro 


65 




70 






75 








80 


Ala Gly Trp 


Ser 


Leu Cys 


Cys Pro Asn 


Gin 


val Ser 


Thr 


Phe 


Pro 


Ala 






85 




90 








95 




Pro Met Arg 


Arg 


Glu Gly 


Gly Arg Trp 


Trp 


Leu Gly 


Trp 


Arg 








100 




105 








110 







<210> 3309 

<211> 737 

<212> DNA 

<213> Homo sapiens 



<400> 3309 

ggatcctggg cctggagaag aggcatgaat gtccaccaca ggggctctgc cggtcaggat 
60 

caaggtcaca ctggatgagg gagtcctgac cctctcccgg gctgagccca cctgtgctgc 
120 

ccccaggacc ccaagtacca gggtctgcgg gcacgtggcc gggagatccg gaaggagctt 
180 

gttcacctgt accccaggga ggcccagctt gaggagcagt tctacctgca ggcgctgaag 
240 

ctgcccaacc agacccaccc agacgtgccc gtcggggatg agagccaggc tcgagtgctc 
300 

cacatggtcg gagacaagcc agttttctcc ttccaacctc ggggccacct ggaaattggc 
360 

gagaaactcg acatcatccg tcagaagcgc ctgtcccacg tgtctggcca ccggtcctat 
420 

tacctgcgcg gggctggagc cctcctgcag cacggcctgg tcaacttcac attcaacaag 
480 
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cttctccgcc ggggcttcac ccccatgacg gtgccagacc ttctccgcgg agcagtgttt 
540 

gaaggctgtg ggatgacacc aaatgccaac ccatcccaaa tttacaacat cgaccctgcc 
600 

cgcttcaaag atctcaacct tgctggaaca gcggaggtgg ggcttgcagg ctacttcatg 
660 

gaccacaccg tggccttcag ggacctgcca gtcaggatgg tttgctccag cacctgctac 
720 

cgggcagaga caaacac 
737 

<210> 3310 
<21X> 210 
<212> PRT 

<213> Homo sapiens 



<400> 3310 



Ala 


His 


Leu 


Cys 


Cys Pro 


Gin 


Asp 


Pro 


Lys 


Tyr 


Gin 


Gly 


Leu 


Arg 


Ala 


1 








5 








10 










15 




Arg 


Gly 


Arg 


Glu 


lie Arg 


Lys 


Glu 


Leu 


Val 


His 


Leu 


Tyr 


Pro 


Arg 


Glu 








20 








25 










30 






Ala 


Gin 


Leu 


Glu 


Glu Gin 


Phe 


Tyr 


Leu 


Gin 


Ala 


Leu 


Lys 


Leu 


Pro 


Asn 






35 








40 










45 








Gin 


Thr 


His 


Pro 


Asp Val 


Pro 


Val 


Gly 


Asp 


Glu 


Ser 


Gin 


Ala 


Arg 


val 




50 








55 










60 










Leu 


His 


Met 


Val 


Gly Asp 


Lys 


Pro 


Val 


Phe 


Ser 


Phe 


Gin 


Pro 


Arg 


Gly 


65 








70 










75 










80 


His 


Leu 


Glu 


lie 


Gly Glu 


Lys 


Leu 


Asp 


He 


He 


Arg 


Gin 


Lys 


Arg 


Leu 










85 








90 










95 




Ser 


His 


Val 


Ser 


Gly His 


Arg 


Ser 


Tyr 


Tyr 


Leu 


Arg 


Gly 


Ala 


Gly 


Ala 








100 








105 










110 






Leu 


Leu 


Gin 


His 


Gly Leu 


Val 


Asn 


Phe 


Thr 


Phe 


Asn 


Lys 


Leu 


Leu 


Arg 






115 








120 










125 








Arg 


Gly 


Phe 


Thr 


Pro Met 


Thr 


Val 


Pro 


Asp 


Leu 


Leu 


Arg 


Gly 


Ala 


Val 




130 








135 










140 










Phe 


Glu 


Gly 


Cys 


Gly Met 


Thr 


Pro 


Asn 


Ala 


Asn 


Pro 


Ser 


Gin 


He 


Tyr 


145 








150 










155 










160 


Asn 


lie 


Asp 


Pro 


Ala Arg 


Phe 


Lys 


Asp 


Leu 


Asn 


Leu 


Ala 


Gly 


Thr 


Ala 










165 








170 










175 




Glu 


Val 


Gly 


Leu 


Ala Gly 


Tyr 


Phe 


Met 


Asp 


His 


Thr 


Val 


Ala 


Phe 


Arg 








180 








185 










190 






Asp 


Leu 


Pro 


Val 


Arg Met 


Val 


Cys 


Ser 


Ser 


Thr 


Cys 


Tyr 


Arg 


Ala 


Glu 






195 








200 










205 









Thr Asn 



210 

<210> 3311 
<211> 486 
<212> DNA 

<213> Homo sapiens 
<400> 3311 

nngcggagcg gcggcggtgg cgacggcgat gggaccccag cgagagatct gcagctaggc 
60 
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tggctgcact tgccccacgg gtcaggggat cggaggggga ttgaagaatg cgccattaaa 
120 

aggaaagatc aaggagtaaa ccagaagaag aagaaaaaga ggacttcaaa gctgggaagg 
180 

atgagttctt gcagcaacgt ctgtgggtcc aggcaggcac aggctgcagc tgagggtggt 
240 

taccagcgct atggagtccg gtcctacctg caccagtttt atgaggactg tacagcctca 
300 

atttgggagt atgaggatga tttccagatc caaagatcac ctaacaggtg gagctcagta 
360 

ttctggaagg ttggactcat ctcaggtaca gtttttgtga tcctcggatt gactgttctg 
420 

gcagtgggct ttcttgtgcc ccccaaaatc gaagcatttg gcgaagccga ttttgtggtg 
480 

gtcgac 
486 

<210> 3312 
<211> 102 
<212> PRT 

<213> Homo sapiens 
<400> 3312 



Met 


Ser Ser 


Cys 


Ser 


Asn 


Val 


Cys 


Gly 


Ser 


Arg 


Gin 


Ala 


Gin Ala Ala 


1 






5 










10 








15 


Ala Glu Gly 


Gly 


Tyr 


Gin 


Arg 


Tyr Gly 


Val 


Arg 


Ser 


Tyr 


Leu His Gin 






20 










25 










30 


Phe 


Tyr Glu 


Asp 


Cys 


Thr 


Ala 


Ser 


He 


Trp 


Glu 


Tyr 


Glu 


Asp Asp Phe 




35 










40 










45 




Gin 


lie Gin 


Arg 


Ser 


Pro 


Asn 


Arg 


Trp 


Ser 


Ser 


Val 


Phe 


Trp Lys Val 




50 








55 










60 






Gly 


Leu lie 


Ser 


Gly 


Thr 


Val 


Phe 


Val 


He 


Leu Gly Leu 


Thr Val Leu 


65 








70 










75 






80 


Ala 


Val Gly 


Phe 


Leu 


Val 


Pro 


Pro 


Lys 


He 


Glu 


Ala 


Phe 


Gly Glu Ala 








85 










90 








95 


Asp 


Phe Val 


Val 


Val 


Asp 



















100 



<210> 3313 
<211> 1791 
<212> DNA 

<213> Homo sapiens 
<400> 3313 

nggctcggga gacgtacgag gaggaccggg agtacgagag ccaggccaag cgtctcaaga 
60 

ccgaggaggg ggagatcgac tactcggccg aggaaggcga gaaccgcggt gaagcgacgc 
120 

cccggggcgg gtcgagttgg cggcggcggc ggccgantgc gttctcgtca gccggaaggg 
180 

ctgcgaagtc atcataaagt ttctgtttca cccgtcgtcc atgttcgagg actctgtgaa 
240 

tctgtggtgg aagcagacct cgtggaagcg ctggaaaaat ttgggacaat atgctatgtg 
300 
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<400> 3083 

ngccggccca gctgctggga acctgtcagg ccctcgggct ccagtcaccc gagctggcac 
GO 

agggggccac cctgtgaggt gtacattgcc gtcctgcaga gatccaggct gcacgcggcg 
120 

gactgggcag gccgggcccg ggcactggtg ggtgacagtc atacttcgtg gagcccagcg 
180 

agcatcccgg gcaagcacta ccaggctgtg ggtctgcacc tctggaaggt agagaagcgg 
240 

cgggtcaatc tgcctagggt cctgtccatg ccccccgtgg ctggcaccgc gtgccatgca 
300 

tacgaccggg aggtccacct gcgttgtgag ctctcaccgg gctactacct ggctgtcccc 
360 

agcaccttcc tgaaggacgc gccaggggag ttcctgctcc gagtcttctc taccgggcga 
420 

gtctccctta ggtgagagga accgcgcagt gctgctggct ctccgaggcc acaggccctt 
480 

ccaaggcagg atttgggcac tttccctctg tggttggcag gtgtccatgt gggaactgag 
540 

gccaccggga acctgctgcc agcgccctcc catgtttgcc ttcttggcag cgccatcagg 
600 

gcagtggcca 
610 

<210> 3084 
<211> 144 
<212> PRT 

<213> Homo sapiens 
<400> 3084 

Xaa Arg Pro Ser Cys Trp Glu 

1 5 
Leu Ser Trp His Arg Gly Pro 
20 

Gin Arg Ser Arg Leu His Ala 
35 

Leu Val Gly Asp Ser His Thr 

50 55 
Lys His Tyr Gin Ala Val Gly 
65 70 
Arg Val Asn Leu Pro Arg Val 
85 

Ala Cys His Ala Tyr Asp Arg 
100 

Pro Gly Tyr Tyr Leu Ala Val 
115 

Gly Glu Phe Leu Leu Arg Val 
130 135 

<210> 3085 

<211> 1080 

<212> DNA 

<213> Homo sapiens 



Pro Val Arg 
10 

Pro Cys Glu 
25 

Ala Asp Trp 
40 

Ser Trp Ser 

Leu His Leu 

Leu Ser Met 
90 

Glu Val His 
105 

Pro Ser Thr 
120 

Phe Ser Thr 



Pro Ser Gly 

Val Tyr lie 

Ala Gly Arg 
45 

Pro Ala Ser 
60 

Trp Lys Val 
75 

Pro Pro Val 

Leu Arg Cys 

Phe Leu Lys 
125 

Gly Arg Val 
14 0 



Ser Ser His 
15 

Ala Val Leu 
30 

Ala Arg Ala 

lie Pro Gly 

Glu Lys Arg 
80 

Ala Gly Thr 
95 

Glu Leu Ser 
110 

Asp Ala Pro 
Ser Leu Arg 
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<400> 3085 

nntgtgcgga ggaggagttc catcattacg gtcttgcatt agataaatat ccccacttta 
60 

cttctccaat aagaagatat tcagatattg tagtaccccg cttgttaatg gcagccattt 
120 

caaaagataa gaaaatggaa attaagggaa atctgttcag caacaaagat cttgaggaat 
180 

tatgcagaca tatcaacaac agaaaccaag cagcacagca ttctcagaag cagtctactg 
240 

agctcttcca gtgcatgtac ttcaaagaca aagaccctgc caccgaggag cgttgcatat 
300 

ctgacggagt tatttattca attagaacaa atggtgtgct tctatttata ccaaggtttg 
360 

ggattaaagg tgctgcttat ctaaaaaata aagatggttt agtcatctca tgtggcccag 
420 

atagctgttc tgaatggaaa ccaggatccc ttcaacgatt tcaaaacaaa attacctcta 
480 

ctacaacaga tggggaatct gttacgttcc atttgtttga ccatgtaacc gtaagaatat 
540 

ccatacaggc ctcacgttgc cattctgata caatcagact tgaaataatt agtaacaaac 
600 

catacaagat accaaataca gaacttattc atcagagttc ccccttgctg aagagtgagt 
660 

tagtgaaaga agtaactaaa tctgtggaag aagctcagct tgcccaagaa gtcaaagtaa 
720 

acatcattca ggaggaatat caagaatatc gccaaacaaa gggaaggagc ctatacacac 
780 

ttctagagga gatacgggac ctagctctcc tggatgtttc aaacaattat ggaatatgag 
840 

aggctcttac ttcactaaga gctgtcatat gtgaatgttt tacagtcttt tcaaacttaa 
900 

catttaatgt gtgtcactca gtgctctagt cgatcaggac tgggtagcta tttcgcatat 
960 

atgtanaatg ttctcagccg ggcacggtgg ctcacgcctg taaccccagc actttgggag 
1020 

gctgaggcgg gcggatcacg aggtcaggag attgagacca tcctggctaa cacggtgaaa 
1080 

<210> 3086 
<211> 58 
<212> PRT 

<213> Homo sapiens 
<400> 3086 

Met Cys Val Thr Gin Cys Ser Ser Arg Ser Gly 

15 10 
Ala Tyr Met Xaa Asn Val Leu Ser Arg Ala Arg 

20 25 
Thr Pro Ala Leu Trp Glu Ala Glu Ala Gly Gly 

35 40 
lie Glu Thr lie Leu Ala Asn Thr Val Lys 
50 55 



Leu Gly Ser Tyr Phe 
15 

Trp Leu Thr Pro Val 
30 

Ser Arg Gly Gin Glu 
45 
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<210> 3087 

<211> 2329 

<212> DNA 

<213> Homo sapiens 

<400> 3087 

naggagaagc atctggacga tgaggaaaga aggaagcgaa aggaagagaa gaagcggaag 
60 

cgagagaggg agcactgtga cacggaggga gaggctgacg actttgatcc tgggaagaag 
120 

gtggaggtgg agccgccccc agatcggcca gtccgagcgt gccggacaca gcagccggaa 
180 

atggagcgca cccatattca gcaactcctg gaacacttcc tccgccagct tcagagaaaa 
240 

gatccccatg gattttttgc ttttcctgtc acggatgcaa ttgctcctgg atattcaatg 
300 

ataataaaac atcccatgga ttttggcacc atgaaagaca aaattgtagc taatgaatac 
360 

aagtcagtta cggaatttaa ggcagatttc aagctgatgt gtgataatgc aatgacatac 
420 

aataggccag ataccgtgta ctacaagttg gcgaagaaga cccttcacgc aggctttaag 
480 

atgatgagca aacaggcagc tcttttgggc aatgaagata cagctgttga ggaacctgtc 
540 

cctgaagttg taccagtaca agtagaaact gccaagaaat ccaaaaagcc gagtagagaa 
600 

gttatcagct gcatgtttga gcctgaaggg aatgcctgca gcttgacgga cagtaccgca 
660 

gaggagcacg tgctggcgct ggtggagcac gcagctgacg aagctcggga caggatcaac 
720 

cggttcctcc caggcggcaa gatgggctat ctgaagagga acggggacgg gagcctgctc 

780 

tacagcgtgg tcaacacggc cgagccgaac gctgatgagg aggagaccca cccggtgact 
840 

tgagctcgct ctccagtaag ctactcccag gcttcaccac gctgggcttc aaagacgaga 
900 

gaagaaacaa agtcaccttt ctctccagtg ccactactgc gctttcgatg cagaataatt 
960 

cagnatttgg cgacttgaag tcggacgaga tggagctgct ctactcagcc tacggagatg 
1020 

agacaggcgt gcagtgtgcg ctgagcctgc aggagtttgt gaaggatgct gggagctaca 
1080 

gcaagaaagt ggtggacgac ctcctggacc agatcacagg cggagaccac tctaggacgc 
1140 

tcttccagct gaagcagaga agaaatgttc ccatgaagcc tccagatgaa gccaaggttg 
1200 

gggacaccct aggagacagc agcagctctg ttctggagtt catgtcgatg aagtcctatc 
1260 

ccgacgtttc tgtggatatc tccatgctca gctctctggg gaaggtgaag aaggagctgg 
1320 

accctgacga cagccatttg aacttggatg agacgacgaa gctcctgcag gacctgcacg 
1380 

aagcacaggc ggagcgcggc ggctctcggc cgtcgtccaa cctcagctcc ctgcccaacg 
1440 
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cctccgagag ggaccagcac cacctgggaa gcccttctcg cctgagtgtc ggggagcagc 
1500 

cagacgtcac ccacgacccc tatgagtttc ttcagtctcc agagcctgcg gcctctgcca 
1560 

agacctaact ctagaccacc ttcagctctt ttattttatt tttttagttt tattttgcac 
1620 

gtgtagagtt tttgtcatca gacaaggact ttgatcctgt cccctttggc atgcgggaag 
1680 

cagccgcggg gaggtaatga attgtctgtg gtatcatgtc agcagagtct ccaagcccca 
1740 

cgaaccctga ggagtggagt catacgcgaa ggccatatgg ccatcgtgtc agcagagaga 
1800 

gtctctgtac acagccccgc gaaccctgag gagtggagtc atacacgaag ggcgtgtggc 
1860 

catcgtgtca gcagagagag tctctgtaca cagccccgtg aaccctgagg agtggagtca 
1920 

tacgcgaagg gtgtgtggcc aggctgcaga gctgcgtgcc gtttgtgtcc gagcatcacg 
1980 

tgtggctcca gcccttgttt ctgccagtgt agacacctct gtctgcccca ctgtcctggg 

2040 

gtcgctcttg ggaggcacag gcatgggtgt gtctggcctc attctgtatc agtccagtgt 
2100 

gttcctgtca tagtttgtgt ctcccaggca ggccatggta ggggcctcgc aggggccatt 
2160 

ggggagcaca gggccaggct ggggtgagga gagctcccct gttttctgtt taattgatga 
2220 

gcctgggaaa ggagtgtgtt ctgcctgccc gttacagtgg agcgttccgt ctccataaaa 
2280 

cgttttctaa ctgggaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaa 
2329 



<210> 3088 

<211> 280 

<212> PRT 

<213> Homo sapiens 



<400> 3088 
Xaa Glu Lys His 
1 

Lys Lys Arg Lys 
20 

Asp Asp Phe Asp 
35 

Arg Pro Val Arg 
50 

His lie Gin Gin 
65 

Asp Pro His Gly 

Gly Tyr Ser Met 
100 

Asp Lys lie Val 
115 

Asp Phe Lys Leu 



Leu Asp Asp Glu 
5 

Arg Glu Arg Glu 

Pro Gly Lys Lys 
40 

Ala Cys Arg Thr 
55 

Leu Leu Glu His 
70 

Phe Phe Ala Phe 
85 

He He Lys Kis 

Ala Asn Glu Tyr 
120 

Met Cys Asp Asn 



Glu Arg Arg Lys 
10 

His Cys Asp Thr 
25 

Val Glu Val Glu 

Gin Gin Pro Glu 
60 

Phe Leu Arg Gin 
75 

Pro Val Thr Asp 
90 

Pro Met Asp Phe 
105 

Lys Ser Val Thr 
Ala Met Thr Tyr 



Arg Lys Glu Glu 
15 

Glu Gly Glu Ala 
30 

Pro Pro Pro Asp 
45 

Met Glu Arg Thr 

Leu Gin Arg Lys 
80 

Ala He Ala Pro 
95 

Gly Thr Met Lys 
110 

Glu Phe Lys Ala 
125 

Asn Arg Pro Asp 
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130 135 140 

Thr Val Tyr Tyr Lys Leu Ala Lys Lys He Leu His Ala Gly Phe Lys 
145 150 155 160 

Met Met Ser Lys Gin Ala Ala Leu Leu Gly Asn Glu Asp Thr Ala Val 

165 170 175 

Glu Glu Pro Val Pro Glu Val Val Pro Val Gin Val Glu Thr Ala Lys 

180 185 130 

Lys Ser Lys Lys Pro Ser Arg Glu Val He Ser Cys Met Phe Glu Pro 

195 200 205 

Glu Gly Asn Ala Cys Ser Leu Thr Asp Ser Thr Ala Glu Glu His Val 

210 215 220 

Leu Ala Leu Val Glu His Ala Ala Asp Glu Ala Arg Asp Arg He Asn 
225 230 235 240 

Arg Phe Leu Pro Gly Gly Lys Met Gly Tyr Leu Lys Arg Asn Gly Asp 

245 250 255 

Gly Ser Leu Leu Tyr Ser Val Val Asn Thr Ala Glu Pro Asn Ala Asp 

260 265 270 

Glu Glu Glu Thr His Pro Val Thr 
275 280 

<210> 3089 

<211> 722 

<212> DNA 

<213> Homo sapiens 

<400> 3089 

ncagctttgg accaagcgac catgagaggg ccagagctcg ggcccgaaac cagcatggag 
60 

ggagacgtgc tggacacact ggaggcgctg gggtataaag gaccattgtt agaagagcaa 
120 

gcccttacaa aggcggcaga gggtggatta tcttcacctg aattttcaga gctctgtatt 
180 

tggttaggct ctcaaataaa atcattatgc aacttggaag aaagtatcac gtctgctggg 
240 

agagatgacc tagagagctt ccagcttgag ataagtgggt tcttaaaaga gatggcctgt 
300 

ccatactcgg tactcgtctc aggagacatt aaagagcgcc tcacaaagaa ggatgactgc 
360 

ttgaaacttc tgttgttttt aagtacagaa cttcaagctt tacaaatatt acagaacaag 
420 

aaacataaaa attctcaatt agataaaaat agtgaagttt atcaggaagt tcaagctatg 
480 

tttgatacac ttggtatacc caagtcaaca acttctgaca ttccgcatat gctaaaccaa 
540 

gtggaatcaa aggtgaaaga tattctctca aaggtccaga aaaatcatgt gggaaaacca 
600 

ctactgaaaa tggatttaaa ttcagaacag gcggaacaac tggaaagaat caatgatgct 
660 

ctttcctgtg aatatgagtg ccgccgacga atgttaatga aacgattaga tgtgactgta 

720 

ca 

722 

<210> 3090 
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<211> 240 
<212> PRT 

<213> Homo sapiens 



c40O> 3090 

Xaa Ala Leu Asp Gin Ala Thr Met Arg Gly Pro Glu Leu Gly Pro Glu 

15 10 15 

Thr Ser Met Glu Gly Asp Val Leu Asp Thr Leu Glu Ala Leu Gly Tyr 

20 25 30 

Lys Gly Pro Leu Leu Glu Glu Gin Ala Leu Thr Lys Ala Ala Glu Gly 

35 40 45 

Gly Leu Ser Ser Pro Glu Phe Ser Glu Leu Cys lie Trp Leu Gly Ser 

50 55 60 

Gin He Lys Ser Leu Cys Asn Leu Glu Glu Ser He Thr Ser Ala Gly 
65 70 75 80 

Arg Asp Asp Leu Glu Ser Phe Gin Leu Glu He Ser Gly Phe Leu Lys 

85 90 95 

Glu Met Ala Cys Pro Tyr Ser Val Leu Val Ser Gly Asp He Lys Glu 

100 105 110 

Arg Leu Thr Lys Lys Asp Asp Cys Leu Lys Leu Leu Leu Phe Leu Ser 

115 120 125 

Thr Glu Leu Gin Ala Leu Gin He Leu Gin Asn Lys Lys His Lys Asn 

130 135 140 

Ser Gin Leu Asp Lys Asn Ser Glu Val Tyr Gin Glu Val Gin Ala Met 
145 150 155 160 

Phe Asp Thr Leu Gly He Pro Lys Ser Thr Thr Ser Asp He Pro His 

165 170 175 

Met Leu Asn Gin Val Glu Ser Lys Val Lys Asp He Leu Ser Lys Val 

180 185 190 

Gin Lys Asn His Val Gly Lys Pro Leu Leu Lys Met Asp Leu Asn Ser 

195 200 205 

Glu Gin Ala Glu Gin Leu Glu Arg He Asn Asp Ala Leu Ser Cys Glu 

210 215 220 

Tyr Glu Cys Arg Arg Arg Met Leu Met Lys Arg Leu Asp Val Thr Val 
225 230 235 240 

<210> 3091 
<211> 333 
<212> DNA 

<213> Homo sapiens 
<400> 3091 

acgcgtgaag ggggcggagg ggaaggaagc cctggggagc agctgctcac cccttcgcca 
60 

caccatcttg gcctggcagg ggtctgggac tgacagggag caccccaggc ccttggtacc 
120 

cccagggcga ccccttctgc caagtgtccc aaaatgattg ctaaatgcct ggctccccca 
180 

ctctttgact ccatctcttg gttccctctt tctgctgcca gctcccccga ctcttccctg 
240 

gggactcctt tttgtgtccc ccttctcccc tgcccctact gccaggcaga tccccttttc 
300 

ttccataccc atccctgcct ccctgctcgg ccg 
333 



2306 



WO 00/58473 



PCT/US00/08621 



<210> 3092 

<211> 104 

<2X2> PRT 

<213> Homo sapiens 



<400> 3092 
Met Gly Met Glu 
1 

Lys Gly Asp Thr 
20 

Ser Arg Lys Arg 
35 

Ala Phe Ser Asn 
50 

Gly Thr Lys Gly 
65 

Ala Lys Met Val 

Phe Pro Ser Ala 
100 



Glu Lys Gly He 
5 

Lys Arg Ser Pro 

Glu Pro Arg Asp 
40 

His Phe Gly Thr 
55 

Leu Gly Cys Ser 
70 

Trp Gin Arg Gly 
85 

Pro Phe Thr Arg 



Cys Leu Ala Val 
10 

Gin Gly Arg Val 
25 

Gly Val Lys Glu 

Leu Gly Arg Arg 
60 

Leu Ser Val Pro 
75 

Glu Gin Leu Leu 
90 



Gly Ala Gly Glu 
15 

Gly Gly Ala Gly 
30 

Trp Gly Ser Gin 
45 

Gly Arg Pro Gly 

Asp Pro Cys Gin 
80 

Pro Arg Ala Ser 
95 



<210> 3093 

<211> 720 

<212> DNA 

<213> Homo sapiens 



<400> 3093 

nnaccggttt gtccaaggag 
60 

gaggagcatt aggcccagct 
120 

agggggcagc ctgtgggcag 
180 

accatggtga agctgggctg 
240 

gatggggctg ccatggacag 
300 

ccgccactcc ctgaccaggt 
360 

gaccagcaga atttccctga 
420 

gggcgcaggc tgcccaccgc 
480 

ctgatcatgt acaaggccat 
540 

cggcacaaga tctgcacgcc 
600 

cgccaccgca gcatcctggc 
660 

gagacgccgg cggcctgggg 
720 



gctggcctga ccacttacag 
cagggtcctc tggcttcaga 
tgactctgtc tgtctttgga 
cagcttctct gggaagccag 
tgtgcctctg atcagcccct 
ggtcatcaag acacagacag 
cctggagggc cagaggctga 
acggatgatc gccttcgcca 
ctggtacgac cagttcacct 
gctgaccctg gagatgtact 
ggccatcggg gcctacccgc 
ggacggctac cgcgcagcca 



cctgtccctg gctctggtgt* 
gccagctggc gtgggcatcc 
caggacaagg actgccatcc 
gtaaagaccc tggggaccag 
tggacatcag ccagctccag 
aataccagct gtcctcccca 
actgcagcca cccagaggaa 
tggcgctact gggctgcgtg 
gccccgacgg cttcctgctg 
acacggagat ggaccccgag 
tgagccgcaa gcacggcacg 
aggaggagcg caaggggccc 



<210> 3094 
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<211> 179 
<212> PRT 
<213> Homo sapiens 



<400> 3094 
Met Val Lys Leu 
1 

Gly Asp Gin Asp 
20 

Leu Asp lie Ser 
35 

Lys Thr Gin Thr 
50 

Pro Asp Leu Glu 
65 

Arg Arg Leu Pro 

Gly Cys Val Leu 
100 

Cys Pro Asp Gly 
115 

Leu Glu Met Tyr 
130 

Leu Ala Ala lie 
145 

Thr Pro Ala Ala 
Lys Gly Pro 



Gly Cys Ser Phe 
5 

Gly Ala Ala Met 

Gin Leu Gin Pro 
40 

Glu Tyr Gin Leu 
55 

Gly Gin Arg Leu 
70 

Thr Ala Arg Met 

85 

He Met Tyr Lys 

Phe Leu Leu Arg 
120 

Tyr Thr Glu Met 
135 

Gly Ala Tyr Pro 
150 

Trp Gly Asp Gly 
165 



Ser Gly Lys Pro 
10 

Asp Ser Val Pro 
25 

Pro Leu Pro Asp 

Ser Ser Pro Asp 
60 

Asn Cys Ser His 

75 

He Ala Phe Ala 
90 

Ala He Trp Tyr 
105 

His Lys He Cys 

Asp Pro Glu Arg 
140 

Leu Ser Arg Lys 
155 

Tyr Arg Ala Ala 
170 



Gly Lys Asp Pro 
15 

Leu He Ser Pro 
30 

Gin Val Val He 
45 

Gin Gin Asn Phe 

Pro Glu Glu Gly 
80 

Met Ala Leu Leu 
95 

Asp Gin Phe Thr 
110 

Thr Pro Leu Thr 
125 

His Arg Ser He 

His Gly Thr Glu 
160 

Lys Glu Glu Arg 
175 



<210> 3095 

<211> 519 

<212> DNA 

<213> Homo sapiens 



<400> 3095 

ggtgggattt caccggcaca ttcatgtacc catagcggtg ctcattgcac acgtggacgg 
60 

agaccccagc agcaggcctc agctcatgtg actcggccct ctaagaggcc cagcaagata 
120 

gggtttgacg aggtctttgt catcagcctg gctcgcaggc ctgaccgtcg ggaacgcatg 
180 

ctcgcctcgc tctgggagat ggagatctct gggagggtgg tggatgctgt ggatggctgg 
240 

atgctcaaca gcagtgccat caggaacctc ggcgtagacc tgctcccggg ctaccaggac 
300 

ccttactcgg gccgcactct gaccaagggc gaggtgggct gcttcctcag ccattactcc 
360 

atctgggaag agcgagcagt acaaggcaca cttctggcca cgggacctgg tggccttctc 
420 

cgcccagccc ctgctcgctg cccctaccca ctatgccggg gacgccgagt ggctcagtga 
480 

cacggagaca tcctctccat gggatgatgc cagcggccg 
519 
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<210> 3096 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 3096 

Gly Gly lie Ser Pro Ala His Ser Cys Thr His Ser Gly Ala His Cys 

15 10 15 

Thr Arg Gly Arg Arg Pro Gin Gin Gin Ala Ser Ala His Val Thr Arg 

20 25 30 

Pro Ser Lys Arg Pro Ser Lys lie Gly Phe Asp Glu Val Phe Val lie 

35 40 45 

Ser Leu Ala Arg Arg Pro Asp Arg Arg Glu Arg Met Leu Ala Ser Leu 

50 55 60 

Trp Glu Met Glu He Ser Gly Arg Val Val Asp Ala Val Asp Gly Trp 
65 70 75 80 

Met Leu Asn Ser Ser Ala He Arg Asn Leu Gly Val Asp Leu Leu Pro 

85 90 95 

Gly Tyr Gin Asp Pro Tyr Ser Gly Arg Thr Leu Thr Lys Gly Glu Val 

100 105 HO 

Gly Cys Phe Leu Ser His Tyr Ser He Trp Glu Glu Arg Ala Val Gin 

115 120 125 

Gly Thr Leu Leu Ala Thr Gly Pro Gly Gly Leu Leu Arg Pro Ala Pro 

130 135 140 

Ala Arg Cys Pro Tyr Pro Leu Cys Arg Gly Arg Arg Val Ala Gin 
145 150 155 

<210> 3097 
<211> 4953 
<212> DNA 

<213> Homo sapiens 
<400> 3097 

aggcatccag gatgcggtgc ggggcggccc ggtgcccccc cgccccgtca cggcagccgc 
60 

ggcggccgag gggaccgggc cagggccggg ggcggcggcc cgagccgcgg tagcggcggc 
120 

ggcgggaggg gcggcctgag ggcggacggg cgggcgcccg ggttgcgggg gctcggtgcc 
180 

gctccgcact gcccggccgg tctcggcccc ggcgccatga gtggcggcgg cggcggaggg 
240 

ggctcggcgc ccagtcgctt cgccgactac tttgtcatct gcggactgga cacggagacc 
300 

gggctggagc cggacgagct gtcggcatta tgccagtaca tacaggcttc taaagccagg 
360 

gatggtgcca gccctttcat ttcaagtacg actgaaggag aaaattttga gcagacacca 
420 

ttgagaagaa cattcaaatc taaggtcctt gcacgatatc ctgagaacgt agaatggaat 
480 

ccctttgacc aagatgcagt aggaatgcta tgtatgccga aagggctggc attcaagacc 
540 

caggctgatc ccagggagcc ccaattccat gcctttatta tcacaaggga cgatggctct 
600 
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cggacatttg 
660 

gcaatgcaga 
720 

gctgatgaca 
780 

cagcgcttca 
840 

ctcatcacac 
900 

gcagtcactt 
960 

tacgaggtgc 
1020 

ataatctgcc 
1080 

gtttttgaac 
1140 

tttcaaatcc 
1200 

acagctctca 
1260 

ctcctgcatt 
1320 

gatgaccggt 
1380 

aaccacttca 
1440 

caggaagtct 
1500 

agtgagagtg 
1560 

aatgggaaca 
1620 

attgcccggc 
1680 

cgtgaagacc 
1740 

atttaccagc 
1BO0 

gcagattatg 
1860 

agggagcaaa 
1920 

ctgcccttcc 
1980 

ataatgtgtc 
2040 

gacaagatca 
2100 

tgtaccactg 
2160 

actgcaattc 
2220 



ggtttgccct 
ccctctacca 
gagaccagag 
actcctatga 
ccatgtcttt 
cacctcagcc 
cgctcccacc 
agagaccaag 
tgctcggggt 
tgctctactc 
tgtttccttt 
tcttagatgc 
caaagctgga 
ttgagttgcc 
ctgagattct 
cctccaagct 
ttgctggctc 
tgcaagcctt 
ccagcagcaa 
taaacattca 
aggtgtttgt 
tgcaaaactc 
tctcaagatt 
atgatgatga 
ggctgttgaa 
tggatgaagc 
acccacattt 



cacattttat 
catgcacaat 
cagcatggag 
cattagccgg 
catgaaggca 
ccctccactg 
tcctggccgg 
taccaatgag 
ggagaatgtg 
acagcattac 
ccagcggcag 
tcctgttcca 
gctgcctcaa 
agaggacttg 
catggcattt 
gaagaggctg 
ccctctgcat 
ggtcaagaga 
taaggatctc 
gatccgggaa 
catccaaccc 
tgataaagca 
cctggagacc 
tgataaagac 
tgttcggaca 
agagaaagca 
acctgacatg 



gaagaggtga 
gctgagtatg 
gatggtgaag 
gacactctct 
tgtcggagcg 
ccccttgaga 
tccttgaagt 
cttcccctat 
tttcagcttt 
cagagactga 
catgtctatg 
tacctgatgg 
gaggctaacc 
ccacagttcc 
ggaattcccc 
cgggcctctg 
tcctacgagc 
actggggtga 
aaagttcagt 
gtttttgcaa 
agccaggata 
tcttttctgt 
cagatgtttg 
cctgtactcc 
cctactctcc 
attgagctgc 
aagattggac 



ctagcaagca 
atgtcctaca 
acactcctgt 
acgtctctaa 
tgccgggcca 
gctacatata 
tttctggggt 
ttgactttcc 
ttacttgtgc 
tgactgtggc 
tccccattct 
gtttgcattc 
tctgctttgt 
ccaacaaatt 
ctgaagggaa 
agcttgtctc 
ttcttaagga 
gcctggaaaa 
gtgatgaaga 
atcgcttcac 
aggaatcctg 
cagatcagcc 
catttttcat 
gggtatttga 
gtacatccat 
gtctggcaaa 
aagggaaata 



gatctgcagt 
tgctccccct 
gaccaaactg 
gtgcatctgc 
actccaccag 
caacgtactc 
ctattggcca 
tgtcaaagag 
ccttctggag 
ggagacgatt 
cccagcttct 
caatggcctg 
ggacattgac 
ggagtttgtc 
tcttcattgc 
ggacaagagg 
gaatgaaact 
gttggaagtg 
agaactcagg 
tcagatgttt 
gtttaccaac 
tgagccctac 
tgacaacaaa 
ttcccgagtt 
gtaccagaag 
aattgaccat 
tgagccgggc 
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ttcttcccta agctgcagtc tgatgtactt tgcactgggc cagccagcaa caagtggaca 
2280 

aaaaggaatg cccctgcaca gtggaggcgg aaagaccggc agaagcagca cacagaacac 
2340 

ttgcgcttag acaatgacca gagagagaag tacatccagg aagccaggac tatgggcagc 
2400 

actatccgcc agcccaaact gtccaacctc tctccatcag tgattgccca gaccaattgg 
2460 

aagtttgtag agggcctgct gaaggaatgc cgcaataaga ccaagaggat gctggtggaa 
2520 

aagatgggcc gagaagctgt ggagctaggg catggggagg tgaacatcac aggggtggaa 
2580 

gagaacaccc tgattgccag cctttgtgat ctcctggaaa ggatctggag tcatggacta 
2640 

caagtgaaac aggggaaatc agccttatgg tcccacctgt tacattatca ggacaaccgg 
2700 

cagagaaaac tcacatcagg aagcctcagt acctcaggaa tacttcttga ttcagaacgt 
2760 

aggaagtctg atgccagctc actcatgcct cccctgagga tctccctgat tcaggatatg 
2820 

aggcacatcc agaacatcgg ggaaatcaag actgatgtgg gaaaggccag agcatgggtg 
2880 

cgactgtcca tggaaaaaaa gttactttcc agacacctga agcagctcct ctcagaccat 
2940 

gagctcacca aaaagttata taagcgctat gccttcctgc gctgtgatga cgagaaggag 
3000 

cagttcctct atcacctcct gtctttcaat gccgtcgatt acttttgctt caccaatgtc 
3060 

ttcacaacta tcctgatccc gtaccacatt ctgatcgtac caagcaagaa gctggggggc 
3120 

tccatgttca ctgccaaccc atggatctgt atatcaggag aattgggtga gacacagacc 
3180 

atgcagattc ccaggaatgt gctagagatg accttcgagt gccagaactt ggggaagctt 
3240 

actactgtcc agattggcca tgataactct gggctgtatg ccaaatggct ggtggagtat 
3300 

gtgatggtca ggaatgagat cacaggacat acctacaagt tcccgtgtgg ccggtggtta 
3360 

gggaagggca tggatgatgg aagcctggag cggatcctag ttggggagct gctcacatcc 
3420 

cagcctgagg tggatgagag gccatgccgg accccgccgc tgcagcagtc ccccagtgtc 
3480 

atccggaggc ttgttaccat ctcacccaac aacaagccca agctgaacac tgggcagatc 
3540 

caggagtcca tcggggaggc agtcaatggc attgtgaagc acttccataa gcctgagaaa 
3600 

gagcgaggca gtctgacgcc gttgctctgt ggagagtgtg gccttgtctc ggccttggaa 
3660 

caggctttcc agcatggatt taaatcgccc cggctctcca aaaatgtctt catttgggat 
3720 

ttcctggaaa aagcacaaac ctattatgag acattagaga agaatgaagt agtccctgag 
3780 

gaaaactggc atacaagagc ccggaacttc tgccgatttg tcactgcaat caacaatact 
3840 
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ccccggaaca tcggcaagga tggcaagttt cagatgctgg tgtgcttggg agccagagat 
3900 

cacctcctac accactggat tgccctgctg gctgactgcc ccatcactgc acacatgtat 
3960 

gaggatgtgg cactgatcaa agaccataca cttgtcaatt ccttgattcg tgtgctgcag 
4020 

acattgcagg agttcaacat cacgctggag acgtcccttg tcaagggcat cgacatctga 
4080 

cctcccagca ccagccagca gcaggactga gaaagactca ccctgcagct ctgacctttt 
4140 

ttcccaaagg gacttaagcg attgtgcagg agtaggagac aaaatgtaca ctcactgtaa 
4200 

aaagaaaact agaggatttt tggaataaat aatctatttt agagtttatt tgctgatttg 
4260 

ctttttacac actttcatgt gaaagagtga tagggagagg gagcgaggct ggtgccgctt 
4320 

attttgaagc tggtgccctc cctcgccgtg gccacatgct ggaagcctga ggcctccctg 
4380 

gactgagcct gtggcactgc gtgcgggaca gttatgtttc cttgccccgt cgcattaatg 
4440 

aggccctccc acatcatttt taaactaatg tttttctata ttaacattat tatggatatt 
4500 

tggctttcat aggccacaca caggtgtgct gcgcgggaag ccccatgctc caatcaaagg 
4560 

gatttttagt agtgcctcta agcaagcacc gatgagtcag tcccacgtat tttctttttt 
4620 

gtcagtattg tttgggaagg agacatgccg ggatgtgtca tcgtgccaaa taccacattt 
4680 

cctgttggca cagtttcaca gaagtaaaca taagcatgtt ttaacaggtt tttcttttct 

4740 

ttcttctttt ttaaaatgtt ttatttattt aacccgccat tgtgtgtttt taagtatttt 
4800 

ctttttttaa ggaaaggaaa agcttgtcac aatctaactg gctatgttat tattattaaa 
4660 

tttatgtttt gcaacttaga aaccagctac agtatggccc acttaataaa acacctgaaa 
4920 

caaaaaaaaa aaaaaaaaaa aaaaaaaaaa aat 
4953 

<210> 3098 
<211> 1359 
<212> PRT 

<213> Homo sapiens 
<400> 3098 

Arg His Pro Gly Cys Gly Ala Gly Arg Pro Gly Ala Pro Pro Pro Arg 

15 10 15 

His Gly Ser Arg Gly Gly Arg Gly Asp Arg Ala Arg Ala Gly Gly Gly 

20 25 30 

Gly Pro Ser Arg Gly Ser Gly Gly Gly Gly Arg Gly Gly Leu Arg Ala 

35 40 45 

Asp Gly Arg Ala Pro Gly Leu Arg Gly Leu Gly Ala Ala Pro His Cys 

50 55 60 

Pro Ala Gly Leu Gly Pro Gly Ala Met Ser Gly Gly Gly Gly Gly Gly 
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65 70 75 80 

Gly Ser Ala Pro Ser Arg Phe Ala Asp Tyr Phe val lie Cys Gly Leu 

85 90 95 

Asp Thr Glu Thr Gly Leu Glu Pro Asp Glu Leu Ser Ala Leu Cys Gin 

100 105 110 

Tyr lie Gin Ala Ser Lys Ala Arg Asp Gly Ala Ser Pro Phe lie Ser 

115 120 125 

Ser Thr Thr Glu Gly Glu Asn Phe Glu Gin Thr Pro Leu Arg Arg Thr 

130 135 140 

Phe Lys Ser Lys Val Leu Ala Arg Tyr Pro Glu Asn Val Glu Trp Asn 
145 150 155 160 

Pro Phe Asp Gin Asp Ala Val Gly Met Leu Cys Met Pro Lys Gly Leu 

165 170 - 175 

Ala Phe Lys Thr Gin Ala Asp Pro Arg Glu Pro Gin Phe His Ala Phe 

180 185 190 

lie lie Thr Arg Glu Asp Gly Ser Arg Thr Phe Gly Phe Ala Leu Thr 

195 200 205 

Phe Tyr Glu Glu Val Thr Ser Lys Gin lie Cys Ser Ala Met Gin Thr 

210 215 220 

Leu Tyr His Met His Asn Ala Glu Tyr Asp Val Leu His Ala Pro Pro 
225 230 235 240 

Ala Asp Asp Arg Asp Gin Ser Ser Met Glu Asp Gly Glu Asp Thr Pro 

245 250 255 

Val Thr Lys Leu Gin Arg Phe Asn Ser Tyr Asp lie Ser Arg Asp Thr 

260 265 270 

Leu Tyr Val Ser Lys Cys lie Cys Leu He Thr Pro Met Ser Phe Met 

275 280 285 

Lys Ala Cys Arg Ser Val Pro Gly Gin Leu His Gin Ala Val Thr Ser 

290 295 300 

Pro Gin Pro Pro Pro Leu Pro Leu Glu Ser Tyr He Tyr Asn Val Leu 
305 310 315 320 

Tyr Glu Val Pro Leu Pro Pro Pro Gly Arg Ser Leu Lys Phe Ser Gly 

325 330 335 

Val Tyr Trp Pro He He Cys Gin Arg Pro Ser Thr Asn Glu Leu Pro 

340 345 350 

Leu Phe Asp Phe Pro Val Lys Glu Val Phe Glu Leu Leu Gly Val Glu 

355 360 365 

Asn Val Phe Gin Leu Phe Thr Cys Ala Leu Leu Glu Phe Gin He Leu 

370 375 380 

Leu Tyr Ser Gin His Tyr Gin Arg Leu Met Thr Val Ala Glu Thr He 
385 390 395 400 

Thr Ala Leu Met Phe Pro Phe Gin Trp Gin His Val Tyr Val Pro He 

405 410 415 

Leu Pro Ala Ser Leu Leu His Phe Leu Asp Ala Pro Val Pro Tyr Leu 

420 425 430 

Met Gly Leu His Ser Asn Gly Leu Asp Asp Arg Ser Lys Leu Glu Leu 

435 440 445 

Pro Gin Glu Ala Asn Leu Cys Phe Val Asp He Asp Asn His Phe He 

450 455 460 

Glu Leu Pro Glu Asp Leu Pro Gin Phe Pro Asn Lys Leu Glu Phe Val 
465 470 475 480 

Gin Glu Val Ser Glu He Leu Met Ala Phe Gly He Pro Pro Glu Gly 

485 490 495 

Asn Leu His Cys Ser Glu Ser Ala Ser Lys Leu Lys Arg Leu Arg Ala 
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500 

Ser Glu Leu Val 
515 

Leu His Ser Tyr 
530 

Gin Ala Leu Val 
545 

Arg Glu Asp Pro 

Glu Glu Leu Arg 
580 

Ala Asn Arg Phe 
595 

Gin Pro Ser Gin 
610 

Gin Asn Phe Asp 
625 

Leu Pro Phe Leu 

lie Asp Asn Lys 
660 

Leu Arg Val Phe 
675 

Arg Thr Pro Thr 
690 

Asp Glu Ala Glu 
705 

Thr Ala He His 

Tyr Glu Pro Gly 
740 

Gly Pro Ala Ser 
755 

Arg Arg Lys Asp 
770 

Asn Asp Gin Arg 
785 

Thr He Arg Gin 

Gin Thr Asn Trp 
820 

Lys Thr Lys Arg 
835 

Leu Gly His Gly 
850 

He Ala Ser Leu 
865 

Gin Val Lys Gin 

Gin Asp Asn Arg 
900 

Gly He Leu Leu 
915 

Met Pro Pro Leu 



Ser Asp Lys Arg 
520 

Glu Leu Leu Lys 
535 

Lys Arg Thr Gly 
550 

Ser Ser Asn Lys 
565 

He Tyr Gin Leu 

Thr Gin Met Phe 
600 

Asp Lys Glu Ser 
615 

Lys Ala Ser Phe 

630 

Ser Arg Phe Leu 
645 

He Met Cys His 

Asp Ser Arg Val 
680 

Leu Arg Thr Ser 
695 

Lys Ala He Glu 
710 

Pro His Leu Leu 
725 

Phe Phe Pro Lys 

Asn Lys Trp Thr 
760 

Arg Gin Lys Gin 
775 

Glu Lys Tyr He 
790 

Pro Lys Leu Ser 
805 

Lys Phe Val Glu 

Met Leu Val Glu 
840 

Glu Val Asn He 
855 

Cys Asp Leu Leu 
870 

Gly Lys Ser Ala 
885 

Gin Arg Lys Leu 

Asp Ser Glu Arg 
920 

Arg He Ser Leu 



505 

Asn Gly Asn He 

Glu Asn Glu Thr 
54 0 

Val Ser Leu Glu 
555 

Asp Leu Lys Val 
570 

Asn He Gin He 
585 

Ala Asp Tyr Glu 

Trp Phe Thr Asn 
620 

Leu Ser Asp Gin 
635 

Glu Thr Gin Met 
650 

Asp Asp Asp Asp 
665 

Asp Lys He Arg 

Met Tyr Gin Lys 
700 

Leu Arg Leu Ala 
715 

Asp Met Lys He 
730 

Leu Gin Ser Asp 
745 

Lys Arg Asn Ala 

His Thr Glu His 
780 

Gin Glu Ala Arg 
795 

Asn Leu Ser Pro 
810 

Gly Leu Leu Lys 
825 

Lys Met Gly Arg 

Thr Gly Val Glu 
860 

Glu Arg He Trp 
875 

Leu Trp Ser His 
890 

Thr Ser Gly Ser 
905 

Arg Lys Ser Asp 
He Gin Asp Met 



510 

Ala Gly Ser Pro 
525 

He Ala Arg Leu 

Lys Leu Glu Val 
560 

Gin Cys Asp Glu 
575 

Arg Glu Val Phe 
590 

Val Phe Val He 
605 

Arg Glu Gin Met 

Pro Glu Pro Tyr 
640 

Phe Ala Phe Phe 
655 

Lys Asp Pro Val 
670 

Leu Leu Asn Val 
685 

Cys Thr Thr Val 

Lys He Asp His 
720 

Gly Gin Gly Lys 
735 

val Leu Cys Thr 
750 

Pro Ala Gin Trp 
765 

Leu Arg Leu Asp 

Thr Met Gly Ser 
800 

Ser Val He Ala 
815 

Glu Cys Arg Asn 
830 

Glu Ala Val Glu 
845 

Glu Asn Thr Leu 

Ser His Gly Leu 
880 

Leu Leu His Tyr 
895 

Leu Ser Thr Ser 
910 

Ala Ser Ser Leu 
925 

Arg His He Gin 
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930 










935 




940 










Asn 


He 


Gly 


Glu 


He 


Lys 


Thr Asp Val 


Gly Lys 


Ala 


Arg 


Ala 


Trp 


vai 


945 










950 




955 










960 


Arg 


Leu 


Ser 


Met 


Glu 
965 


Lys 


Lys Leu Leu 


Ser Arg 
970 


His 


Leu 


Lys 


Gin 
975 


Leu 


Leu 


Ser 


Asp 


His 
980 


Glu 


Leu 


Thr Lys Lys 
985 


Leu Tyr 


Lys 


Arg 


Tyr 
990 


Ala 


Phe 


Leu 


Arg 


Cys 


Asp 


Asp 


Glu 


Lys Glu Gin 


Phe Leu 


Tyr 


His 


Leu 


Leu 


Ser 






995 








1000 






1005 






Phe 


Asn 


Ala 


Val 


Asp 


Tyr 


Phe Cys Phe 


Thr Asn 


Val 


Phe 


Thr 


Thr 


He 




1010 








1015 




1020 








Leu 


He 


Pro 


Tyr 


His 


He 


Leu He Val 


Pro Ser 


Lys 


Lys 


Leu 


Gly 


Gly 


1025 








1030 


1035 








1040 


Ser 


Met 


Phe 


Thr 


Ala 


Asn 


Pro Trp He 


Cys He 


Ser Gly Glu 


Leu 


Gly 










1045 




1050 








1055 


Glu 


Thr 


Gin 


He 


Met 


Gin 


He Pro Arg 


Asn Val 


Leu 


Glu 


Met 


Thr 


Phe 








1060 




1065 






1070 




Glu 


Cys 


Gin 


Asn 


Leu 


Gly Lys Leu Thr 


Thr Val 


Gin 


He Gly His 


Asp 






1075 






1080 






1085 






Asn 


Ser 


Gly Leu 


Tyr 


Ala 


Lys Trp Leu 


Val Glu 


Tyr 


Val 


Met 


val 


Arg 




1090 








1095 




1100 








Asn 


Glu 


He 


Thr 


Gly 


His 


Thr Tyr Lys 


Phe Pro 


Cys 


Gly Arg 


Trp 


Leu 


1105 








1110 


1115 








1120 


Gly Lys Gly Met Asp Asp Gly Ser Leu Glu Arg 


He 


Leu 


Val 


Gly 


Glu 










1125 




1130 








1135 


Leu 


Leu 


Thr 


Ser 


Gin 


Pro 


Glu Val Asp 


Glu Arg 


Pro 


Cys 


Arg 


Thr 


Pro 








1140 




1145 






1150 




Pro 


Leu 


Gin 


Gin 


Ser 


Pro 


Ser Val He Arg Arg 


Leu 


Val 


Thr 


He 


Ser 






1155 






1160 






1165 






Pro 


Asn 


Asn 


Lys 


Pro 


Lys 


Leu Asn Thr Gly Gin 


He 


Gin 


Glu 


Ser 


He 




1170 








1175 




1180 








Gly 


Glu 


Ala 


val 


Asn Gly 


He Val Lys 


His Phe 


His 


Lys 


Pro 


Glu 


Lys 


1135 








1190 


1195 








1200 


Glu 


Arg 


Gly 


Ser 


Leu 


Thr 


Leu Leu Leu 


Cys Gly Glu 


Cys 


Gly 


Leu 


val 










1205 




1210 








1215 


Ser 


Ala 


Leu 


Glu 


Gin 


Ala 


Phe Gin His 


Gly Phe 


Lys 


Ser 


Pro 


Arg 


Leu 








1220 




1225 






1230 




Phe 


Lys 


Asn 


Val 


Phe 


He 


Trp Asp Phe 


Leu Glu 


Lys 


Ala 


Gin 


Thr 


Tyr 






1235 






1240 






1245 






Tyr 


Glu 


Thr 


Leu 


Glu 


Lys 


Asn Glu Val 


Val Pro 


Glu 


Glu 


Asn 


Trp 


His 




1250 








1255 




1260 








Thr 


Arg 


Ala 


Arg 


Asn 


Phe 


Cys Arg Phe 


val Thr 


Ala 


He 


Asn 


Asn 


Thr 


1265 








1270 


1275 








1280 


Pro Arg 


Asn 


He 


Gly Lys Asp Gly Lys 


Phe Gin 


Met 


Leu 


Val 


Cys 


Leu 










1285 




1290 








1295 


Gly Ala 


Arg 


Asp 


His 


Leu 


Leu His Kis 


Trp He 


Ala 


Leu 


Leu 


Ala 


Asp 








1300 




1305 






1310 




Cys 


Pro 


He 


Thr 


Ala 


His 


Met Tyr Glu Asp Val 


Ala 


Leu 


He 


Lys 


Asp 






1315 






1320 






1325 






His 


Thr 


Leu 


val 


Asn 


Ser 


Leu He Arg 


Val Leu 


Gin 


Thr 


Leu 


Gin 


Glu 




1330 








1335 




1340 








Phe 


Asn 


He 


Thr 


Leu 


Glu 


Thr Ser Leu 


Val Lys 


Gly 


He 


Asp 


He 





1345 1350 1355 
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<210> 3099 

<211> 1001 

<212> DNA 

<213> Homo sapiens 



<400> 3099 
nccatggtag 
60 

atcctgaatt 
120 

aatgcagttc 
180 

acactaaact 
240 

gcagtaacta 
300 

tgtgtctgga 
360 

gacaatgcta 
420 

attcacatgc 
480 

tactttatca 
540 

aaagttctgc 
600 

aagttctgcc 
660 

cgcatggaca 
720 

ccaatccttt 
780 

aaatatgggt 
840 

ggtcctacag 
900 

ttggatacat 
960 

aaatctcaga 
1001 



tggcaattta 
tggctgtagc 
atgggtgggt 
ttgtctctgg 
aagtccccag 
tggctgccat 
ggtgcattcc 
tagagatctg 
cagcaaggac 
tcacagtcgt 
gagccataga 
tcgccatcca 
atgtttttat 
cctggagaag 
agccaaccag 
atgaatgatg 
cgccgtggtt 



tgcctattac 
agatttactc 
tttagggaaa 
aatgcagttt 
ccaatcagga 
cttgctgagc 
cattttcccc 
caccggattt 
actcatgaag 
tatagttttc 
catcatctac 
agtcacagaa 
gggagcatct 
acagagacaa 
tacttttagc 
ctttcccctc 
gcaacttata 



aagaaacaga 
cttctattca 
ataatgcgca 
ctggcttgta 
gtgggaaaac 
ataccccagc 
cgctacctag 
gtagtaccct 
atgccaaaca 
attgtcactc 
tccctgatca 
agcatcgcac 
ttcaaaaact 
agtgtggagg 
atttaaaggt 
aaataaaaca 
ataaagaatg 



gaaccaaaac 
ctctgccntt 
aaataacttc 
tcagcataga 
catgctggat 
tggtttttta 
gaacatcaat 
ttcttattat 
tcaaaatatc 
aactgcctta 
ccagctgcaa 
tctttcacag 
acgttatgaa 
agtttccttt 
aaaactgctc 
tctgcattat 
9 



agatgtgtac 

ttg'ggctgtt 

agccttgtac 
cagatatgtg 
catctgtttc 
tacagtaaat 
gaaagcattg 

gggggtgtga 

tcgaccccta 
taacattgtc 
catgagcaaa 
ctgcctcaac 
agtggccaag 
tgattctgag 
tgccttttgc 
tctgaaactc 



<210> 3100 

<211> 159 

<212> PRT 

<213> Homo sapiens 



<400> 3100 
Xaa Met Val Val 
l 

Thr Asp val Tyr 
20 

Phe Thr Leu Pro 
35 

Gly Lys lie Met 



Ala He Tyr Ala 

5 

He Leu Asn Leu 

Phe Trp Ala Val 
40 

Cys Lys He Thr 



Tyr Tyr Lys Lys 
10 

Ala Val Ala Asp 
25 

Asn Ala Val His 
Ser Ala Leu Tyr 



Gin Arg Thr Lys 
15 

Leu Leu Leu Leu 
30 

Gly Trp Val Leu 
45 

Thr Leu Asn Phe 
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50 

Val Ser Gly Met Gin Phe 
65 70 
Ala Val Thr Lys Val Pro 
85 

lie lie Cys Phe Cys Val 
100 

Gin Leu Val Phe Tyr Thr 
115 

Phe Pro Arg Tyr Leu Gly 
130 

Glu He Cys He Gly Phe 
145 150 



55 

Leu Ala Cys He Ser 
75 

Ser Gin Ser Gly Val 
90 

Trp Met Ala Ala He 
105 

Val Asn Asp Asn Ala 
120 

Thr Ser Met Lys Ala 
135 

Val Val Pro Phe Leu 
155 



60 

He Asp Arg Tyr val 
80 

Gly Lys Pro Cys Trp 
95 

Leu Leu Ser He Pro 
110 

Arg Cys He Pro He 
125 

Leu He His Met Leu 
140 

He Met Gly Val 



<210> 3101 

<211> 2623 

<212> DNA 

<213> Homo sapiens 



<400> 3101 
cggcgccgag 
60 

tcctcccctc 
120 

cggccgcgcg 
180 

tcggtgtgct 
240 

cccggcggcc 
300 

gagaagaagt 
360 

ggcgacgacg 
420 

cacctcgtgc 
480 

tgcacctgct 
540 

tggagctgcg 
600 

gaccgccgcg 
660 

cgagaccccg 
720 

aagacgtcct 
780 

tacgagggca 
340 

ctggccaaca 
900 

ctgcccttca 
960 

ctgcggggca 
1020 



tagccgggcc 
ccaggccccg 
gcaggaccat 
tcatgctcat 
gcgcgccgcc 
actacttccc 
tgatcgtctt 
agaacgtacg 
accggcccaa 
ggctgcacgc 
actccgccgc 
tgtcccgcta 
tgcatatgtg 
cggactcgtc 
accgccaggt 
tccccgaggg 
tggccttctt 



gggccggagc 
ccccccgccc 
ggttgagcgc 
cttgtaccag 
cgacgacctg 
ggtccgcgag 
cctgcacatc 
cctcgaggtg 
ccgccgcgag 
cgactggacc 
gctgcgcacg 
cctgagcgag 
tgatgggcgc 
gggctgcacg 
gcgcatgctg 
caagcgggcc 
cggcctgacc 



gcgggcgcgg 
gggccccggc 
gccagcaagt 
tacgcgggcc 
gacctgttcc 
ctggagcgct 
cagaagacgg 
ccgtgcgact 
acttggctct 
gagctcacca 
cccaggaagt 
tggcggcatg 
acgcccacgc 
ctacaggagt 
gccgacctga 
cagctgctgc 
gagttccagc 



cggaggcagc 
gatggtgaca 
tcgtgctggt 
caggactgag 
ccacacccga 
cgctgcgctt 
gcggcaccac 
gccggcccgg 
tctcccgctt 
actgcgtgcc 
tctactacat 
tgcagagggg 
ctgaggagct 
tcatggactg 
gcctggtggg 
tcgagagcgc 
gcaagacgca 



tgcgcccggc 
catgcggcgg 
ggtggcgggc 
cctgggcgcg 
cccccactac 
cgacatgaag 
cttcggccgc 
ccagaagaag 
ctccaccggc 
cggcgtgctg 
caccctgcta 
tgccacgtgg 
gccgccctgc 
cccgtacaac 
ctgctacaac 
caagaagaac 
gtacctgttc 
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gagcggacgt tcaacctcaa gttcatccgg cccttcatgc agtacaatag cacgcgggcg 
1080 

ggcggcgtgg aggtggatga agacaccatc cggcgcatcg aggagctcaa cgacctggac 
1140 

atgcagctgt acgactacgc caaggacctc ttccagcagc gctaccagta caagcggcag 
1200 

ctggagcgca gggagcagcg cctgaggagc cgcgaggagc gtctgctgca ccgggccaag 
1260 

gaggcactgc cgcgggagga tgccgacgag ccgggccgcg tgcccaccga ggactacatg 
1320 

agccacatca ttgagaagtg gtagtggcgg tggtggccac ggggaggcct cttggggggt 
1380 

gtgggggata aaacaggaca gacgacaggt ccacccaaga ctgtcaaggg atgagcatcc 
1440 

caaacctgct ccacagaggt agctgcgtcc tgaaaaaaaa cagagcaggg atgtagtggg 
1500 

gctgggcagg gatgggggct tgagaaatca acaggtgcag cccagtgggt cagaggaaag 
1560 

cgtgctcgaa ggatgccatg gtcagggcag ggcctccaga gcaggtgttg tgcctggagc 
1620 

tgctctcctg gcctccttgg atttatcgca aaaactgaag gtttgcgcaa gagacgagga 
1680 

cagcggaaag tggacctgcc aggccgggag tgtgtccctc accaactatg cacacagcac 
1740 

tcgcccttag ctcctctgtc cgggctacta ggagtgagac cagcttctgg caactgcccc 
1800 

agctccaggc catcccatag cccctcctct tctggctgcc cccaatgccc cgaggcctgg 
1860 

ggagccccca gctcacccat ctgtagctcc ctcaaagtca gggcccaccc catctgaggc 
1920 

agagaagact cgagtccagc ccccaggaag cctgctcccc tctctggccc atggtcctgc 
1980 

ttcatgcttt gggtcaggag gccaaagctg atgttcaggc cccacccact ccctacagtc 
2040 

ctcagaccaa ggaggggttt gggtagtagg cccgagctgc attgccggcc ttcctcgggc 
2100 

caactggcag cccaggagtg gggaggcttt ggccagggat gctgccactt gtgcgtgagt 
2160 

ccgcggctgg cccttggagg tgaccatcca ggcaggcctg gctcagactg gaagggctgg 
2220 

ggaccgaggg ctcccctgcc tctgttctcc tttctgaccc actgggattt gctagcaggc 
2280 

tgccccagcc ccatcaccga aacacatact caagagctct ccttgcattt ccccatgctc 
2340 

cccaccccct ggcaaaaggc tggccatgct ctgttcccag cagcctcgca ggtttcccca 
2400 

ctggccgcaa tggccctact aaaagccatg ttgcatatcc gttgtaagca cgtgccctgt 
2460 

gctctgtccc cattccttat gccctaggag gccaagctgg tgtctctagg agggcccaca 
2520 

caggcaccct ggatccccca gagagcagat tggtgtgctc aggccgcagg ctgactcaga 
2580 

ggtaggggca gtgggctctg caggccacct ggctggggtt ggg 
2523 
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<210> 3102 

<211> 410 

<212> PRT 

<213> Homo sapiens 



<400> 3102 



Met 


Arg 


Arg 


Arg 


Pro Arg Gly Arg 


1 








5 








Phe 


Val 


Leu 


Val 


Val 


Ala 


Gly Ser 








20 










Gin 


Tyr 


Ala 


Gly 


Pro Gly 


Leu 


Ser 






35 










40 


Pro 


Pro 


Asp 


Asp 


Leu Asp 


Leu 


Phe 




50 










55 




Lys 


Lys 


Tyr 


Tyr 


Phe 


Pro 


Val 


Arg 


65 










70 






Asp 


Met 


Lys 


Gly 


Asp Asp 


Val 


lie 










85 








Gly 


Gly 


Thr 


Thr 


Phe Gly Arg 


His 








100 










Val 


Pro 


Cys 


Asp 


Cys 


Arg 


Pro 


Gly 






115 










120 


Pro 


Asn 


Arg 


Arg 


Glu 


Thr 


Trp 


Leu 




130 










135 




Ser 


Cys 


Gly 


Leu 


His 


Ala 


Asp 


Trp 


145 










150 






Gly Val 


Leu 


Asp 


Arg 


Arg 


Asp 


Ser 










165 








Phe 


Tyr 


Tyr 


lie 


Thr 


Leu 


Leu 


Arg 








180 










Glu 


Trp 


Arg 


His 


Val 


Gin 


Arg 


Gly 






195 










200 


Met 


Cys 


Asp 


Gly 


Arg 


Thr 


Pro 


Thr 




210 










215 




Glu 


Gly 


Thr 


Asp 


Trp 


Ser 


Gly 


Cys 


225 










230 






Pro 


Tyr 


Asn 


Leu 


Ala 


Asn 


Asn 


Arg 










245 








Ser 


Leu 


Val 


Gly 


Cys 


Tyr 


Asn 


Leu 








260 










Ala 


Gin 


Leu 


Leu 


Leu 


Glu 


Ser 


Ala 






275 










280 


Phe 


Phe 


Gly 


Leu 


Thr 


Glu 


Phe 


Gin 




290 










295 




Arg 


Thr 


Phe 


Asn 


Leu 


Lys 


Phe 


He 


305 










310 






Thr 


Arg 


Ala 


Gly 


Gly Val 


Glu 


val 










325 








Glu 


Glu 


Leu 


Asn 


Asp 


Leu Asp 


Met 








340 










Leu 


Phe 


Gin 


Gin 


Arg 


Tyr 


Gin 


Tyr 






355 










360 


Gin 


Arg 


Leu 


Arg 


Ser 


Arg 


Glu 


Glu 



Thr 


Met 


Val 


Glu Arg Ala 


Ser 


Lys 




10 










15 




Val 


Cys 


Phe 


Met 


Leu 


He 


Leu 


Tyr 


25 










30 






Leu Gly Ala 


Pro Gly Gly Arg Ala 










45 








Pro 


Thr 


Pro 


Asp 


Pro 


His 


Tyr Glu 








60 










Glu 


Leu 


Glu 


Arg 


Ser 


Leu 


Arg 


Phe 






75 










80 


Val 


Phe 


Leu 


His 


He 


Gin 


Lys 


Thr 




90 










95 




Leu 


Val 


Gin 


Asn 


Val 


Arg 


Leu 


Glu 


105 










110 






Gin 


Lys 


Lys 


Cys 


Thr 


Cys 


Tyr 


Arg 










125 








Phe 


Ser Arg 


Phe 


Ser 


Thr 


Gly Trp 








140 










Thr 


Glu 


Leu 


Thr Asn Cys 


Val 


Pro 






155 










160 


Ala 


Ala 


Leu 


Arg 


Thr 


Pro 


Arg 


Lys 




170 










175 




Asp 


Pro 


Val 


Ser 


Arg 


Tyr 


Leu 


Ser 


185 










190 






Ala 


Thr 


Trp 


Lys 


Thr 


Ser 


Leu 


His 










205 








Pro 


Glu 


Glu 


Leu 


Pro 


Pro 


Cys 


Tyr 








220 










Thr 


Leu 


Gin 


Glu 


Phe 


Met 


Asp 


Cys 






235 










240 


Gin 


Val 


Arg 


Met 


Leu 


Ala 


Asp 


Leu 




250 










255 




Ser 


Phe 


He 


Pro 


Glu Gly 


Lys 


Arg 


265 










270 






Lys 


Lys 


Asn 


Leu Arg Gly Met 


Ala 










285 








Arg 


Lys 


Thr 


Gin 


Tyr 


Leu 


Phe 


Glu 








300 










Arg 


Pro 


Phe 


Met 


Gin 


Tyr 


Asn 


Ser 






315 










320 


Asp 


Glu 


Asp 


Thr 


He 


Arg 


Arg 


He 




330 










335 




Gin 


Leu 


Tyr 


Asp 


Tyr 


Ala 


Lys 


Asp 


345 










350 






Lys 


Arg 


Gin 


Leu 


Glu 


Arg 


Arg 


Glu 










365 








Arg 


Leu 


Leu 


His 


Arg 


Ala 


Lys 


Glu 
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370 375 380 

Ala Leu Pro Arg Glu Asp Ala Asp Glu Pro Gly Arg Val Pro Thr Glu 
385 390 395 400 

Asp Tyr Met Ser Hi3 lie lie Glu Lys Trp 
405 410 

<210> 3103 
<211> 1228 
<212> DNA 

<213> Homo sapiens 
<400> 3103 

ctcgagctgg atccaccctt gagccttcac ctggagagtc ctctgcacaa gttcagagag 
60 

aaggactacg cgcagcaatg gttctcatca gggggcaact tcgccctcac atgcctctcc 
120 

caaccccgct gggacactag gccgcggctg ggggaagcgg gagggagaat gttatccccc 
180 

tggcatgtgt ctagtcagcg gaggagacag atgctgctaa acaccttgca atccacggtg 
240 

ggagggcccc tcccccaccc cgaagtagcc attcggcaga ggtggagaaa ctcgcgtgta 
300 

gatcaatgcc cacgcacttg gccgacggaa atcacgaatt ggtgaccaat tggatcttgg 
360 

atctgaggaa aaagctccag cttcagaggg aactctcgaa gttttgccca gagcaaacgg 
420 

aggggttgcg ttgccatcgc ctaaaatggg aaaatggcag gcgtcacagg ttgcagggga 
480 

aggttggaga ccagttgagt gccccggagc cttcctggaa agagtttcct atccagcccg 
540 

cctcggtttc cgcatccgtc tgattcctta tgatgttgag ggtgccgggg tctgggtcct 
600 

ttatgatgca gagggtgccc ccgcctcacc tcgggcgcct ccccgctccc gcctcctcct 
660 

ggcaacctgg tgggcggctc cggacccggc gacccgcgac catcttgtca gttgctgccg 
720 

cctggcaaag ggcatctcta ggccagtggt gnagacggcc ggtggccgca ctcgctccat 
780 

actcggactc cctcgtggag ccctcggtgt gtcgcctgca ggttcttttt ttgaagaaag 
840 

cagggagtga acggccttgt gagacgactc caggagcaaa gggagactct cacaagaccc 
900 

aagtcctcct agagcacagg aaagtgtcgc ttcaggtcga agaagggaga caaagcagct 
960 

ttccgcatct gcatggttgt ctagtggcta ggattcggtg ctgaaagcgc cacggcccgg 
1020 

gttcgattcc cggtcaggga attgttttgc actggccgcc ctcccgcagg aatcttcctt 
1080 

taccacgctg tcagccggcc tgctccaagg gccagatgta gaacagcctc cgcagcgagg 
1140 

ggcaaacccg ggcaaaggag ggcaagtcgt ggtgggccac ctctcacgac acaccgttcc 
1200 

tgtttatctc cgtgtccgtc atccgcgg 
1228 
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<210> 3104 

<211> 144 

<212> PRT 

<213> Komo sapiens 

<400> 3104 

Met Met Leu Arg Val Pro Gly Ser Gly Ser Phe Met Met Gin Arg Val 

15 10 15 

Pro Pro Ser His Leu Gly Arg Leu Pro Ala Pro Ala Ser Ser Trp Gin 

20 25 30 

Pro Gly Gly Arg Leu Arg Thr Arg Arg Pro Ala Thr lie Leu Ser Val 

35 40 45 

Ala Ala Ala Trp Gin Arg Ala Ser Leu Gly Gin Trp Xaa Arg Arg Pro 

50 55 €0 

Val Ala Ala Leu Ala Pro Tyr Ser Asp Ser Leu Val Glu Pro Leu Val 
65 70 75 80 

Cys Arg Leu Gin Val Leu Phe Leu Lys Lys Ala Gly Ser Glu Arg Pro 

85 90 95 

Cys Glu Thr Thr Pro Gly Ala Lys Gly Asp Ser His Lys Thr Gin Val 

100 105 110 

Leu Leu Glu His Arg Lys Val Ser Leu Gin Val Glu Glu Gly Arg Glu 

115 120 125 

Ser Ser Phe Pro His Leu His Gly Cys Leu Val Ala Arg lie Arg Cys 
130 135 140 

<210> 3105 

<211> 4924 

<212> DNA 

<213> Homo sapiens 

<400> 3105 

ngcccgaaac ccggaagtga gcggcggcag ctgcgaggct cggagaaaca ggcgccgcgg 
60 

gctccgcgcc cggccggacc cgggcccgag atcatgatgc tgccgccacc gccgccacca 
120 

cggagcgaga agcccagata gacgccccgg cggccccggg tcctggagtc ccgccgcctg 
180 

ctgcccggcc gaggacccca ccccgcctgc cgcccgatgc ttgcagtggg gcccgccatg 
240 

gacagggatt acccgcagca tgaacccccg ccggcgggca gcctcctgta cagcccgccg 
300 

cccctgcaga gcgccatgct gcactgcccc tactggaaca ccttctcgct gccgccatac 
360 

cctgccttct ccagcgacag ccgcccgttc atgagctccg cctccttcct cggcagccag 
420 

ccctgcccag acaccagcta tgcccccgtg gccaccgcct ccagcttgcc accaaagacc 
480 

tgcgactttg ctcaggactc ctcctatttt gaggacttct ccaacatctc catcttctcc 
540 

tcgtccgtgg actccctgtc ggacatcgtg gacacgcccg acttcctgcc ggctgacagc 
600 

ctcaaccagg tgcccaccat ctgggacgat aaccctgccc cctccaccca cgataagctg 
660 
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ttccagctca 
720 

cttctcgtca 
780 

gaggaggagg 
840 

aagtccaaga 
900 

gtcccacccc 
960 

gccctgcagc 
1020 

gggcagcgcg 
1080 

gccggagtca 
1140 

tccaacgacc 
1200 

gcggtgcacg 
1260 

ttcgccacct 
1320 

ctccggcaga 
1380 

tgtcacaaag 
1440 

aacaagctgc 
1500 

aacatgatct 
1560 

gaggagttcc 
1620 

gacatgaagg 
1680 

cgcatcgagg 
1740 

ctgtgggccg 
1800 

cgcaagtccc 
1860 

atcgcagcca 
1920 

tgcgtggtca 
1980 

aacgatgggc 
2040 

cagaagcact 
2100 

cggcgacctc 
2160 

atccgcatca 
2220 

tcctcccccg 
2280 



gcaggccgtt 
gctaccagga 
aggcggagga 
tcgggaagca 
cagacatcac 
tagaggccat 
cgggctttct 
tcctggagaa 
ttaagtacga 
cgctcagcaa 
actccgccct 
tcctggactg 
ccaagaatgc 
ccctggcccg 
acatgagccg 
tgcacgccat 
tcagcggcat 
agatcccgct 
aggccctgaa 
tgtggggcca 
aggtgcgccg 
tcgggctgca 
acctcaactg 
ttccgtccac 
ggggacgcgg 
gtgacgacag 
agtccctggt 



tgcaggcttc 
gcagagtgtg 
gctggggcac 
gcacccagac 
ctacaccctg 
cacctacgcc 
catcggcgat 
ccacctgcgc 
tgcggagcgc 
gatcaagtac 
gattggggag 
gtgtggggag 
cggctccacc 
cgtggtctac 
cttgggtatc 
cgagaagagg 
gtacatcgca 
ggccccagcc 
cgtgttccag 
gttctggtcg 
gctggcggag 
gtccacgggc 
cttcgtctcg 
caagagaaag 
ggccaaagcc 
cagcacggag 
ggatgacgac 



gaggactttc 
cagagccagc 
acagagacct 
cgcgtggtgg 
gccctgccct 
tgccagcaac 
ggggccggcg 
ggccggaaga 
gacctgcggg 
ggtgacacca 
agccaggccg 
gcctttgagg 
aagatgggca 
gccagcgcca 
tggggcgagg 
ggcgttggcg 
cgccagctca 
ttcgagtgcg 
caggcggccg 
gcacaccagc 
ctggcccgag 
gaggcgcgca 
gccgctgaag 
cgggacagag 
ccccggctgg 
tcggaccctg 
gttgtcatcg 



cgccctccca 
cagaggagga 
acgccgacta 
agaccagcac 
cggacagcgg 
acgaggtcct 
tgggcaaagg 
aagcattgtg 
acatcgaagc 
ctacctcaga 
gcggccagca 
gcgtcatcgt 
aggccgtgct 
caggtacctc 
gcacaccctt 
ccatggagat 
gcttctccgg 
tctacaaccg 
actggatcgg 
gcttcttcaa 
aggagctggc 
cgcgggaggt 
gcgtgttcct 
gagcgggcag 
cgtgcgagac 
gcctggacag 
Ctgatgcagc 



cagcaccccg 
ggacgaggct 
cgtgccgtcc 
actgtccagc 
ggccctgtct 
gctccccagc 
ccggacggtg 
gttcagcgtc 
cacgggcatc 
gggcgtCCtC 
ccgcactcgc 
gttcgacgag 
agacctgcag 
tgagcctcgg 
ccggaacttt 
cgtggccatg 
cgtcaccttc 
cgcagccctg 
cctggagtcg 
gtatctgtgc 
gcgagacaag 
gctgggggag 
gtcgctaatt 
caagcggaaa 
agcgggcgtc 
cgacttcaac 
cgggctcccc 
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agtgacgacc ggggatccct gtgcctcctg 
2340 

gagcgggtgg agcggctgaa gcaggatctg 
2400 

ctgccagtca acaccctgga cgagctcatc 
2460 

gagatgaccg gcaggaaagg ccgcgtggtg 
2520 

tcgcgggcag agcagggtct gtccatcgac 
2580 

atgagcggcg agaagctcgt ggccatcatc 
2S40 

caagccgacc gccgtgtcca gaaccagcgg 
2700 

tggagcgccg accgcgccat ccagcagttc 
2760 

gcgccagagt atgtcttcct catctcggag 
2820 

gtggccaagc gcctggagag tctgggggcc 
2880 

tcccgtgacc tcagcaagta caactttgag 
2940 

gtcctcacca ccatcctgag ccagactgag 
3000 

ggaggggtcc ccaccttctt ccgggacatg 
3060 

ggccgggagt cccggaatgg ctgcctggac 
3120 

ctgaaccgca tcctggggct ggaggtgcac 
3180 

gacaccttcg accacctcat cgagatggac 
3240 

ctggaccttg ctcccggtat cgaggagatc 
3300 

cccgggcacc cgcaggacgg gcaggtggtc 
3360 

aagtgggagg acgcctttgc caagtcgctg 
3420 

ctctcctaca aggtccgcgg taacaagccc 
3480 

cagttcttca cggtgtacaa gcccaacatc 
3540 

agcctccgcc gcaagttcca ccgggtcacc 
3600 

ggctacgctt tgtcgctgac gcactgcagc 
3660 

gcgcaggagg gtaaggactg cctgcagggg 
3720 

ggcgcgctgc tgcgcgtgtg gggccgcatc 
3780 

agctacctgc agatcgtgcg gctgaagacc 
3840 

atccccgagg gctgcgtgcg ccgggtgctg 
3900 



cagagagacc cgcatggccc cggggtcctg 
ctggacaaag tgcgccggct gggccgggaa 
gaccagctgg gcggccccca gcgggtggcg 
cccaggcccg acgggacggt ggccttcgag 
cacgtgaacc tcagggagaa gcagcgcttc 
tcggaggcct ccagctcggg tgtctccctc 
cgccgcgtgc acatgacctt ggagctgccg 
ggccgcaccc accggtccaa ccaggtctcc 
ctggccgggg agcgccggtt cgcctccatc 
ctgacccacg gagaccgccg cgccacggag 
aacaagtatg gcacccgggc cctgcactgt 
aacaaagtgc ctgtgcccca gggataccct 
aagcagggcc tgctgtctgt gggcattggt 
gtggagaagg actgttccat caccaagttc 
aagcagaacg ccctgttcca gtacttctca 
aagcgggagg gcaaatacga catgggcatc 
tacgaggaga gccagcaggt gttcctggct 
ttctacaaga tcagcgtgga ccgcggcctg 
gcgctgacgg gcccctatga cggcttctac 
agctgcctgc tggcggagca gaaccgcggc 
ggccggcaga gccagctgga ggccctggac 
gcggaggagg ccaaggagcc ctgggagagt 
cacagcgcct ggaaccggca ctgccggctg 
ctgcggctgc ggcaccacta catgctgtgc 
gccgccgtca tggccgacgt cagcagcagc 
aaggacagga agaagcaagt gggcatcaag 
caggagctgc ggctgatgga tgcggacgtg 
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aagcgcaggc aggcgcccgc cctgggctgc cccgccccgc ccgccccgcg cccgctggcg 
3960 

ctgccttgcg gccccggaga ggtgctggac ctcacctaca gccccccggc cgaggccttc 
4020 

ccgccgcccc cgcacttctc tttcccggcg ccgctgtccc tggacgccgg ccccggcgtc 
4080 

gtgccgctgg gcacccccga cgcccaggcc gaccctgcgg ccctcgcgca ccagggctgc 
4140 

gacatcaact tcaaggaggt gctggaggac atgctgcgct cgctgcacgc ggggccgccc 
4200 

tccgagggcg cgctggggga gggcgcgggg gcggggggcg cggcgggcgg tggtcccgag 
4260 

cggcagagcg tgatccagtt cagcccaccc ttccccggcg cccaggctcc tctctgacac 
4320 

gcctttaggc gaaacatgcc ccaagacaca gggaccgttt ctcccctagg agcagcggtg 
4380 

gggagcaggg ccaaggtccc ctgaccactg ctcagaggag ccctaggccc tggccgcagc 
4440 

gccttcagcg cccgacccgg gcccccacct ggtcagccct ggcggggccc actcaggaca 
4500 

gctgggggcc ggggcgtggc agggccctct ctgtgcctct cctcccaagt aggaaggggc 
4560 

tccgggtggc tgctctggga ctgggcaccc acaagggctc agtgggccca aacccttgaa 
4620 

atccgtgaaa ccgggtggtc ccaagagcta gaaactcagg aaaccccagg tgctcagggc 
4680 

cccgcgtctc gggggctccg tggggcagac ccctgctaat atatgcaatt ctccctcccc 

4740 

cagcccttcc ctgaccccta agttattgcc cgctcacctc tcccaggccc caggccgcgg 
4800 

agctggcagg gtggcgcctg cggtttctat gtatttatag caagttctga tgtacatatg 
4860 

taaaggactt ttttaaatat atgtgccttt tgcctacttc caaaaaaaaa aaaaaaaaaa 

4920 

aacc 

4924 

<210> 3106 
<211> 1366 
<212> PRT 

<213> Homo sapiens 
<400> 3106 

Met Leu Ala Val Gly Pro Ala Met Asp Arg Asp Tyr Pro Gin His Glu 

15 10 15 

Pro Pro Pro Ala Gly Ser Leu Leu Tyr Ser Pro Pro Pro Leu Gin Ser 

20 25 30 

Ala Met Leu His Cys Pro Tyr Trp Asn Thr Phe Ser Leu Pro Pro Tyr 

35 40 45 

Pro Ala Phe Ser Ser Asp Ser Arg Pro Phe Met Ser Ser Ala Ser Phe 

50 55 , 60 

Leu Gly Ser Gin Pro Cys Pro Asp Thr Ser Tyr Ala Pro Val Ala Thr 
65 70 75 80 

Ala Ser Ser Leu Pro Pro Lys Thr Cys Asp Phe Ala Gin Asp Ser Ser 
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85 




90 








95 




Tvr 


Phe 


Glu 


AS© 


Phe 


Ser 


Asn He Ser He Phe 


Ser 


Ser 


Ser 


Val 


Asp 








100 






105 






110 






Ser 


Leu 


Ser 


Asd 


He 


Val Asp Thr Pro Asp Phe 


Leu 


Pro 


Ala 


Asp 


Ser 






115 








120 




125 








Leu 


Asn 


Gin 


Val 


Ser 


Thr 


He Trp Asp Asp Asn 


Pro 


Ala 


Pro 


Ser 


Thr 




130 










135 


140 










His 


Asp 


Lys 


Leu 


Phe 


Gin 


Leu Ser Arg Pro Phe 


Ala 


Gly 


Phe 


Glu 


Asp 


145 










ISO 


155 










160 


Phe 


Leu 


Pro 


Ser 


His 


Ser 


Thr Pro Leu Leu Val 


Ser 


Tyr 


Gin 


Glu 


Gin 














170 








175 




Ser 


Val 


Gin 


Ser 


Gin 


Pro Glu Glu Glu Asp Glu 


Ala 


Glu 


Glu 


Glu 


Glu 








loll 






185 






190 






Ala 


Glu 


Glu 


Leu 


Gly 


His 


Thr Glu Thr Tyr Ala 


Asp Tyr 


Val 


Pro 


Ser 














200 




205 








Lys 


Ser 


Lys 


Tip 

lie 


\j x y 


Lys 


Gin His Pro Asp Arg 


Val 


Val 


Glu 


Thr 


Ser 




O 1 ft 










215 


220 










111 XT 


Leu 


Ser 




vdl 


Pro 


Pro Pro Asp He Thr 


Tyr 


Thr 


Leu 


Ala 


Leu 


225 










230 


235 










240 


Pro 


Car 


Asp 


Ser 


uiy 


Ala 


Leu Ser Ala Leu Gin 


Leu 


Glu 


Ala 


He 


Thr 










24 5 




250 








ICC 




Tyr 


Aia 


Cys 


uin 


bin 


His 


Glu Val Leu Leu Pro 


Ser 


Gly Gin 


Arg 


Aid 








260 






265 






270 






J. y 


file 


Leu 


Tin 

1 1c 




Asp Gly Ala Gly Val Gly 


Lys 


Gly Arg 


Thr 


Vgil 






275 








280 




285 








Aid 


Gly 


vai 


Tin 

lie 


Leu 


Glu 


Asn His Leu Arg Gly 


Arg 


Lys 


Lys 


Ala 


Leu 




290 










295 


300 










Trp 


Phe 


Ser 


vdl 


Ser 


Asn 


Asp Leu Lys Tyr Asp 


Ala 


Glu 


Arg 


Asp 


Leu 


305 










310 


315 










320 


Arg 


Asp 


T 1 a 

lie 


blu 


Ala 


Thr Gly He Ala Val His 


Ala 


Leu 


Ser 


Lys 


Tip 

lie 










32 5 




330 








335 




r 

bys 


Tyr 




Asp 


i nr 


Thr 


Thr Ser Glu Gly Val 


Leu 


Phe 


Ala 


Thr 


Tyr 








34 0 






345 






350 






Ser 


Ala 


Leu 


lie 


Gly 


Glu 


Ser Gin Ala Gly Gly 


Gin 


His 


Arg 


Thr 


Arg 






ICC 








360 




365 








Leu 


Arg 




lie 


Leu 


Asp Trp Cys Gly Glu Ala 


Phe 


Glu Gly Val 


He 




J / u 










375 


380 










Vdl 


rne 


Asp 


pin 


Cys 


His 


Lys Ala Lys Asn Ala 


Gly Ser Thr Lys 




IOC 










390 


395 










4 00 


L»iy 


Lys 


Alcl 


Veil 


Leu 


Asp 


Leu Gin Asn Lys Leu 


Pro 


Leu 


Ala 


Arg 


Val 










4 05 




410 








415 




VCt J. 


Tyr 


Ala 


Ser 


Al d 


Thr Gly Thr Ser Glu Pro 


Arg 


Asn 


Met 


He 


Tyr 








420 






425 






430 






Met 


Ser 


Arg 


Leu 


Gly 


He 


Trp Gly Glu Gly Thr 


Pro 


Phe 


Arg Asn 


Phe 






435 








440 




445 








Glu 


Glu 


Phe 


Leu 


His 


Ala 


He Glu Lys Arg Gly 


Val 


Gly Ala Met 


Glu 




450 










455 


460 










He 


Val 


Ala 


Met 


Asp 


Met 


Lys Val Ser Gly Met 


Tyr 


He 


Ala 


Arg 


Gin 


465 










470 


475 










480 


Leu 


Ser 


Phe 


Ser 


Gly 


Val 


Thr Phe Arg He Glu 


Glu 


He 


Pro 


Leu 


Ala 










485 




490 








495 




Pro 


Ala 


Phe 


Glu 


Cys 


Val 


Tyr Asn Arg Ala Ala 


Leu 


Leu 


Trp 


Ala 


Glu 








500 






505 






510 






Ala 


Leu 


Asn 


Val 


Phe 


Gin 


Gin Ala Ala Asp Trp 


He 


Gly 


Leu 


Glu 


Ser 
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515 

Arg Lys Ser Leu 
530 

Lys Tyr Leu Cys 
545 

Arg Glu Glu Leu 

Thr Gly Glu Ala 
580 

Leu Asn Cys Phe 
595 

Gin Lys His Phe 
610 

Ser Lys Arg Lys 
625 

Leu Ala Cys Glu 

Thr Glu Ser Asp 
660 

Ser Leu val Asp 
675 

Ser Asp Asp Arg 
690 

Pro Gly Val Leu 
705 

Lys Val Arg Arg 

Leu lie Asp Gin 
740 

Arg Lys Gly Arg 
755 

Ser Arg Ala Glu 
770 

Lys Gin Arg Phe 
785 

Ala Ser Ser Ser 

Gin Arg Arg Arg 
820 

Arg Ala lie Gin 
835 

Ala Pro Glu Tyr 
8S0 

Phe Ala Ser lie 
865 

His Gly Asp Arg 

Phe Glu Asn Lys 
900 

lie Leu Ser Gin 
915 

Gly Gly Val Pro 
930 

Val Gly He Gly 



520 

Trp Gly Gin Phe 
535 

He Ala Ala Lys 
550 

Ala Arg Asp Lys 
565 

Arg Thr Arg Glu 

Val Ser Ala Ala 
600 

Pro Ser Thr Lys 
615 

Arg Arg Pro Arg 
630 

Thr Ala Gly Val 
645 

Pro Gly Leu Asp 

Asp Asp Val Val 
680 

Gly Ser Leu Cys 
695 

Glu Arg Val Glu 
710 

Leu Gly Arg Glu 
725 

Leu Gly Gly Pro 

Val Val Ser Arg 
760 

Gin Gly Leu Ser 
775 

Met Ser Gly Glu 
790 

Gly Val Ser Leu 
805 

Val His Met Thr 

Gin Phe Gly Arg 
840 

Val Phe Leu He 
855 

val Ala Lys Arg 
870 

Arg Ala Thr Glu 
885 

Tyr Gly Thr Arg 

Thr Glu Asn Lys 
920 

Thr Phe Phe Arg 
935 

Gly Arg Glu Ser 



Trp Ser Ala His 
540 

Val Arg Arg Leu 
555 

Cys Val Val He 
570 

Val Leu Gly Glu 
585 

Glu Gly Val Phe 

Arg Lys Arg Asp 
620 

Gly Arg Gly Ala 
635 

He Arg He Ser 
650 

Ser Asp Phe Asn 
665 

He Val Asp Ala 

Leu Leu Gin Arg 
700 

Arg Leu Lys Gin 
715 

Leu Pro Val Asn 
730 

Gin Arg Val Ala 
745 

Pro Asp Gly Thr 

He Asp His Val 
780 

Lys Leu Val Ala 
795 

Gin Ala Asp Arg 
810 

Leu Glu Leu Pro 
825 

Thr His Arg Ser 

Ser Glu Leu Ala 
660 

Leu Glu Ser Leu 
875 

Ser Arg Asp Leu 
890 

Ala Leu His Cys 
905 

Val Pro Val Pro 

Asp Met Lys Gin 
940 

Arg Asn Gly Cys 



525 

Gin Arg Phe Phe 

Val Glu Leu Ala 
560 

Gly Leu Gin Ser 

575 

Asn Asp Gly His 
590 

Leu Ser Leu He 
605 

Arg Gly Ala Gly 

Lys Ala Pro Arg 
640 

Asp Asp Ser Ser 
655 

Ser Ser Pro Glu 
670 

Val Gly Leu Pro 
685 

Asp Pro His Gly 

Asp Leu Leu Asp 
720 

Thr Leu Asp Glu 
735 

Glu Met Thr Gly 
750 

Val Ala Phe Glu 
765 

Asn Leu Arg Glu 

He He Ser Glu 
800 

Arg Val Gin Asn 
815 

Trp Ser Ala Asp 
830 

Asn Gin Val Ser 
845 

Gly Glu Arg Arg 

Gly Ala Leu Thr 
880 

Ser Lys Tyr Asn 
895 

Val Leu Thr Thr 
910 

Gin Gly Tyr Pro 
925 

Gly Leu Leu Ser 
Leu Asp Val Glu 
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945 










950 








955 








960 


Lys 


Asp 


Cys 


Ser 


He 
965 


Thr 


Lys 


Phe 


Leu 


Asn Arg He 
970 


Leu 


Gly 


Leu 
975 


Glu 


Val 


His 


Lys 


Gin 
980 


Asn 


Ala 


Leu 


Phe 


Gin 
985 


Tyr Phe Ser 


Asp 


Thr 
990 


Phe 


Asp 


His 


Leu 


He 


Glu 


Met 


Asp 


Lys 


Arg 


Glu 


Gly Lys Tyr 


Asp 


Met 


Gly 


He 






995 










1000 




1005 






Leu 


Asp 


Leu 


Ala 


Pro 


Gly 


He 


Glu 


Glu 


He Tyr Glu 


Glu 


Ser 


Gin 


Gin 




1010 








1015 




1020 








Val 


Phe 


Leu 


Ala 


Pro Gly His 


Pro 


Gin 


Asp Gly Gin Val 


Val 


Phe 


Tyr 


1025 








1030 






1035 








1040 


Lys 


He 


Ser 


Val 


Asp 


Arg 


Gly 


Leu 


Lys 


Trp Glu Asp 


Ala 


Phe 


Ala 


Lys 










1045 








1050 






1055 


Ser 


Leu 


Ala 


Leu 


Thr 


Gly 


Pro 


Tyr 


Asp 


Gly Phe Tyr 


Leu 


Ser 


Tyr 


Lys 








1060 








1065 




1070 




Val 


Arg Gly Asn Lys 


Pro 


Ser 


Cys 


Leu 


Leu Ala Glu 


Gin 


Asn Arg 


Gly 






1075 








1080 




1085 






Gin 


Phe 


Phe 


Thr 


val 


Tyr 


Lys 


Pro 


Asn 


He Gly Arg 


Gin 


Ser 


Gin 


Leu 




1090 








1095 




1100 








Glu 


Ala 


Leu 


Asp 


Ser 


Leu 


Arg 


Arg 


Lys 


Phe His Arg 


Val 


Thr 


Ala 


Glu 


1105 








1110 






1115 








1120 


Glu 


Ala 


Lys 


Glu 


Pro 


Trp 


Glu 


Ser 


Gly 


Tyr Ala Leu 


Ser 


Leu 


Thr 


His 










1125 








1130 






1135 


Cys 


Ser 


His 


Ser 


Ala 


Trp 


Asn 


Arg 


His 


Cys Arg Leu 


Ala 


Gin 


Glu 


Gly 








1140 








1145 




1150 




Lys 


Asp 


Cys 


Leu 


Gin 


Gly 


Leu 


Arg 


Leu 


Arg His His 


Tyr 


Met 


Leu 


Cys 






1155 








1160 




1165 






Gly Ala 


Leu 


Leu 


Arg 


Val 


Trp 


Gly Arg 


lie Ala Ala 


Val 


Met 


Ala 


Asp 




1170 








1175 




1180 








Val 


Ser 


Ser 


Ser 


Ser 


Tyr 


Leu 


Gin 


He 


Val Arg Leu 


Lys 


Thr 


Lys 


Asp 


1185 








1190 






1195 








1200 


Arg 


Lys 


Lys 


Gin 


Val 


Gly 


He 


Lys 


He 


Pro Glu Gly 


Cys 


Val 


Arg 


Arg 










1205 








1210 






1215 


val 


Leu 


Gin 


Glu 


Leu 


Arg 


Leu 


Met 


Asp 


Ala Asp Val 


Lys 


Arg 


Arg 


Gin 








1220 








1225 




1230 




Ala 


Pro 


Ala 


Leu 


Gly 


Cys 


Pro 


Ala 


Pro 


Pro Ala Pro 


Arg 


Pro 


Leu 


Ala 






1235 








1240 




1245 






Leu 


Pro Cys Gly 


Pro 


Gly Glu 


val 


Leu 


Asp Leu Thr 


Tyr 


Ser 


Pro 


Pro 




1250 








1255 




1260 








Ala 


Glu 


Ala 


Phe 


Pro 


Pro 


Pro 


Pro 


His 


Phe Ser Phe 


Pro 


Ala 


Pro 


Leu 


1265 








1270 






1275 








1280 


Ser 


Leu 


Asp 


Ala 


Gly 


Pro 


Gly Val 


Val 


Pro Leu Gly Thr 


Pro 


Asp 


Ala 










1285 








1290 






1295 


Gin 


Ala 


Asp 


Pro 


Ala 


Ala 


Leu 


Ala 


His 


Gin Gly Cys 


Asp 


He 


Asn 


Phe 








1300 








1305 




1310 




Lys 


Glu 


Val 


Leu 


Glu 


Asp 


Met 


Leu 


Arg 


Ser Leu His 


Ala 


Gly 


Pro 


Pro 






1315 








1320 




1325 






Ser 


Glu Gly Ala 


Leu Gly Glu Gly Ala 


Gly Ala Gly Gly Ala 


Ala 


Gly 




1330 








1335 




1340 








Gly Gly 


Pro 


Glu 


Arg 


Gin 


Ser 


Val 


He 


Gin Phe Ser 


Pro 


Pro 


Phe 


Pro 


1345 








1350 






1355 








1360 


Gly Ala 


Gin 


Ala 


Pro 


Leu 



















1365 
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<210> 3107 
<211> 2102 
<212> DNA 

<213> Homo sapiens 
<400> 3107 

atgctgcagg agtggctggc ggctgtgggc 
60 

gagggcgagc ccaggttcta cccagatgaa 
120 

caccagtttc tgatggagct gaagcaggaa 
180 

gactatatcc tgtttgcaga cacagacaac 
240 

ctcatggggc aggggcttcc agtggtggcc 
300 

aacttctggt gtgggatcac cccccagggc 
360 

accaagaacc gccagcgccg gggctgcttc 
420 

gcatccctgc gggctgaagg ggcagaccag 

480 

acttggcctt tcgacgacat catcgtcttc 
540 

gtccacgtgt gcaatgagca ccgttatggg 
600 

gggctggaag acgagagggt caacttcatc 
660 

ccccgcatgc aggcctcagc tcatgtgact 
720 

tttgacgagg tctttgtcat cagcctggct 
780 

gcctcgctct gggagatgga gatcrctggg 
840 

ctcaacagca gtgccatcag gaacctcggc 
900 

tactcgggcc gcactctgac caagggcgag 
960 

tgggaagagg tggttgccag gggcctggcc 
1020 

tttgagagca acttcagggg gcggctggag 
1080 

ctgtcttggg acctgatcta cctcggacgg 
1140 

gtggaggggc tgccgggcct ggtggtggct 
1200 

ctgcgtctgg cgggtgcccg caagctgctg 
1260 

gtggacgagt tcctgcccat catgttcgac 
1320 

ttctggccac gggacctggt ggccttctcc 
1380 

tatgccgggg acgccgagtg gctcagtgac 
1440 



gatgactatg ctgctgtggt ctggaggcct 
gagggtccca agcactggac caaagaaagg 
gccctcacct ttgccaggaa ctggggggcc 
attctgacca acaatcagac tctgcggctt 
ccaatgctgg actcccagac ctactactcc 
tactaccgcc gcacagccga gtacttcccc 
cgtgtcccca tggtccactc caccttcctt 
cttgctttct acccgccaca tcccaactac 
gcctatgccn gccaggctgc tggggtctcc 
tacatgaatg tgccggtgaa atcccaccag 
cacctgatct tagaagcact agtggacggc 
cggccctcta agaggcccag caagataggg 
cgcaggcctg accgtcggga acgcatgctc 
agggtggtgg acgctgtgga tggctggatg 
gtagacctgc tcccgggcta ccaggaccct 
gtgggctgct tcctcagcca ttactccatc 
cgggtcctgg tgtttgagga tgacgtgcgc 
cggctgatgg aggatgtgga ggcagagaaa 
aagcaggtga accctgagaa ggagacggcc 
gggtactcct actggacgct ggcctatgcc 
gcctcacagc ctctgcgccg catgctgccc 
cagcacccca acgagcagta caaggcacac 
gcccagcccc tgctcgctgc ccctacccac 
acggagacat cctctccatg ggatgatgac 
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agcggccgcc tcatcagctg gagcggctcc caaaagaccc tgcgcagccc ccgcctggac 
1500 

ctgactggca gcagcgggca cagcctccaa ccccagcccc gagatgagct ctaggtccag 
1560 

gtgatgactg caaagcagtg tccaggagca ggccactact gcccagagag cagaggagga 
1620 

ggttgttggc agggactgca gatcctgtca gacctggcca ccaccttggg catggccact 
1680 

ctgccctctg gacctgtctt tcatcgggag aaaccactca gagatggatc ccattcccta 
1740 

aaggtctcac agcaaaggag caggactccc aggcccctgt accctgcctg gcctgattca 
1800 

gggccttgtg gcccccagct tctgtttcaa gctgggcaga ccccaggatc ccttccctcc 
1860 

ctaaggactc agctgagggg cccctctgcc cccttctacc tccacctcag caccctcccc 
1920 

cagcttgatg tttgggtctc cccagcaccc tcctccctgg ccggtgcaaa gtacagggag 
1980 

gtaaagcagg acccttgcag acatgttgcc cagcacacag taggccctca ataaaagcca 
2040 

cttgcacttt aaatatatat atgtatgtat atatatgtat atatatatat atatatatat 
2100 

gt 

2102 



<210> 3108 
<211> 517 
<212> PRT 

<213> Homo sapiens 



<400> 3108 
Met Leu Gin Glu 
1 

Val Trp Arg Pro 
20 

Pro Lys His Trp 
35 

Gin Glu Ala Leu 
50 

Phe Ala Asp Thr 
65 

Leu Met Gly Gin 

Thr Tyr Tyr Ser 
100 

Arg Arg Thr Ala 
115 

Cys Phe Arg Val 
130 

Ala Glu Gly Ala 
145 

Thr Trp Pro Phe 
Ala Gly Val Ser 



Trp Leu Ala Ala 
5 

Glu Gly Glu Pro 

Thr Lys Glu Arg 
40 

Thr Phe Ala Arg 
55 

Asp Asn lie Leu 
70 

Gly Leu Pro Val 
85 

Asn Phe Trp Cys 

Glu Tyr Phe Pro 
120 

Pro Met Val His 
135 

Asp Gin Leu Ala 
150 

Asp Asp lie lie 
165 

Val His Val Cys 



val Gly Asp Asp 
10 

Arg Phe Tyr Pro 
25 

His Gin Phe Leu 

Asn Trp Gly Ala 

60 

Thr Asn Asn Gin 
75 

Val Ala Pro Met 
90 

Gly He Thr Pro 
105 

Thr Lys Asn Arg 

Ser Thr Phe Leu 
140 

Phe Tyr Pro Pro 
155 

Val Phe Ala Tyr 
170 

Asn Glu His Arg 



Tyr Ala Ala Val 
15 

Asp Glu Glu Gly 
30 

Met Glu Leu Lys 
45 

Asp Tyr He Leu 

Thr Leu Arg Leu 
80 

Leu Asp Ser Gin 
95 

Gin Gly Tyr Tyr 
110 

Gin Arg Arg Gly 
125 

Ala Ser Leu Arg 

His Pro Asn Tyr 
160 

Ala Cys Gin Ala 
175 

Tyr Gly Tyr Met 
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180 185 190 

Asn Val Pro Val Lys Ser His Gin Gly Leu Glu Asp Glu Arg Val Asn 

195 200 205 

Phe lie His Leu He Leu Glu Ala Leu Val Asp Gly Pro Arg Met Gin 

210 215 220 

Ala Ser Ala His Val Thr Arg Pro Ser Lys Arg Pro Ser Lys lie Gly 
225 230 235 240 

Phe Asp Glu Val Phe Val He Ser Leu Ala Arg Arg Pro Asp Arg Arg 

245 250 255 

Glu Arg Met Leu Ala Ser Leu Trp Glu Met Glu He Ser Gly Arg Val 

260 265 270 

Val Asp Ala Val Asp Gly Trp Met Leu Asn Ser Ser Ala He Arg Asn 

275 280 285 

Leu Gly Val Asp Leu Leu Pro Gly Tyr Gin Asp Pro Tyr Ser Gly Arg 

290 295 300 

Thr Leu Thr Lys Gly Glu Val Gly Cys Phe Leu Ser His Tyr Ser He 
305 310 315 320 

Trp Glu Glu Val Val Ala Arg Gly Leu Ala Arg Val Leu Val Phe Glu 

325 330 335 

Asp Asp Val Arg Phe Glu Ser Asn Phe Arg Gly Arg Leu Glu Arg Leu 

340 345 350 

Met Glu Asp Val Glu Ala Glu Lys Leu Ser Trp Asp Leu He Tyr Leu 

355 360 365 

Gly Arg Lys Gin Val Asn Pro Glu Lys Glu Thr Ala Val Glu Gly Leu 

370 375 380 

Pro Gly Leu Val Val Ala Gly Tyr Ser Tyr Trp Thr Leu Ala Tyr Ala 
385 390 395 400 

Leu Arg Leu Ala Gly Ala Arg Lys Leu Leu Ala Ser Gin Pro Leu Arg 

405 410 415 

Arg Met Leu Pro Val Asp Glu Phe Leu Pro He Met Phe Asp Gin His 

420 425 430 

Pro Asn Glu Gin Tyr Lys Ala His Phe Trp Pro Arg Asp Leu Val Ala 

435 440 445 

Phe Ser Ala Gin Pro Leu Leu Ala Ala Pro Thr His Tyr Ala Gly Asp . 

450 455 460 

Ala Glu Trp Leu Ser Asp Thr Glu Thr Ser Ser Pro Trp Asp Asp Asp 
465 470 475 480 

Ser Gly Arg Leu He Ser Trp Ser Gly Ser Gin Lys Thr Leu Arg Ser 

485 490 495 

Pro Arg Leu Asp Leu Thr Gly Ser Ser Gly His Ser Leu Gin Pro Gin 

500 505 510 

Pro Arg Asp Glu Leu 
515 

<210> 3109 
<211> 959 
<212> DNA 

<213> Homo sapiens 
<400> 3109 

nnacgcgtcc ttttcaccaa gtctcctgaa cacacaaccg ggtgccactg gaagtgattc 
60 

gcagcgcacc tgccctttgt taatacaaca tcaccttgct ccatatccta ccaaagatcc 
120 
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cctggaatct ggaaggatct acttcactcg atccctccac agtcagcagg acaactttat 
180 

tccagtctgg gggacgcctt acccgcagga gctgccaatc actgcagacg aagatgctca 
240 

cgtaatcttt gcagtcgcgc cgttctgcca gcgccatgta gcggccgtcc ctggtgaagg 
300 

tgattccctg cagactcgct cttcatcctg tgcgccatgt acaagcgagg gctggtgcag 
360 

gtctggtctc tagagcagcc cgaatggcac tgcaaaatag acgagggctc agccgggctg 
420 

gtggcctcgt gctggagccc ggacgggcgc cacattctca acaccacgga attccatctg 
480 

cggataaccg tctggtcctt gtgcacaaaa tccgtgtctt acatcaaata cccgaaagct 
540 

tgtctgcagg gaatcacctt caccagggac ggccgctaca tggcgctggc agaacggcgc 
600 

gactgcaaag attacgtgag catcttcgtc tgcagtgatt ggcagctcct gcggcatttt 
660 

gatacggaca cccaggatct cacagggatt gagtgggccc caaacggctg tgtgctggca 
720 

gtgtgggaca cctgcttgga gtacaagatt ctgctgtact cattggatgg ccggttgttg 
780 

tccacgtaca gcgctntacg agtggtcnnc ctgggcatca agtctgtggc ctggagcccc 
840 

agcagtcagt tcctggcagt tgggagctat gatggaaagg tgcgcatcct taatcacgtg 
900 

acttggaaaa tgatcacgga gtttgggcat ccctgcagcc ccataaatga ttcccaaaa 
959 

<210> 3110 
<211> 207 
<212> PRT 

<213> Homo sapiens 
<400> 3110 

Met Tyr Lys Arg Gly Leu Val Gin Val Trp Ser Leu Glu Gin Pro Glu 

1 5 10 15 

Trp His Cys Lys lie Asp Glu Gly Ser Ala Gly Leu Val Ala Ser Cys 

20 25 30 

Trp Ser Pro Asp Gly Arg His lie Leu Asn Thr Thr Glu Phe His Leu 

35 40 45 

Arg lie Thr Val Trp Ser Leu Cys Thr Lys Ser Val Ser Tyr He Lys 

50 55 60 

Tyr Pro Lys Ala Cys Leu Gin Gly He Thr Phe Thr Arg Asp Gly Arg 
65 70 75 80 

Tyr Met Ala Leu Ala Glu Arg Arg Asp Cys Lys Asp Tyr Val Ser He 

85 90 95 

Phe Val Cys Ser Asp Trp Gin Leu Leu Arg His Phe Asp Thr Asp Thr 

100 105 HO 

Gin Asp Leu Thr Gly lie Glu Trp Ala Pro Asn Gly Cys Val Leu Ala 

115 120 125 

Val Trp Asp Thr Cys Leu Glu Tyr Lys He Leu Leu Tyr Ser Leu Asp 

130 135 140 

Gly Arg Leu Leu Ser Thr Tyr Ser Ala Xaa Arg Val Val Xaa Leu Gly 
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145 ISO 155 160 

lie Lys Ser Val Ala Trp Ser Pro Ser Ser Gin Phe Leu Ala Val Gly 

165 170 175 

Ser Tyr Asp Gly Lys Val Arg lie Leu Asn His Val Thr Trp Lys Met 

180 185 190 

He Thr Glu Phe Gly His Pro Cys Ser Pro He Asn Asp Ser Gin 
195 200 205 

<210> 3111 
<211> 1269 
<212> DNA 

<213> Homo sapiens 
<400> 3111 

tttttttttt tttttttttt tttttttttt tttttcttta acaaaatttt tatttaataa 
60 

atggttaaaa tcgcagtgcc aaaaatacat tgacatttag caatttcact gaaaggaaga 
120 

aactacagaa tgcacggttt cagaaagcta ttttaagtta tttacaaata aagtatctaa 
180 

aactcaaaaa caggctctgt atgctatatc tagtttatcc cttcccgaac aaaatttctg 
240 

ttatttgggc aaattcttaa accatggttt aaaccgtaat ggttacaaac cacaaacaca 
300 

tccatccaga gactgaaacc gtttctatcc ggtcagtggc aaaactgttg aaagggcaat 
360 

agttgaagct gttgggtttt atatagtgtg aactctgata aatattccta ccaggactaa 
420 

aacacagcac gctttgcggg catggctgac tcacaaaggt tgtaacaaac aagaactact 
480 

cttcactcga caccatggct cagaggccac cgagaagcac gagtgactga cagctcctct 
540 

gcttacaaac gaatgaaacc caaagtggat gtcgttctca cagcactgaa agtgcttcag 
600 

gactcacact gatccaatac taactttctt ccccatttta cacatatttt tctactgtcc 
660 

agtgcaaatc attttctgtt ttggctaaac aacaaatact agtttataac aggaatggta 
720 

aaatctgtga gaattctgct caatttaata caagatcact actttcttta gaatggtttc 
780 

tgcgtgtttc tacgtcaccc tctgtatttt tagcttccag tttcctggta aggaataagt 
840 

tctccttccc agtcacactc ggggtcattt acacgtttct gggatgccct tgctcgtcca 
900 

tggaggccag gtgcgtgcag tgactcactc tgcctcttcc ctcttctcag gaccagtccc 
960 

cgaaccttct gccttgcaga tcctcccgct tccgccacac tctcgcgctc ggaagcgagc 
1020 

tcctggatca tacagctgca aggctggccg gtccttgttt gccagtcgct cttttctggg 
1080 

tgctggactg tcgtcacacc tctgcgctct tcccagtctc tccatggcct cccccggagc 
1140 

cccgctgtcc tggctcccct tcttccctct gtcttggcca ggtcctttcc cccatctctg 
1200 
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ctcatcctca ctccttctgg aaagccgttc aggctcgtgg tgagccctgt gcctcctgcc 
12S0 

gtcatccac 
1269 

<210> 3112 
<211> 151 
<212> PRT 

<213> Homo sapiens 
<400> 3112 

Met Thr Ala Gly Gly Thr Glu Leu Thr Thr Ser Leu Asn Gly Phe Pro 

15 10 15 

Glu Gly Val Arg Met Ser Arg Asp Gly Gly Lys Asp Leu Ala Lys Thr 

20 25 30 

Glu Gly Arg Arg Gly Ala Arg Thr Ala Gly Leu Arg Gly Arg Pro Trp 

35 40 45 

Arg Asp Trp Glu Glu Arg Arg Gly Val Thr Thr Val Gin His Pro Glu 

50 55 60 

Lys Ser Asp Trp Gin Thr Arg Thr Gly Gin Pro Cys Ser Cys Met lie 
65 70 75 80 

Gin Glu Leu Ala Ser Glu Arg Glu Ser Val Ala Glu Ala Gly Gly Ser 

85 90 95 

Ala Arg Gin Lys Val Arg Gly Leu Val Leu Arg Arg Gly Lys Arg Gin 

100 105 110 

Ser Glu Ser Leu His Ala Pro Gly Leu His Gly Arg Ala Arg Ala Ser 

115 120 125 

Gin Lys Arg Val Asn Asp Pro Glu Cys Asp Trp Glu Gly Glu Leu He 

130 135 140 

Pro Tyr Gin Glu Thr Gly Ser 
145 150 

<210> 3113 
<211> 631 
<212> DNA 

c2i3> Homo sapiens 
<400> 3113 

nacgcgttcc tgcagaacgc ctcagccgtg gtcatcttca acgtgggctc caacaccaac 
60 

gagaccatca ccatgcccca cgcgggtgta gaagacatcg tggccataat gattcctgag 
120 

ccaaaaggga aggagatagt aagcctgctg gaaagaaaca tcaccgtgac aatgtacatc 
180 

accatcggaa cccggaactt gcagaaatat gtgagccgca cttcggttgt gtttgtctcc 
240 

atctccttca ttgtcctgat gatcatttcc ctcgcatggc tcgtctttta ttacatccag 
300 

aggtttcgat atgcaaatgc cagggatagg aaccagcgcc gactggggga tgcagcaaag 
360 

aaagccatca gcaaactcca gatcaggacc atcaagaagg gtgacaagga aacagagtct 
420 

gattttgaca actgtgcagt ttgtattgaa gggtacaagc ccaatgacgt tgtccggatc 
480 
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ctgccctgcc ggcatctttt ccacaagtcc tgtgttgacc cctggcttct agaccatcgt 
540 

acctgtccca tgtgcaagat gaacattctt aaagccctag ggatcccccc caatgccgac 
600 

tgcatggacg actttgccac tgacttcgag g 
631 



<210> 3114 

<211> 210 

<212> PRT 

<213> Homo sapiens 



<400> 3114 

Xaa Ala Phe Leu Gin Asn Ala Ser Ala Val Val lie Phe Asn Val Gly 

15 10 15 

Ser Asn Thr Asn Glu Thr lie Thr Met Pro His Ala Gly Val Glu Asp 

20 25 30 

lie Val Ala lie Met He Pro Glu Pro Lys Gly Lys Glu lie Val Ser 

35 40 45 

Leu Leu Glu Arg Asn He Thr Val Thr Met Tyr He Thr He Gly Thr 

50 55 60 

Arg Asn Leu Gin Lys Tyr Val Ser Arg Thr Ser Val Val Phe Val Ser 
65 70 75 80 

lie Ser Phe He Val Leu Met He He Ser Leu Ala Trp Leu Val Phe 

85 90 95 

Tyr Tyr He Gin Arg Phe Arg Tyr Ala Asn Ala Arg Asp Arg Asn Gin 

100 105 110 

Arg Arg Leu Gly Asp Ala Ala Lys Lys Ala He Ser Lys Leu Gin He 

115 120 125 

Arg Thr He Lys Lys Gly Asp Lys Glu Thr Glu Ser Asp Phe Asp Asn 

130 135 140 

Cys Ala Val Cys He Glu Gly Tyr Lys Pro Asn Asp Val Val Arg He 
145 150 155 160 

Leu Pro Cys Arg His Leu Phe His Lys Ser Cys Val Asp Pro Trp Leu 

165 170 175 

Leu Asp His Arg Thr Cys Pro Met Cys Lys Met Asn He Leu Lys Ala 

180 185 190 

Leu Gly He Pro Pro Asn Ala Asp Cys Met Asp Asp Phe Ala Thr Asp 
195 200 205 

Phe Glu 
210 

<210> 3115 
<211> 1366 
<212> DNA 

<213> Homo sapiens 
<400> 3115 

ncacaaaggc accaaaccac aaaacgtcac acgtaaacat catacgtggc aaccacaagc 
60 

caatcagttg gatatttcat tcattggtat acatatggac tgtaaggtgt ctttcaggtt 
120 

gcagaaaaga tggaaaaaag gacatgtgca ctctgcccca aagatgtcga atataatgtc 
180 
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cgggatggct tcgacatctc cggcaacccc tggatctgtg accagaacct gagcgacctc 
960 

tatcgccggc ttcaggccca aaaagacaag atgttttccc agaatgacac gcgctgtgct 
1020 

gggcctgaag ccgtgaaggg ccagacgctc ctggcagtgg ccaagtccca gtgagaccag 
10B0 

gggcttgggt tgagggtggg gggtctggta gaacactgca acccgcttaa caaataatcc 
1140 

tgcctttggc cgggtgcggg ggctcacgcc tgtaatccca gcactttggg gaggcccagg 
1200 

tggcggaatc acgaggtcag gagatcgaga ccatcttggc taacatggtg aaaccctgtc 
1260 

tctactaaaa atataaaaaa ttagccaggc gtggtggtgg gcacctgtag tcccagcaac 
1320 

tcgggaggct gaggcaggag aatggcgtga acttgggagg cggagcttgc ggt 
1373 

<210> 3118 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<4O0> 3118 

Val Thr Leu Ser Pro Lys Asp Cys Gin Val Phe Arg Ser Asp His Gly 

15 10 15 

Ser Ser lie Ser Cys Gin Pro Pro Ala Glu lie Pro Gly Tyr Leu Pro 

20 25 30 

Ala Asp Thr Val His Leu Ala Val Glu Phe Phe Asn Leu Thr His Leu 

35 40 45 

Pro Ala Asn Leu Leu Gin Gly Ala Ser Lys Leu Gin Glu Leu His Leu 

50 55 60 

Ser Ser Asn Gly Leu Glu Ser Leu Ser Pro Glu Phe Leu Arg Pro Val 
65 70 75 80 

Pro Gin Leu Arg Val Leu Asp Leu Thr Arg Asn Ala Leu Thr Gly Leu 

85 90 95 

Pro Pro Gly Leu Phe Gin Ala Ser Ala Thr Leu Asp Thr Leu Val Leu 

100 105 110 

Lys Glu Asn Gin Leu Glu Val Leu Glu Val Ser Trp Leu His Gly Leu 

115 120 125 

Lys Ala Leu Gly His Leu Asp Leu Ser Gly Asn Arg Leu Arg Lys Leu 

130 135 140 

Pro Pro Gly Leu Leu Ala Asn Phe Thr Leu Leu Arg Thr Leu Asp Leu 
145 150 155 160 

Gly Glu Asn Gin Leu Glu Thr Leu Pro Pro Asp Leu Leu Arg Gly Pro 

165 170 175 

Leu Gin Leu Glu Arg Leu His Leu Glu Gly Asn Lys Leu Gin Val Leu 

180 185 190 

Gly Lys Asp Leu Leu Leu Pro Gin Pro Asp Leu Arg Tyr Leu Phe Leu 

195 200 205 

Ser Gly Asn Lys Leu Ala Arg Val Ala Ala Gly Ala Phe Gin Gly Leu 

210 215 220 

Arg Gin Leu Asp Met Leu Asp Leu Ser Asn Asn Ser Leu Ala Ser Val 
225 230 235 240 

Pro Glu Gly Leu Trp Ala Ser Leu Gly Gin Pro Asn Trp Asp Met Arg 
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245 






250 








255 




Asp Gly 


Phe 


Asp 


He 


Ser Gly Asn 


Pro 


Trp 


He 


Cys 


Asp 


Gin Asn 


Leu 






260 






265 










270 




Ser Asp 


Leu 


Tyr 


Arg 


Trp Leu Gin 


Ala 


Gin 


Lys 


Asp 


Lys 


Met Phe 


Ser 




275 






280 










285 






Gin Asn 


Asp 


Thr 


Arg 


Cys Ala Gly 


Pro 


Glu 


Ala 


Val 


Lys 


Gly Gin 


Thr 


290 








295 








300 








Leu Leu 


Ala 


Val 


Ala 


Lys Ser Gin 
















305 








310 

















<210> 3119 

<211> 427 

<212> DNA 

<213> Homo sapiens 



<400> 3119 

gtacacatgg tgctcaacca gcagggccgg 
60 

tcagcagagc gagccctagc tgctgctcag 
120 

tacgtggagg tggtcccctg ttccacagag 
180 

ttgggccgca gtggcatgtc ccctccaccc 
240 

tacaccacct tccaagccac cccaacgctc 
300 

tcttcagcac tgctcccagc tgccagggtg 
360 

ccagggccag ccactcaact ctacctgaac 
420 

aacgcgt 
427 



ccatcgggcg atgccttcat tcagatgaca 
cgttgccata agaaggtgat gaaggagcgc 
gagatgagcc gagtgctgat ggggggcacc 
tgcaagctgc cctgcctctc accacctacc 
attcccacgg agacggcagc tctatacccc 
cctgctgccc ccacccctgt tgcctactat 
tacacagcct actacccaag ccccgaagac 



<210> 3120 

<211> 142 

<212> PRT 

<213> Homo sapiens 



<400> 3120 
Val His Met Val 
1 

He Gin Met Thr 
20 

His Lys Lys Val 
35 

Thr Glu Glu Met 
50 

Gly Met Ser Pro 
65 

Tyr Thr Thr Phe 

Ala Leu Tyr Pro 
100 

Ala Pro Thr Pro 



Leu Asn Gin Gin 
5 

Ser Ala Glu Arg 

Met Lys Glu Arg 
40 

Ser Arg Val Leu 
55 

Pro Pro Cys Lys 
70 

Gin Ala Thr Pro 
85 

Ser Ser Ala Leu 
Val Ala Tyr Tyr 



Gly Arg Pro Ser 
10 

Ala Leu Ala Ala 
25 

Tyr Val Glu Val 

Met Gly Gly Thr 
60 

Leu Pro Cys Leu 
75 

Thr Leu He Pro 
90 

Leu Pro Ala Ala 
105 

Pro Gly Pro Ala 



Gly Asp Ala Phe 
15 

Ala Gin Arg Cys 
30 

Val Pro Cys Ser 
45 

Leu Gly Arg Ser 

Ser Pro Pro Thr 
80 

Thr Glu Thr Ala 
95 

Arg Val Pro Ala, 
110 

Thr Gin Leu Tyr 
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115 120 125 

Leu Asn Tyr Thr Ala Tyr Tyr Pro Ser Pro Glu Asp Asn Ala 
130 135 140 

<210> 3121 

<211> 284 

<212> DNA 

<213> Homo sapiens 

<400> 3121 

gaattccatg gcagctggga catctgtgag ccacgtgggt tcctgggcag caccaggacc 
60 

atctgaggat ttctcaactt ctgcagcaac ttctgcagcc agctcacacg tgaggagaaa 
120 

taagaggaac atgaacctgg acggggcagc ttccattgtc cctctcctgc tcctgctaat 
180 

gaacaaggcc tccccagagt atgaagagaa catgcacaga taccagaagg cagccaagct 
240 

cttccgggga agattctctt tattctggtg gacagtggta tgaa 
284 

<210> 3122 

<211> 91 

<212> PRT 

<213> Homo sapiens 

<400> 3122 

Met Ala Ala Gly Thr Ser Val Ser His Val Gly Ser Trp Ala Ala Pro 

15 10 15 

Gly Pro Ser Glu Asp Phe Ser Thr Ser Ala Ala Thr Ser Ala Ala Ser 

20 25 30 

Ser His Val Arg Arg Asn Lys Arg Asn Met Asn Leu Asp Gly Ala Ala 

35 40 45 

Ser He Val Pro Leu Leu Leu Leu Leu Met Asn Lys Ala Ser Pro Glu 

50 55 60 

Tyr Glu Glu Asn Met His Arg Tyr Gin Lys Ala Ala Lys Leu Phe Arg 
65 70 75 80 

Gly Arg Phe Ser Leu Phe Trp Trp Thr Val Val 
85 90 

<210> 3123 
<211> 344 
<212> DNA 

<213> Homo sapiens 
<400> 3123 

aagaaagtga actgcaagcc caagaaccag gacgaacagg agattccttt ccggctccgg 
60 

gagattatga ggagccgcca agagatgaaa aacccgatca gtaacaagaa gaggaagaaa 
120 

gcagcccagg tgaccttcag aaagacattg gagaaggaag caaagggaga ggagcccgac 
180 

atcgcagtcc ccaagttcaa acagaggaag ggggagtccg acggggccta tatccaccgc 
240 
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atgcagcaag aggcccagca tgtgctgttc ctcagcaaga accaggccac ccggcagcca 
300 

gaggtgcagg cagctcccaa ggagaagtct gagcagaaaa aagc 
344 



<210> 3124 

<211> 92 

<212> PRT 

<213> Homo sapiens 



<400> 3124 

Met Arg Ser Arg Gin Glu Met Lys Asn Pro He Ser Asn Lys Lys Arg 

15 10 15 

Lys Lys Ala Ala Gin Val Thr Phe Arg Lys Thr Leu Glu Lys Glu Ala 

20 25 30 

Lys Gly Glu Glu Pro Asp He Ala Val Pro Lys Phe Lys Gin Arg Lys 

35 40 45 

Gly Glu Ser Asp Gly Ala Tyr He His Arg Met Gin Gin Glu Ala Gin 

50 • 55 60 

His Val Leu Phe Leu Ser Lys Asn Gin Ala He Arg Gin Pro Glu Val 
65 70 75 80 

Gin Ala Ala Pro Lys Glu Lys Ser Glu Gin Lys Lys 
85 90 



c210> 3125 

<211> 647 

<212> DNA 

<213> Homo sapiens 



<400> 3125 
agatggagtt 
60 

acattaggaa 
120 

ggtcagcagg 
180 

ataagataag 
240 

aaaactgcag 
300 

atgtggcctc 
360 

ctatggctaa 
420 

aacccatctt 
480 

ctgattcatc 
540 

agcaaacaaa 
600 

aatttaactt 
647 



ttgctcttcg 
ggtgctgagg 
cagtttagtt 
gctggctcca 
cccatcctgg 
ggcccacgcc 
gacagaaaaa 
cctgtgttct 
catcaagaca 
agttgagttt 
catgacaaga 



tgcccaggct 
aaagccatta 
gtgggagtat 
gggaagtaat 
aattagggaa 
agaagccggg 
caaaggaaaa 
ctgccaagag 
aataaactca 
tggaaagggg 
agagaaagtg 



ggagtaccat 
agcatccaca 
ttccaatttg 
tcccccagtt 
catcacaaaa 
caaggtccca 
aaagtcctcc 
agctggagca 
gtctatggag 
ctctgaagaa 
actcactctt 



ggtgacagtg 
gctccactgc 
catgaatgaa 
cccctgagcc 
cgtactgggg 
agtgccggct 
ccaaacacac 
aaagagatga 
gttagcaggg 
aatgaagatg 
gacgcgt 



cgaagctaag 
ctaggcagat 
acatggacaa 
ttggatctgg 
agaactcccc 
cgcccacaag 
acataagcaa 
gtttgagact 
caatttgtga 
acataccagg 



<210> 3126 



2340 



WO 00/58473 



PCT/USOO/08621 



<211> 116 
<212> PRT 

<213> Homo sapiens 
<400> 3126 

Met Lys Leu Asn Ser Trp Tyr Val He Phe He Phe Phe Arg Ala Pro 

15 10 15 

Phe Gin Asn Ser Thr Phe Val Cys Phe Thr Asn Cys Pro Ala Asn Leu 

20 25 30 

His Arg Leu Ser Leu Phe Val Leu Met Asp Glu Ser Glu Ser Gin Thr 

35 40 45 

His Leu Phe Cys Ser Ser Ser Leu Gly Arg Glu His Arg Lys Met Gly 

50 55 60 

Phe Ala Tyr Val Cys Val Trp Gly Gly Leu Phe Phe Leu Cys Phe Ser 
65 70 75 80 

Val Leu Ala He Ala Cys Gly Arg Ala Gly Thr Trp Asp Leu Ala Arg 

85 90 95 

Leu Leu Ala Trp Ala Glu Ala Thr Trp Gly Val Leu Pro Ser Thr Phe 

100 105 110 

Cys Asp Val Pro 
115 

<210> 3127 
<211> 2216 
<212> DNA 

<213> Homo sapiens 
<400> 3127 

ncagaagtta gccaagatga acttaatgaa atcaatcagt tcttgggacc cgtggaaaaa 
60 

ttcttcactg aagaggtgga ctcccgaaaa attgaccagg aagggaaaat cccagatgaa 
120 

actttggaga aattgaagag cctagggctt tttgggctgc aagtcccaga agaatatggt 
180 

ggcctgggct tctccaacac catgtactca agactagggg agatcatcag catggatggg 
240 

tccatcactg tgaccctggc agcgcaccag gctattggcc tcaaggggat catcttggct 
300 

ggcactgagg agcagaaagc caaatacttg cctaaactgg cgtccgggga gcacatagca 
360 

gccttctgcc tcacggagcc agccagtggg agcgatgcag cctcaatccg gagcagagcc 
420 

acactaagtg aagacaagaa gcactacatc ctcaatggct ccaaggtctg gattactaat 
480 

ggaggactgg ccaatatttt tactgtgttt gcaaagactg aggtcgttga ttctgatgga 
540 

tcagtgaaag acaagatcac agcattcata gtagaaagag actttggtgg agtcactaat 
600 

gggaaacccg aagataaatt aggcattcgg ggctccaaca cttgtgaagt ccattttgaa 
660 

aacaccaaga tacctgtgga aaacatcctt ggagaggtcg gagatgggtt taaggtggcc 
720 

atgaacatcc tcaacagcgg ccggttcagc atgggcagcg tcgtggctgg gctgctcaag 
780 
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agattgattg aaatgactgc 
840 

agtgaatttg gattgattca 
900 

gagagtatga cctacctcac 
960 

atcgaggcag ccatggtgaa 
1020 

gcgctgcaga tcctcggggg 
1080 

cgtgacaccc gcatcctcct 
1140 

gccctgacgg gtctgcagca 
1200 

caggccaaag tgagcacagt 
1260 

cgaactgtgg acctggggct 
1320 

agtgccaaca agtttgagga 
1380 

ctccgctttg gcaagaccat 
1440 

ctcatcaacc tgtatggcat 
1500 

gggctccgca accacgacca 
1560 

ttgcagaatc tcttcagcct 
1620 

cagatxaaga aagtgtccca 
1680 

ctggacagga catgccgagg 

1740 

ggcccgttgc tggatgactg 
1800 

agccttittgt tccccgtctg 
1860 

aggtttitgac ctgcaggcag 
1920 

gagagagaga atggaattgc 
1980 

caccatagtg gaaactgggg 
2040 

tgtgtcaggt gtggatagcc 
2100 

agctctgtct gggtcattca 
2160 

accatttaac aaagaatata 
2218 



tgagtacgcc tgcacaagga 
ggagaaattt gcactgatgg 
agcagggatg ctggaccaac 
ggtgtccagc tccgaggccg 
cttgggctac acaagggact 
catcttcgag ggaaccaatg 
tgccggccgc atcctgacta 
catggatacc gttggccgga 
gacaggcaac catggagttg 
gaacacctac tgcttcggcc 
catggaggag cagctggtac 
gacggccgtg ctgtcgcggg 
cgaggttctc ttggccaaca 
ctctcagctg gacaagtatg 
gcagatcctt gagaagcgag 
caggggacag tgtcccctgc 
ttacccttcc ttcagaaggt 
cacctgaagg gttgtcgcct 
tgctctctaa caggaccatc 
tgacccctgg aactggcggg 
cttatgctgc tgcctccagg 
atttctgctc aaccacacat 
Ctcaaactag aagcagaggc 
aaatgtcaca atctgtgtac 



aacagtttaa caagaggctc 
ctcagaaggc ttacgtcatg 
ctggctttcc cgactgctcc 
cctggcagtg tgtgagtgag 
atccgtacga gcgcatactg 
agattctccg gatgtacatc 
ccaggatcca tgagcttaaa 
ggcttcggga ctccctgggc 
tgcaccccag tcttgcggac 
ggaccgtgga gacactgctg 
tgaagcgggt ggccaacatc 
ccagccgctc catccgcatt 
ccttctgcgt ggaagcttac 
ctccagaaaa cctagatgag 
cctatatctg tgcccaccct 
Caccgcccgc ccctacccat 
gttgggatta tcacaggtta 
ggcctgggag agcctcttcc 
acagcttctg aactgagccg 
tattctggtc attgaggaga 
gtgtgaggtg ggtggggacc 
tctctaagaa acagcttgaa 
acttaaaaca tgtaccagga 
tgttaaaaaa aaaaaaaa 



<210> 3128 

<211> 565 

<212> PRT 

<213> Homo sapiens 
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<400> 3128 
Xaa Glu Val Ser 
1 

Pro val Glu Lys 
20 

Gin Glu Gly Lys 
35 

Gly Leu Phe Gly 
50 

Ser Asn Thr Met 
65 

Ser He Thr Val 

He lie Leu Ala 
100 

Leu Ala Ser Gly 
115 

Ser Gly Ser Asp 
130 

Asp Lys Lys His 
145 

Gly Gly Leu Ala 

Asp Ser Asp Gly 
180 

Arg Asp Phe Gly 
195 

He Arg Gly Ser 
210 

Pro Val Glu Asn 
225 

Met Asn He Leu 

Gly Leu Leu Lys 
260 

Arg Lys Gin Phe 
275 

Lys Phe Ala Leu 
290 

Tyr Leu Thr Ala 
305 

He Glu Ala Ala 

Cys Val Ser Glu 
340 

Asp Tyr Pro Tyr 
355 

Phe Glu Gly Thr 
370 

Leu Gin His Ala 
385 

Gin Ala Lys Val 
Asp Ser Leu Gly 



Gin Asp Glu Leu 
5 

Phe Phe Thr Glu 
He Pro Asp Glu 

40 

Leu Gin Val Pro 
55 

Tyr Ser Arg Leu 
70 

Thr Leu Ala Ala 
85 

Gly Thr Glu Glu 

Glu His He Ala 
120 

Ala Ala Ser He 
135 

Tyr He Leu Asn 
150 

Asn He Phe Thr 
165 

Ser Val Lys Asp 

Gly Val Thr Asn 
200 

Asn Thr Cys Glu 
215 

He Leu Gly Glu 
230 

Asn Ser Gly Arg 
245 

Arg Leu He Glu 

Asn Lys Arg Leu 
280 

Met Ala Gin Lys 
295 

Gly Met Leu Asp 
310 

Met Val Lys Val 
325 

Ala Leu Gin He 

Glu Arg He Leu 
360 

Asn Glu He Leu 
375 

Gly Arg lie Leu 
390 

Ser Thr Val Met 
405 

Arg Thr Val Asp 



Asn Glu He Asn 
10 

Glu Val Asp Ser 
25 

Thr Leu Glu Lys 

Glu Glu Tyr Gly 
60 

Gly Glu He He 
75 

His Gin Ala lie 
90 

Gin Lys Ala Lys 
105 

Ala Phe Cys Leu 

Arg Ser Arg Ala 
140 

Gly Ser Lys Val 
155 

Val Phe Ala Lys 
170 

Lys lie Thr Ala 
185 

Gly Lys Pro Glu 

Val His Phe Glu 
220 

Val Gly Asp Gly 
235 

Phe Ser Met Gly 
250 

Met Thr Ala Glu 
265 

Ser Glu Phe Gly 

Ala Tyr Val Met 
300 

Gin Pro Gly Phe 
315 

Phe Ser Ser Glu 
330 

Leu Gly Gly Leu 
345 

Arg Asp Thr Arg 

Arg Met Tyr He 
380 

Thr Thr Arg lie 
395 

Asp Thr Val Gly 
410 

Leu Gly Leu Thr 



Gin Phe Leu Gly 
15 

Arg Lys He Asp 
30 

Leu Lys Ser Leu 
45 

Gly Leu Gly Phe 

Ser Met Asp Gly 
80 

Gly Leu Lys Gly 
95 

Tyr Leu Pro Lys 
110 

Thr Glu Pro Ala 
125 

Thr Leu Ser Glu 

Trp He Thr Asn 
160 

Thr Glu Val Val 
175 

Phe He Val Glu 
190 

Asp Lys Leu Gly 
205 

Asn Thr Lys He 

Phe Lys Val Ala 
240 

Ser Val Val Ala 
255 

Tyr Ala Cys Thr 
270 

Leu He Gin Glu 
285 

Glu Ser Met Thr 

Pro Asp Cys Ser 
320 

Ala Ala Trp Gin 
335 

Gly Tyr Thr Arg 
350 

He Leu Leu He 
365 

Ala Leu Thr Gly 

His Glu Leu Lys 
400 

Arg Arg Leu Arg 
415 

Gly Asn His Gly 
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420 425 430 

Val Val His Pro Ser Leu Ala Asp Ser Ala Asn Lys Phe Glu Glu Asn 

435 440 445 

Thr Tyr Cys Phe Gly Arg Thr Val Glu Thr Leu Leu Leu Arg Phe Gly 

450 455 4S0 

Lys Thr lie Met Glu Glu Gin Leu Val Leu Lys Arg Val Ala Asn lie 
465 470 475 480 

Leu lie Asn Leu Tyr Gly Met Thr Ala Val Leu Ser Arg Ala Ser Arg 

485 490 495 

Ser lie Arg lie Gly Leu Arg Asn His Asp His Glu Val Leu Leu Ala 

500 505 510 

Asn Thr Phe Cys Val Glu Ala Tyr Leu Gin Asn Leu Phe Ser Leu Ser 

515 520 525 

Gin Leu Asp Lys Tyr Ala Pro Glu Asn Leu Asp Glu Gin He Lys Lys 

530 535 540 

Val Ser Gin Gin He Leu Glu Lys Arg Ala Tyr He Cys Ala His Pro 
545 550 555 560 

Leu Asp Arg Thr Cys 
565 



<210> 3129 
<211> 1964 
<212> DNA 
<213> Homo 

<400> 3129 
nttttttttt 
60 

atagggagtt 
120 

tcagggactt 
180 

aaaccatcct 
240 

agagtttcaa 
300 

gcagtataca 
360 

tctttcatag 
420 

ggcttacaga 
480 

tttaaaagaa 
540 

cgtgtgtgtg 
600 

tgtgtggttg 
660 

tttttacttt 
720 

ccacctttgg 

780 

atccatcaca 
840 



sapiens 

tctcctataa 
ggagatgcta 
ggagacagcc 
ttggtttttg 
cccttaggta 
aacttgatat 
aggcatcaca 
gtatgaatgc 
ggaagaagag 
tgtgcgtgtg 
gcaggcctag 
gcataaagta 
agtctttcct 
aaagttttgc 



catgattgcc 
accaagcatg 
tttaacttct 
atcctgagtc 
accttaaaag 
taaatgacaa 
gtgagtctct 
acgataagaa 
aaaacgagat 
tgtgtgtgca 
tgatcctgtt 
gatacttggc 
tctgattcac 
acatgctcta 



ttttatttat 
gagttttcac 
ggcaaaaaga 
agagacggac 
agcaggaact 
attggaacaa 
taaagccttg 
ggaaattgga 
tttaagacag 
cgcgtgcgtg 
gtttagtgtc 
catatgtagt 
gattttcttt 
cggaaacttc 



tatgcaggtt 
atggtctatt 
caatttcaca 
atgtgcttat 
atgttgtgtg 
tctttctcta 
atctaggtgt 
tagggagtga 
gaaatgaagc 
cgtgtgtgca 
tctgagattt 
tccaaggaga 
caacaatttt 
tgctgtgggc 



gttgatttac 
tctgctgagt 
aaggtgttta 
gaaagaaggt 
taagtcatgt 
ggaatgcctc 
gttacagatg 
ggatatgaaa 
tctgtgtgcg 
cgtgcgtgtg 
gagttgtgcc 
agtcagagtt 
ccacttagga 
agtgtatccc 
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actcgtcatc tagagtctgg taaattgcca 
900 

aaaatgatat caccttccca ttttctttca 
960 

tcccctggaa gagcttggct gccttctggt 
1020 

aggccttgtt cattatcagg aggagatgaa 
1080 

cagtcacagg gttggagcag gagcaggaga 
1140 

atgttcctct tatttctcct cacgtgtgag 
1200 

aaatcctcag atggtcctgg tgctgcccag 
1260 

gccatggaat tcattgctgc cactgaggtg 
1320 

ataccagcag tgcccatact ccatagcatg 
1380 

atcagcactg attctgaggt tctgacacac 
1440 

tttcgcctgg tagacaatga acaactgaat 
1500 

gccaccaaat tgagccgttt cattgagatc 
1560 

cctgtgactg tgattgggtt attcaacagc 
1620 

aacaaggcct ccccagagta tgaagagaac 
1680 

ttccagggga agattctctt tattctggtg 
1740 

atatcatttt tcaaactaaa ggagtctcaa 
1800 

gatgacgagt gggatacact gcccacagca 
1860 

tgtgatggat tcctaagtgg aaaattgttg 
1920 

cccaaggtgg aactctgact tctccttgga 
1964 



aagctggcag ttgagactcc tttagtttga 
taccactgtc caccagaata aagagaatct 
atctgtgcat gttctcttca tactctgggg 
tctgaattac gctgttgaat aacccaatca 
gggacaatgg aagctgcccc gtccaggttc 
ctggctgcag aagttgctgc agaagttgag 
gaacccacgt ggctcacaga tgtcccagct 
gctgtcatag gcttcttcca ggatttagaa 
gtgcaaaaat tcccaggcgt gtcatttggg 
tacaacatca ctgggaacac catctgcctc 
ttagaggacg aagacattga aagcattgat 
aacagcctcc acatggtgac agagtacaac 
gtaattcaga ttcatctcct cctgataatg 
atgcacagat accagaaggc agccaagctc 
gacagtggta tgaaagaaaa tgggaaggtg 
ccgccagctt tggcaattta ccagactcta 
gaagtttccg tagagcatgt gcaaaacttt 
aaagaaaatc gtgaatcgaa aagaaagact 
actacatatg gcca 



<210> 3130 

<211> 273 

<212> PRT 

<213> Homo sapiens 



<400> 3130 

Met Glu Ala Ala Pro Set Arg Phe Met Phe Leu Leu Phe Leu Leu Thr 

15 10 IS 

Cys Glu Leu Ala Ala Glu Val Ala Ala Glu Val Glu Lys Ser Ser Asp 

20 25 30 

Gly Pro Gly Ala Ala Gin Glu Pro Thr Trp Leu Thr Asp Val Pro Ala 

35 40 45 

Ala Met Glu Phe lie Ala Ala Thr Glu Val Ala Val He Gly Phe Phe 

50 55 60 

Gin Asp Leu Glu He Pro Ala Val Pro He Leu His Ser Met Val Gin 
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65 70 75 80 

Lys Phe Pro Gly Val Ser Phe Gly lie Ser Thr Asp Ser Glu Val Leu 

85 90 95 

Thr His Tyr Asn He Thr Gly Asn Thr He Cys Leu Phe Arg Leu Val 

100 105 110 

Asp Asn Glu Gin Leu Asn Leu Glu Asp Glu Asp He Glu Ser He Asp 

115 120 125 

Ala Thr Lys Leu Ser Arg Phe He Glu He Asn Ser Leu His Met Val 

130 135 140 

Thr Glu Tyr Asn Pro Val Thr Val He Gly Leu Phe Asn Ser Val He 
145 150 155 160 

Gin He His Leu Leu Leu He Met Asn Lys Ala Ser Pro Glu Tyr Glu 

165 170 175 

Glu Asn Met His Arg Tyr Gin Lys Ala Ala Lys Leu Phe Gin Gly Lys 

180 185 190 

He Leu Phe He Leu Val Asp Ser Gly Met Lys Glu Asn Gly Lys Val 

195 200 205 

He Ser Phe Phe Lys Leu Lys Glu Ser Gin Leu Pro Ala Leu Ala He 

210 215 220 

Tyr Gin Thr Leu Asp Asp Glu Trp Asp Thr Leu Pro Thr Ala Glu Val 
225 230 235 240 

Ser Val Glu His Val Gin Asn Phe Cys Asp Gly Phe Leu Ser Gly Lys 

245 250 255 

Leu Leu Lys Glu Asn Arg Glu Ser Lys Arg Lys Thr Pro Lys Val Glu 
260 265 270 

Leu 



<210> 3131 
<211> 1544 
<212> DNA 

<213> Homo sapiens 
<400> 3131 

nnaactccag gacgagacgc ggagcgaccc gcgcacgagc gataggcggc gaacgtggcc 
60 

caggccgccg agaccggcag ctgcgtgggg cgggggctgc gctgagcccg atactgccgg 
120 

ctccgagctt agcaaagaag cgacttcaga agaagcgaat gcatgtgaaa tcgtctcaag 
180 

ctacctcgag ctcagccagt ttaatcaccc ccagagagcc gaacaactgc gagcgcaatg 
240 

ggacacaaaa tcattttgtg ttggtctcgg aaagagggtc gtggtcccgc acggatgcgc 
300 

ttgttgggag aaaccttgga gattcacggc aaggcgtaaa gcctggggct tccaacgata 
360 

ctctgggcag ggatggaagc ctagatgcct caccgcaagg agcggccgag cgggtcctcg 
420 

cttcacacac acggcagcac cggcaccgcg gagggaggaa acatgtcccg gctgtctctc 
480 

acccggtcgc ctgtgtctcc cctggctgcc cagggcatcc ccctgccagc acaactcaca 
540 

aaatccaatg cgcctgtcca cattgatgtg ggcggccaca tgtacaccag cagcctggcc 
600 
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accctcacca aataccctga atccagaatc 
660 

gttttggaca gtctcaaaca gcactatttc 
720 

atcttgaatt ttctacgaac atccaaactc 
780 

ttgttatatg aagaggcaaa atattttcag 
840 

tggaagcagg acagagaaac tggtcgattt 
900 

gtggccccag acctcggaga aaggatcacg 
960 

gtatttccag agatcggcga cgtgatgtgt 
1020 

tcgacgcacg tcatcaggtt tccactaaat 
1080 

ctcgagaggt tgcagcaaag aggatttgaa 
1140 

tcgtcccagt tcagcgaata cgtccttcgg 
1200 

tccgtcatcc ggataaagca agagcctctg 
1260 

ggaaaacaca cacaaccaat aactcaaaca 
1320 

gcaaaccaag tcctggacgt aaaatcgaat 
1380 

cacctgtatt catatgggaa caattggaat 
1440 

aaatatatat atatatgtca aaaggtagga 
1500 

cagccgcagt tggtgccgtg atagccatga 
1544 



ggaagacttt ttgatggtac agagcccatt 
attgacagag atggacagat gttcagatat 
ctcattcctg atgatttcaa ggactacact 
cttcagccca tgttgttgga gatggaaaga 
tcaaggccct gtgagtgcct cgtcgtgcgt 
ctaagcggtg acaaatcctt gatagaagaa 
aactctgtca atgcaggctg gaatcacgac 
ggctactgtc acctcaactc agtccaggtc 
atcgtgggct cctgtggggg aggagtagac 
cgggaactga ggcggacgcc ccgtgtaccc 
gactaaatgg acatatttct tatgcaaaaa 
aaaaagggac atttatgtgc agttgggaca 
aaaagacaca tttatatcca atagagacca 
agtgatatcc tcaaggtgta aaaaatatat 
aatgcaaaaa agaaaaaaaa aaaaaggtga 
aatatcctgg gccc 



<210> 3132 

<211> 283 

<212> PRT 

<213> Homo sapiens 



<400> 3132 
Met Pro His Arg 
1 

Gly Ser Thr Gly 
20 

Thr Arg Ser Pro 
35 

Ala Gin Leu Thr 
50 

His Met Tyr Thr 
65 

Arg lie Gly Arg 

Leu Lys Gin His 
100 

lie Leu Asn Phe 



Lys Glu Arg Pro 
5 

Thr Ala Glu Gly 

Val Ser Pro Leu 
40 

Lys Ser Asn Ala 
55 

Ser Ser Leu Ala 
70 

Leu Phe Asp Gly 
85 

Tyr Phe lie Asp 
Leu Arg Thr Ser 



Ser Gly Ser Ser 
10 

Gly Asn Met Ser 
25 

Ala Ala Gin Gly 

Pro Val His He 
60 

Thr Leu Thr Lys 
75 

Thr Glu Pro lie 
90 

Arg Asp Gly Gin 
105 

Lys Leu Leu He 



Leu His Thr His 
15 

Arg Leu Ser Leu 
30 

He Pro Leu Pro 
45 

Asp Val Gly Gly 

Tyr Pro Glu Ser 
80 

Val Leu Asp Ser 
95 

Met Phe Arg Tyr 
110 

Pro Asp Asp Phe 
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115 

Lys Asp Tyr Thr 
130 

Pro Met Leu Leu 
145 

Arg Phe Ser Arg 

Leu Gly Glu Arg 
180 

Val Phe Pro Glu 
195 

Trp Asn His Asp 
210 

Cys His Leu Asn 
225 

Phe Glu He Val 

Ser Glu Tyr Val 
260 

Ser Val He Arg 
275 



120 

Leu Leu Tyr Glu 
135 

Glu Met Glu Arg 
150 

Pro Cys Glu Cys 
1S5 

He Thr Leu Ser 

He Gly Asp Val 
200 

Ser Thr His Val 
215 

Ser Val Gin Val 
230 

Gly Ser Cys Gly 
245 

Leu Arg Arg Glu 

He Lys Gin Glu 
280 



Glu Ala Lys Tyr 
140 

Trp Lys Gin Asp 
155 

Leu Val Val Arg 
170 

Gly Asp Lys Ser 
185 

Met Cys Asn Ser 

He Arg Phe Pro 
220 

Leu Glu Arg Leu 
235 

Gly Gly Val Asp 
250 

Leu Arg Arg Thr 

265 

Pro Leu Asp 



125 

Phe Gin Leu Gin 

Arg Glu Thr Gly 
160 

Val Ala Pro Asp 
175 

Leu He Glu Glu 
190 

Val Asn Ala Gly 
205 

Leu Asn Gly Tyr 

Gin Gin Arg Gly 
240 

Ser Ser Gin Phe 
255 

Pro Arg Val Pro 
270 



<210> 3133 

<211> 621 

<212> DNA 

<213> Homo sapiens 



<400> 3133 

ggatccttgg ggtgttgctt 
60 

gagtttttct ctagcccgct 
120 

gtctgatgcc tgccaagggc 
180 

ggggtccagc catcgcacac 
240 

gcagtcatgg ctccctgtga 
300 

gcaggcactg gggaacatgg 
360 

ctaaagaggg tgtcacagcc 
420 

tgcagctctt ctctccttct 
480 

tttcagcgct gttcgtgtta 
540 

tgtgctgcat ccaggaagaa 
600 

atcctacgtg atgatttcat 
621 



cgccagctgg aaacctctgt 
aggctcgttc tgtccactcg 
aagccaggcg tggagcagcg 
agcaggcacg ctggctgcag 
agctgcagct ggaccaggcg 
tggcacctgg aagcttggag 
ctggctcagg gagctcctag 
tctttccttg tcacctgcaa 
cacctctttt agccccgccg 
tgagactgaa gtgaaatcag 



ggacagtggc gtctttgccc 
gcctggcacg ctacgcctgg 
agaggtgtgt gagtgagcat 
tggggcaggc agctccacgc 
tactacaagc agcttccact 
acgctagaaa ccgcagagcc 
gtctgggctt cccgaagggc 
cgtggtgagc aagggacata 
ttcggcaggt cccgagttct 
aagaaggccc aggttggacg 



<210> 3134 
<211> 51 
<212> PRT 
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<213> Homo sapiens 
<400> 3134 

Ala Arg Asp lie Phe Gin Arg Cys 

1 5 
Ala Val Arg Gin Val Pro Ser Ser 
20 

Thr Glu Val Lys Ser Glu Glu Gly 

35 40 
Asp Phe Met 
50 

<210> 3135 
<211> 3166 
<212> DNA 

<213> Homo sapiens 
<400> 3135 

nncgtgtgtg gatttgagac cgagctcaat 
60 

gtggacaagg agcagtggat gttttcgatc 
120 

gaggaagcag agataaagac tcacattggc 
180 

cccagcgaat caaatagccc ctcttcatcc 
240 

agcaaagatig attcagatgg ctcccagaaa 
300 

tctgtcatgc ctgggagcca gccctcactg 
360 

gaatgtgttt tttgcaactt tgtctgcaag 
420 

atacacctca tcacccggat gtttgagtgt 
480 

gaacagctgc tggagcataa gaaatgccac 
540 

cagtggtgag cttcagactc ctctaggtgc 
600 

gctgccatgg agtgccacct caagacccac 
660 

cagacggtga aagccaacca gctggagctg 
720 

aaccactaca agtgcgacca gtgcggctac 
780 

cacgtgcgcg tccacaccgg gagcgggccc 
840 

aagcgcaagg acaatctcaa cctgcacaag 
900 

agctgcgaag agtgcctgtt caagaccaca 
960 

aagcaccaga gtggggactg ccccgaggag 
1020 

gaaccggccg gcccgggggc cccgctcctg 
1080 



Leu Cys Tyr Thr Ser Phe Ser Pro 

10 15 
Cys Ala Ala Ser Arg Lys Asn Glu 
25 30 
Pro Gly Trp Thr He Leu Arg Asp 
45 



gtccagtttg tcagccacat gtcactccac 
tgctgcactg cctgcgactt cgtcaccatg 
accaagcaca caggggaaga caggaagacc 
tccctctcag ctctgagtga ttcagccaac 
aacaagggcg ggaacaatct gctgggcatc 
aacagtgagg aaaagccaga gaaagggttc 
acgaagaaca tgtttgagcg tcatctgcag 
gatgtgtgcc acaagttcat gaagaccccc 
actgtcccca ccggtgggct caactcagga 
ccattctgca tttattccac caaccgcccc 
taccagatgg agtacaagtg cccgatctgc 
gagacgcaca cccgggagca ccgcctgggc 
ctgtccaaga ccgccaacaa gctcatcgag 
ttccactggg accagtgcag ctacagctgc 
aagctgaagc acgccccacg ccagaccttc 
caccctttcg tcttcagccg ccacgtcaag 
gacaagaagg gcctgtgtcc agcccccaag 
gtggtcggga gctcccggaa tctccrgtct 
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cccctgtcag ttatgtctgc ctcccaggct 
1140 

ggcagcagct cagagcccaa cctggcactc 
1200 

cgctttgaca agtaccggaa ctcagatttt 
1260 

cccaagaacc acttggatct cacattccac 
1320 

atcccctcac ccaaacactc cttcctggcc 
1380 

gtctgagggc agccatgttc tgtaccaaaa 
1440 

aaaccacaaa acttaaacac aaccccagca 
1500 

cgatgggtct ggaacatgtg tactgtatat 
1560 

gtgtatacct attgcattga cctgaaagct 
1620 

ctgcatactt ctaccttcag aggcatgcct 
1680 

tctccgcacc tttctctgaa aggaatcttg 
1740 

atagcaatca gcacttgtaa gcttatatac 
1800 

cggcgtgtgg gcgtttgtgg attctgaaag 
1860 

tctattgcac attctttgta ctggcttctt 
1920 

ggttgctcat ccacgacagt ctctccctgt 
1980 

atggctacag agtggtaggg cctggtgctt 
2040 

tgctgctgga gatttccgcc agagcgctgg 
2100 

gaagaggcga ggaatcaagt gactgatctg 
21S0 

atcacagaac ttaagtgtgt tttgtgtgtg 
2220 

acacacacag tgcatcattt tttaagggca 
22B0 

cagtggttac catttgtttg caggaaaaag 
2340 

taaatccagc caaggagatt aaaaggggtt 
2400 

taaaaaaaag aaatggcagt tttgcacagt 
2460 

atctgaaaaa aaaaaagtaa aataaaagga 
2520 

gactgtatgt ttgaagattt agccacaacc 
2580 

tgctgtttag tcctatggtt cagtttatgc 
2640 

tcttctggct aatcgtggta tcctccatgt 
2700 



ctgcagaccg tggccctgtc ggcagcccac 
aaggctttgg ccttcaacgg ctcccctttg 
gcccatctca ttcccttgac aatgttatac 
cctccccgac ctcagactgc gcctcccagc 
tatctcggac tgagagaaag agcagagact 
acagagagac aaaagacaaa aaaaaaaaaa 
ggtgtatgtt gctgcaaaac ctacagaccc 
ctttagtaag gaatagaaaa ttggctctgt 
gctttatcca atcttcagag aggtgaccta 
ccccagccac ccactcccac tctcagccct 
tcttgttaaa ccctaaagag agtgtcctta 
tggtgcattt ggttttctgt tgggtgaatg 
agaaagccgt gtgtcgtgtg ccatgacatt 
taacagcgat gaacgttctt ttccctcctg 
gctccttcat cacctttccc tctctctttg 
agtcgatgaa ggaatggtag ccatctacag 
agaccttgcg ctcagatctt ctctggtgat 
gaagaaatat ctcgcagcac tgcagctaac 
tgcccacacg tagacaaatg tgtacggtgc 
gattatatat atatatgaga tgtattaatt 
aaatgtatgg gtgaaaaaat ttatggttga 
tggataaatt ctgggtataa atgctcagac 
gctatggtct tgcactagtt tttgtttctc 
agaaaatgta ccttttttat ggaatgagta 
tctttgacat ataatgacgc aacaaaaagg 
ccctgacaag tttccattgt gttttgccga 
tattagtaat tctgtattcc attttgttaa 
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cgcctggtag atgtaacctg 
2760 

tgtggtcatt aaaatggcaa 
2820 

gttggttgta aagctctttg 
2880 

gaaaaaaatc tttggctgaa 
2940 

gtatgaaaca ggctgaaaga 
3000 

aatataaaag tttatatatt 
3060 

cttactgtgt tgctgttttc 
3120 

gtttcaccag gggaaaataa 
3166 



ctaggaggct aactttatac 
tttatgtgca gcactttatt 
ctaatcttaa aaagtaatgg 
tatgttcatt gcttgtattt 
gcaggaagaa atgttctttg 
atttatctat tggagaactg 
catcatgtgt tatcctaaga 
aagcatccct aatgttaaaa 



ccattcaaaa gctcttattt 
gcagcaggaa gcaggtgtgg 
gtgatttaaa aagaaaaaag 
ttaaaacaac agaatttcca 
tataataatg ggaagtttgg 
gtgtacagga ggaacacttt 
gttggggttt tttaaaatct 
aaaaaa 



<210> 3136 

<211> 278 

<212> PRT 

<213> Homo sapiens 



<400> 3136 
Val Ser Asp Ser 
1 

Pro Ala Ala Met 
20 

Lys Cys Pro lie 
35 

Thr His Thr Arg 
50 

Cys Gly Tyr Leu 
65 

Val His Thr Gly 

Cys Lys Arg Lys 
100 

Pro Arg Gin Thr 
115 

Pro Phe Val Phe 
130 

Pro Glu Glu Asp 
145 

Gly Pro Gly Ala 

Ser Pro Leu Ser 
180 

Leu Ser Ala Ala 
195 

Ala Leu Ala Phe 
210 

Ser Asp Phe Ala 
225 

His Leu Asp Leu 



Ser Arg Cys Pro 
5 

Glu Cys His Leu 

Cys Gin Thr Val 
40 

Glu His Arg Leu 
55 

Ser Lys Thr Ala 
70 

Ser Gly Pro Phe 
85 

Asp Asn Leu Asn 

Phe Ser Cys Glu 
120 

Ser Arg His Val 
135 

Lys Lys Gly Leu 
150 

Pro Leu Leu Val 
165 

Val Met Ser Ala 

His Gly Ser Ser 
200 

Asn Gly Ser Pro 
215 

His Leu He Pro 
230 

Thr Phe His Pro 



Phe Cys He Tyr 
10 

Lys Thr His Tyr 
25 

Lys Ala Asn Gin 

Gly Asn His Tyr 
60 

Asn Lys Leu He 
75 

His Trp Asp Gin 
90 

Leu His Lys Lys 
105 

Glu Cys Leu Phe 

Lys Lys His Gin 
140 

Cys Pro Ala Pro 
155 

val Gly Ser Ser 
170 

Ser Gin Ala Leu 
185 

Ser Glu Pro Asn 

Leu Arg Phe Asp 
220 

Leu Thr Met Leu 
235 

Pro Arg Pro Gin 



Ser Thr Asn Arg 
15 

Gin Met Glu Tyr 
30 

Leu Glu Leu Glu 
45 

Lys Cys Asp Gin 

Glu His Val Arg 
80 

Cys Ser Tyr Ser 
95 

Leu Lys His Ala 
110 

Lys Thr Thr His 
125 

Ser Gly Asp Cys 

Lys Glu Pro Ala 
160 

Arg Asn Leu Leu 
175 

Gin Thr val Ala 
190 

Leu Ala Leu Lys 
205 

Lys Tyr Arg Asn 

Tyr Pro Lys Asn 
240 

Thr Ala Pro Pro 
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245 250 255 

Ser lie Pro Ser Pro Lys His Ser Phe Leu Ala Tyr Leu Gly Leu Arg 

260 265 270 

Glu Arg Ala Glu Thr val 
275 

<210> 3137 

<211> 5773 

<212> DNA 

<213> Homo sapiens 

<400> 3137 

ntgtacaatc tcagtggtta ttgaaatgga caaggcataa taagcagtat tttgtggaat 
60 

cctaagaggt gtagtacagc gaatagccga ttggcagcct atgaagtcct tgtgatgttg 
120 

gctgatagtt caccttcaaa tcttcaaatt attataaaag aactgctttc tatgcatcac 
180 

cagcctgacc ctgctcttac caaggagttt gattaccttc ccccagtgga tagcaggtcc 
240 

agttcagggt ttgtggggct gagaaatggt ggtgcaactt gttatatgaa tgcagtcttc 
300 

cagcagctgt atatgcaacc tgggctccct gagtcattac tttcagtgga tgatgacaca 
360 

gacaatccag atgatagcgt gttttaccaa gtgcagtctc tctttggaca cttaatggaa 
420 

agcaagctgc agtactatgt acctgagaat ttttggaaga ttttcaagat gtggaataaa 
480 

gaactttatg tgagagaaca gcaggatgca tatgaattct ttactagtct cattgatcag 
540 

atggatgaac acctcaagaa aatggggaga gaccaaattt ttaagaatac atttcagggc 
600 

atctactctg atcagaagat ctgtaaagac tgtcctcaca gatatgagcg tgaagaagct 
660 

ttcatggctc tcaatctagg agtgacttct tgtcagagtt tggaaatttc tttggaccaa 
720 

tttgttagag gagaagttct agaaggaagt aatgcgtact actgtgaaaa gtgtaaagaa 
780 

aagagaataa cagtgaaaag gacctgtatt aaatctttac ctagcgtctt ggtaattcac 
840 

ctaatgagat ttgggtttga ctgggaaagc ggacgctcca ttaaatatga tgaacaaata 
900 

aggtttccct ggatgctaaa catggagcct tacacagttt caggaatggc tcgccaagat 
960 

tcttcttctg aagttgggga aaatgggcga agtgtggatc agggcggtgg aggatcccca 
1020 

cgaaaaaagg ttgccctcac agaaaactat gaacttgtcg gtgtcatcgt acacagtggg 
1080 

caggcacacg caggccacta ctattccttc attaaggaca ggcgagggtg tggaaaagga 
1140 

aagtggtata aatttaatga cacagttata gaagaatttg acctaaatga cgagaccctg 
1200 

gagtatgaat gctttggagg agaatataga ccaaaagttt atgatcaaac aaacccatac 
1260 
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actgatgtgc gccgaagata ctggaatgcc 
1320 

cagaactccc cagtattacc aaagaaaagt 
1380 

gatctctctc tgtcagctcc atcttcacca 
1440 

cataggccga acaatgaccg gctgtctatt 
1500 

aaaggactgt ttgtggagaa aatgcctgct 
1560 

ctcaagttta tgaagaatag agatgtatac 
1620 

ttagcttcat tgaatgctac taaattaaag 
1680 

agcttacagc ttgctattca attccttttt 
1740 

agggttgaca ctgaagaatg gattgctacc 
1800 

gcttgtcagt ggttagttga atattttatt 
1860 

ttcttactgg agtgcaatgt gagagaagta 
1920 

accctagaca gtgccttgtt ttatcaggat 
1980 

gtactacttg ctctgttgga caaagacgtc 
2040 

tttttcctgt tcaacacttt tgtacaaaag 
2100 

aggcattcag ctctgcggca catgatcagc 
2160 

cagacacgtc gatggagttc agcacaagca 
2220 

gcgttacttg ttttgcattc agatgtctca 
2280 

aagcaacgac cacccattag cattgccccc 
2340 

gtagaagcct tgttgttcat gtctgaaggg 
2400 

ttgcgggagc tgacaggctc gctcttggca 
2460 

tgtaatgagc atttttcctt cacaatgctg 
2520 

ccacctcatg agttaaagaa tacgttccaa 
2580 

cctatacaag cagagcgagt taaatttgtg 
2640 

atgcaccaca gtaatcatgt ggacagtagt 
2700 

actctcgctc aaaagtgtcc tgcagctaag 
2760 

agctgggctg tgcagtggct acagaagaag 
2820 

aatgtctcta atgaaacatc aactggaaaa 
2880 



tatatgcttt tctaccaaag ggtgtctgat 
cgagtcagcg ttgtacggca ggaagctgag 
gaaatttcac ctcagtcatc ccctcggccc 
cttaccaagc tggttaaaaa aggcgagaag 
cgaatatacc agatggtgag agatgagaac 
agtagtgatt atttcagttt tgttttgtct 
catccatatt atccttgcat ggcaaaggtg 
caaacttatc tacggacaaa gaagaaactc 
attgaagcat tgctttcaaa aagttttgat 
agttctgaag gacgagaatt gataaagatt 
cgagttgctg tggccaccat tctggagaaa 
aagttaaaaa gccttcatca gttactggag 
ccagaaaatt gtaaaaactg tgctcagtac 
caaggaatta gggctggaga tcttcttctg 
ttcctcctag gggccagtcg gcaaaacaat 
cgagaatttg ggaatcttca caatacagtg 
tcccaaagga atgttgctcc tggcatattt 
tcaagccctc tgttgcccct ccatgaggag 
aaaccttacc tgttagaggt aatgtttgct 
ctcattgaga tggtagtgta ctgctgtttc 
catttcatta agaaccaact agaaacggct 
ctacttcatg aaatattggt tattgaagat 
tttgagacag aaaatggatt actagctttg 
cgctgctacc agtgtgtcaa atttcttgtc 
gagtacttca aggagaattc ccaccactgg 
atgtcagaac attactggac accacagagt 
acctttcagc gaaccatttc agctcaggac 
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gcgctagcgt atgccacagc tttgttgaat 
2940 

tcggagagta gtcctgccaa tgagaacgga 
3000 

cccatgatga ttggtgagtt gagaagtgac 
3060 

cccagcctga gaggagtcaa gacacaatac 
3120 

tctcgaaccc tttggaagag cctggagatt 
3180 

atcgtgtatt tctcaaggaa agcattttta 
3240 

agtgggagaa ctccggcatg tggatcagct 
3300 

acatttctgt ggagattttc ggaaatagag 
3360 

tacaagagtg agcataaagc tgttgctttc 
3420 

tttttatatt ttaagaaaaa gcaagctgct 
3480 

tgcagtaata ttaaacagga atatccaatt 
3540 

ttttcattgt aaaatagtaa ttaagtcaat 
3600 

cctatttgta tagaatttca gatgggtcca 
3660 

tgatgaaagg ttaccaggat caggatcaaa 
3720 

ttttctgata taattagatt gaaaagagca 
3780 

cagggtgcat tatttgacat caattactta 
3840 

tttaaaaaca gcaaaataaa agcactttaa 
3900 

aattatcttt ttaatgcttg gagacatatt 
3960 

tgcaatcgtt tgcttttgct taaaacataa 
4020 

gaagttaact atctgagttg gtacacactg 
4080 

agaaggaatt tgagaatttg tttctcctca 
4140 

aaggtttaag atctattttc ccagaaataa 
4200 

gtcgtatttc caaagtatag caccattcac 
4260 

ggggagaggt ttacacccac atatttcata 
4320 

ctcacatttt cggccctgtt ttgcctttag 
4380 

atgcacagaa ctagggagcc ttaggaagtg 
4440 

acagaggcgc agccagccct gaagtgcctg 
4500 



gaaaaagagc aatcaggaag cagtaatggg 
gacaggcatc tacagcaggg ttcagaatct 
cttgatgatg ttgatcccta gaggaacatg 
tggatgctca gcaccttctt ggaatcagaa 
ggactgggaa agctgctgtg acttgggcgg 
agccactaga aggtttggga gctgtttggc 
gtcccgggag cgtggtctat atgtggattc 
ccagtggcag acttttttgt tacacgaaca 
tctacgatgc tacaaaagaa attcctttgg 
cttagatatg tgggggcaaa tttttaatct 
taaaatgatg taaagatgta ataaaattcc 
ttacacagac ctttgtattt aatatgtctc 
gatgagaacc ctatgcataa gcttggatct 
aattgggaaa tactaagctc ttgaagatat 
attttgaaaa tgctgtgttc tccagaagta 
aagaagttat gagttgttcc ccaaacagat 
gatataattt tactgagttt aacttcacag 
gaataaactg tagtcttaaa tcatgtgatc 
ttactgaaac ccttggtatt ggttgtatat 
cttgtgagtt tcatagttat tgtaatgcag 
acatgactaa ttaacactga aaagtcagtc 
atataaagca attgaataac catccattta 
tcatttatac cagctccctt ttatggtgtg 
tatattttgt acattttgta ttttgaattg 
Ctacaggtcc tgccttattt tcatctcacc 
ccaggctttc actgtcagat ttgccaagtc 
tctggctgct gtggcattgt gtgggcatgt 
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ggccaggcag atggcatctc attactgtgc tctcgccatg gcccagtctt ttcattctct 
4560 

ggcagtgagg gtttctgtgc tgtcagactt cattgttatt ctgtgacttg ctggaggttg 
4620 

gcagtggcct ttgtcaaaca cactgagaag atggaagggc cagcacttaa gagcagaact 
4680 

gtacccttag agaaacggac agaggcgagt ggcaaacttc agacggttcc aatggtcttg 
4740 

cagtttgaaa tgtgatgttc taccattggt tttgagtacg tgaatacttc ctgtcctact 
4800 

gtttccccta ccctattctc accttctctc cgcccacatc ctcaccaaga gattgtgtgg 
4860 

gacatgacct tgaaatgctg gcgatgatcc acactgggat atcatcgctg gcgactgcac 
4920 

tctcaggagc ccaaaatcag gagtgaaatt gccacttcta gtcagcccct tatttcctat 
4980 

ggaaacaacg ccttccgcac ccctagcacc tgccgtcctc actgtaaagc ttcatcagga 
5040 

tcgtccaccg tgtatattat acgcttcaga tcatgttgct tatattgttg ctgcaatgac 
5100 

catcgttttc actttgctgg taaccacttg attgctgaca gctacagtca atgaacctgc 
5160 

tgatgacttt ttttaatgta gtacaacagt gacagttatg acaggcttac cttggaagag 
5220 

ttgtcatttt tactgccaat tttttggatg aagatgtttt tataaacctt tcaaaatggt 
5280 

ctgcaaacag agcaggaatt gcacaattaa ctcaactcaa taatgctgtg tgttctcaag 
5340 

aagctccctt agtgaggccg atcttaagat ggccgattct gcccgttgaa ggcatcctgg 
5400 

gaaagaaaac aagcatccca gcgggcatct caccacgact tctcctggag tcctcacacg 
5460 

gtcactgaca actacagtca gttttaggaa ctagagtgcc gtatcatcag acttaccctg 
5520 

tcctgcccca ccttccctgc taacatcgag gtgtgtgcag ttaccttctg agcttggaac 
5580 

aagcagactg gaattttcct ctgctacctc ttgtgtataa aatcttgttt ataaaatttc 
5640 

aaaaggaagt agatacacta gggaagaacc ctaattctaa atttggttca tgtgtggcaa 
5700 

agttcttagc ttctaagagt ataaaacaaa tttttcaaaa acaaaaaaaa accaaaaaaa 
5760 

aaaaaaaaaa aaa 
5773 

<210> 3138 

<211> 977 

<212> PRT 

<213> Homo sapiens 

<400> 3138 

Leu Ala Asp Ser Ser Pro Ser Asn Leu Gin lie He He Lys Glu Leu 

1 5 10 15 

Leu Ser Met His His Gin Pro Asp Pro Ala Leu Thr Lys Glu Phe Asp 
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20 

Tyr Leu Pro Pro 
35 

Arg Asn Gly Gly 
50 

Tyr Met Gin Pro 
65 

Thr Asp Asn Pro 

Gly His Leu Met 
100 

Trp Lys lie Phe 
115 

Gin Asp Ala Tyr 
130 

Tyr Leu Lys Lys 
145 

Gly He Tyr Ser 

Glu Arg Glu Glu 
180 

Gin Ser Leu Glu 
195 

Glu Gly Ser Asn 
210 

Thr Val Lys Arg 
225 

His Leu Met Arg 

Tyr Asp Glu Gin 
260 

Thr Val Ser Gly 
275 

Asn Gly Arg Ser 
290 

Val Ala Leu Thr 
305 

Gly Gin Ala His 

Gly Cys Gly Lys 
340 

Glu Phe Asp Leu 
355 

Glu Tyr Arg Pro 
370 

Arg Arg Arg Tyr 
385 

Asp Gin Asn Ser 

Arg Gin Glu Ala 
420 

He Ser Pro Gin 
435 

Leu Ser He Leu 



val 


Asp 




Arg 








Aft 


Ala 


Thr 


Cys 


Tyr 






55 




Gly 


Leu 


Pro 


Glu 




70 






Asp 


Asp 


Ser 


Val 


85 








Glu 


Ser 


Lys 


Leu 


Lys 


Met 


Trp 


Asn 








120 


Glu 


Phe 


Phe 


Thr 






135 




Met 


Gly Arg 


Asp 




150 






Asp 


Gin 


Lys 


He 


165 








Ala 


Phe 


Met 


Ala 


He 


Ser 


Leu 


Asp 








200 


Ala 


Tyr 


Tyr 


Cys 






215 




Thr 


Cys 


He 


Lys 




230 






Phe 


Gly Phe 


Asp 


245 








He 


Arg 


Phe 


Pro 


Met 


Ala 


Arg 


Gin 








2B0 


Val 


Asp 


Gin 


Gly 






295 




Glu 


Asn 


Tyr 


Glu 




310 






Ala 


Gly 


His 


Tyr 


325 








Gly 


Lys 


Trp 


Tyr 


Asn 


Asp 


Glu 


Thr 








360 


Lys 


val 


Tyr 


Asp 






375 




Trp 


Asn 


Ala 


Tyr 




390 






Pro 


Val 


Leu 


Pro 


405 








Glu 


Asp 


Leu 


Ser 


Ser 


Ser 


Pro 


Arg 








440 


Thr 


Lys 


Leu 


val 



25 

Ser Ser Ser Gly 

Met Asn Ala Val 
60 

Ser Leu Leu Ser 
75 

Phe Tyr Gin Val 
90 

Gin Tyr Tyr Val 
105 

Lys Glu Leu Tyr 

Ser Leu He Asp 
140 

Gin He Phe Lys 
155 

Cys Lys Asp Cys 
170 

Leu Asn Leu Gly 
185 

Gin Phe Val Arg 

Glu Lys Cys Lys 
220 

Ser Leu Pro Ser 
235 

Trp Glu Ser Gly 
250 

Trp Met Leu Asn 
265 

Asp Ser Ser Ser 

Gly Gly Gly Ser 
300 

Leu Val Gly Val 
315 

Tyr Ser Phe He 
330 

Lys Phe Asn Asp 
345 

Leu Glu Tyr Glu 

Gin Thr Asn Pro 
380 

Met Leu Phe Tyr 
395 

Lys Lys Ser Arg 
410 

Leu Ser Ala Pro 
425 

Pro His Arg Pro 
Lys Lys Gly Glu 



30 

Phe Val Gly Leu 
45 

Phe Gin Gin Leu 

Val Asp Asp Asp 
80 

Gin Ser Leu Phe 
95 

Pro Glu Asn Phe 
110 

Val Arg Glu Gin 
125 

Gin Met Asp Glu 

Asn Thr Phe Gin 
160 

Pro His Arg Tyr 
175 

Val Thr Ser Cys 
190 

Gly Glu Val Leu 
205 

Glu Lys Arg He 

Val Leu Val He 
240 

Arg Ser He Lys 
255 

Met Glu Pro Tyr 
270 

Glu Val Gly Glu 
285 

Pro Arg Lys Lys 

He Val His Ser 
320 

Lys Asp Arg Arg 
335 

Thr Val He Glu 
350 

Cys Phe Gly Gly 
365 

Tyr Thr Asp Val 

Gin Arg Val Ser 
400 

val Ser val Val 
415 

Ser Ser Pro Glu 
430 

Asn Asn Asp Arg 
445 

Lys Lys Gly Leu 
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450 

Phe Val Glu Lys 
465 

Asn Leu Lys Phe 

Ser Phe Val Leu 
500 

Pro Tyr Tyr Pro 
515 

Phe Leu Phe Gin 
530 

Thr Glu Glu Trp 
545 

Asp Ala Cys Gin 
565 

Glu Leu lie Lys 
580 

val Ala Val Ala 

595 

Tyr Gin Asp Lys 
610 

Ala Leu Leu Asp 
625 

Tyr Phe Phe Leu 

Gly Asp Leu Leu 
660 

Leu Leu Gly Ala 
675 

Ala Gin Ala Arg 
690 

Val Leu His Ser 
705 

Phe Lys Gin Arg 

Pro Leu His Glu 
740 

Pro Tyr Leu Leu 
755 

Leu Leu Ala Leu 
770 

His Phe Ser Phe 
785 

Ala Pro Pro His 

Leu Val lie Glu 
820 

Glu Thr Glu Asn 
835 

Asp Ser Ser Arg 
850 

Gin Lys Cys Pro 
865 

Trp Ser Trp Ala 



455 

Met Pro Ala Arg 
470 

Met Lys Asn Arg 
485 

Ser Leu Ala Ser 

Cys Met Ala Lys 
520 

Thr Tyr Leu Arg 
535 

He Ala Thr He 
550 

Trp Leu Val Glu 
570 

He Phe Leu Leu 

Thr He Leu Glu 
600 

Leu Lys Ser Leu 
615 

Lys Asp Val Pro 
630 

Phe Asn Thr Phe 
645 

Leu Arg His Ser 

Ser Arg Gin Asn 
680 

Glu Phe Gly Asn 
695 

Asp Val Ser Ser 

710 

Pro Pro He Ser 
725 

Glu Val Glu Ala 

Glu Val Met Phe 
760 

He Glu Met Val 
775 

Thr Met Leu His 
790 

Glu Leu Lys Asn 
805 

Asp Pro lie Gin 

Gly Leu Leu Ala 
840 

Cys Tyr Gin Cys 
855 

Ala Ala Lys Glu 
870 

Val Gin Trp Leu 



460 

lie Tyr Gin Met 
475 

Asp Val Tyr Ser 
490 

Leu Asn Ala Thr 
505 

Val Ser Leu Gin 

Thr Lys Lys Lys 
540 

Glu Ala Leu Leu 
555 

Tyr Phe He Ser 
575 

Glu Cys Asn Val 
585 

Lys Thr Leu Asp 

His Gin Leu Leu 
620 

Glu Asn Cys Lys 
635 

Val Gin Lys Gin 
650 

Ala Leu Arg His 
665 

Asn Gin He Arg 

Leu His Asn Thr 
700 

Gin Arg Asn Val 
715 

lie Ala Pro Ser 
730 

Leu Leu Phe Met 
745 

Ala Leu Arg Glu 

Val Tyr Cys Cys 
780 

Phe lie Lys Asn 
795 

Thr Phe Gin Leu 
810 

Ala Glu Arg Val 
825 

Leu Met His His 

Val Lys Phe Leu 
860 

Tyr Phe Lys Glu 
875 

Gin Lys Lys Met 



Val Arg Asp Glu 
480 

Ser Asp Tyr Phe 
495 

Lys Leu Lys His 
510 

Leu Ala He Gin 
525 

Leu Arg Val Asp 

Ser Lys Ser Phe 
560 

Ser Glu Gly Arg 

Arg Glu Val Arg 
590 

Ser Ala Leu Phe 

605 

Glu Val Leu Leu 

Asn Cys Ala Gin 
640 

Gly He Arg Ala 
655 

Met lie Ser Phe 
670 

Arg Trp Ser Ser 
685 

Val Ala Leu Leu 

Ala Pro Gly lie 
720 

Ser Pro Leu Leu 
735 

Ser Glu Gly Lys 
750 

Leu Thr Gly Ser 
765 

Phe Cys Asn Glu 

Gin Leu Glu Thr 
800 

Leu His Glu He 
815 

Lys Phe Val Phe 
830 

Ser Asn His Val 
845 

Val Thr Leu Ala 

Asn Ser His His 
380 

Ser Glu His Tyr 
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885 890 895 

Trp Thr Pro Gin Ser Asn Val Ser Asn Glu Thr Ser Thr Gly Lys Thr 

900 905 910 

Phe Gin Arg Thr lie Ser Ala Gin Asp Ala Leu Ala Tyr Ala Thr Ala 

915 920 925 

Leu Leu Asn Glu Lys Glu Gin Ser Gly Ser Ser Asn Gly Ser Glu Ser 

930 935 940 

Ser Pro Ala Asn Glu Asn Gly Asp Arg His Leu Gin Gin Gly Ser Glu 
945 950 955 960 

Ser Pro Met Met lie Gly Glu Leu Arg Ser Asp Leu Asp Asp Val Asp 
965 970 975 

Pro 



<210> 3139 
<211> 503 
<212> DNA 

<213> Homo sapiens 
<400> 3139 

nggatcctct gtttaggact gacggttgct gtggactctt atttttggcg gcagctcact 
60 

tggccggaag gaaaggtgct ttggtacaac actgtcctga acaaaagctc caactggggg 
120 

acctccccgc tgctatggta cttctactca gccctgcccc gcggcctggg ctgcagcctg 
180 

ctcttcatcc ccttgggctt ggtagacaga aggacgcacg cgccgacggt gctggcactg 
240 

ggcttcatgg cactctactc cctcctgcca cacaaggagc tacgcttcat catctatgcc 
300 

ttccccatgc tcaacatcac ggctgccaga ggctgctcct acctgtgagt gctctttttg 
360 

tgacatgcat ttttatagtt tcattggaaa caggttcact gatttactgt tggggggatg 
420 

tatgtgtgtg tttaattttt gaaacagggt cttgctctgt cgcccagctg gagtggggct 
480 

tactgcaccc ctcaactcct agg 
503 

<210> 3140 
<211> 115 
c212> PRT 

<213> Homo sapiens 
<400> 3140 

Xaa lie Leu Cys Leu Gly Leu Thr Val Ala Val Asp Ser Tyr Phe Trp 

15 10 15 

Arg Gin Leu Thr Trp Pro Glu Gly Lys Val Leu Trp Tyr Asn Thr Val 

20 25 30 

Leu Asn Lys Ser Ser Asn Trp Gly Thr Ser Pro Leu Leu Trp Tyr Phe 

35 40 45 

Tyr Ser Ala Leu Pro Arg Gly Leu Gly Cys Ser Leu Leu Phe He Pro 

50 55 60 

Leu Gly Leu Val Asp Arg Arg Thr His Ala Pro Thr Val Leu Ala Leu 
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65 70 75 80 

Gly Phe Met Ala Leu Tyr Ser Leu Leu Pro His Lys Glu Leu Arg Phe 

85 90 95 

He He Tyr Ala Phe Pro Met Leu Asn He Thr Ala Ala Arg Gly Cys 
100 105 HO 

Ser Tyr Leu 
115 

<210> 3141 
<211> 1815 
<212> DNA 

<213> Homo sapiens 
<400> 3141 

nnattcttgg atgacatccc tcagcatgtc tgagcgactg ctgagggaga aaatgatgcc 
60 

caggttggcg tccccggccc accggccagg agaggcctgc gctgcacacg cgcagaccga 
120 

gcatccgcgt caagaggcga agagagcgcg cgctccccac gtcctgcgct cctggctgcc 
180 

gggcattcgt ctcagccgtg actctcgcca ggccggggct ggcgcgccca cgtctgaaga 
240 

gcgatgcccc gggagatcat caccctgcag ctgggccagt gcggcaacca gattgggttc 
300 

gagttctgga aacagctgtg cgccgagcat ggtatcagcc ccgagggcat cgtggaggag 
360 

ttcgccaccg agggcactga ccgcaaggac gtctttttct accaggcaga cgatgagcac 
420 

tacatccccc gggccgtgct gctggacttg gaaccccggg tgatccactc catcctcaac 
480 

tccccctatg ccaagctcta caacccagag aacatctacc tgtcggaaca tggaggagga 
540 

gctggcaaca actgggccag cggattctcc cagggtgaga aaattcatga ggacattttt 
600 

gacatcatag accgggaggc agatggtagt gacagtctag agggctttgt gctgtgtcac 
660 

tccattgctg gggggacagg ctctggactg ggttcctacc tcttagaacg gctgaatgac 
720 

aggtatccta agaagctggt gcagacatac tcagtgtttc ccaaccagga cgagatgagc 
780 

gatgtggtgg tccagcctta caattcactc ctcacactca agaggctgac gcagaatgca 
840 

gactgtgtgg tggtgctgga caacacagcc ctgaaccgga ttgccacaga ccgcctgcac 
900 

atccagaacc catccttctc ccagatcaac cagctggtgt ctaccatcat gtcagccagc 
960 

accaccaccc tgcgctaccc tggctacatg aacaatgacc tcatcggcct catcgcctcg 
1020 

ctcattccca ccccacggct ccacttcctc atgaccggct acaccccgct cactacagac 
1080 

cagtcagtgg ccagcgcgag gaagaccacg gtcctggatg tcatgaggcg gctgctgcag 
1140 

cccaagaacg tgatggcgtc cacaggccga gaccgccaga ccaaccactg ctacaccgcc 
1200 
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atcctcaaca tcatccaggg agaggtggac cccacccagg tccacaagag cttgcagagg 
1260 

atccgggaac gcaagttggc caacttcatc ccgtggggcc ccgccagcat ccaggtggcc 
1320 

ctgtcgagga agtctcccta cctgccctcg gcccaccggg tcagcgggct catgatggcc 
1380 

aaccacacca gcatctcctc gctcttcgag agaacctgtc gccagtatga caagctgcgt 
1440 

aagcgggagg ccttcctgga gcagttccgc aaggaggaca tgttcaagga caactttgat 
1500 

gagatggaca catccaggga gattgtgcag cagctcatcg atgagtacca tgcggccaca 
1560 

cggccagact acatctcctg gggcacccag gagcagtgag ccccccagga cagggaccct 
1620 

catctgcctt actggttggc ccaagccctg cctgact-gac caccccctca gagcacagat 
1680 

cagggacctc acgcatctct ttctcatata catggactct ctgttggcct gcaaacacat 
1740 

ttacttctcc tcttatgaga ctatttatct ttaataaagc actggatata aaaaaaaaaa 
1800 

aaaaaaaaaa aaaaa 
1815 

<210> 3142 
<211> 451 
<212> PRT 

<213> Homo sapiens 
<400> 3142 

Met Pro Arg Glu lie lie Thr Leu Gin Leu Gly Gin Cys Gly Asn Gin 

15 10 15 

lie Gly Phe Glu Phe Trp Lys Gin Leu Cys Ala Glu His Gly lie Ser 

20 25 30 

Pro Glu Gly He Val Glu Glu Phe Ala Thr Glu Gly Thr Asp Arg Lys 

35 40 45 

Asp Val Phe Phe Tyr Gin Ala Asp Asp Glu His Tyr He Pro Arg Ala 

50 55 60 

Val Leu Leu Asp Leu Glu Pro Arg Val lie His Ser He Leu Asn Ser 
65 70 75 80 

Pro Tyr Ala Lys Leu Tyr Asn Pro Glu Asn He Tyr Leu Ser Glu His 

85 90 95 

Gly Gly Gly Ala Gly Asn Asn Trp Ala Ser Gly Phe Ser Gin Gly Glu 

100 105 HO 

Lys He His Glu Asp He Phe Asp He He Asp Arg Glu Ala Asp Gly 

115 120 125 

Ser Asp Ser Leu Glu Gly Phe Val Leu Cys His Ser He Ala Gly Gly 

130 135 140 

Thr Gly Ser Gly Leu Gly Ser Tyr Leu Leu Glu Arg Leu Asn Asp Arg 
145 150 155 160 

Tyr Pro Lys Lys Leu Val Gin Thr Tyr Ser Val Phe Pro Asn Gin Asp 

165 170 175 

Glu Met Ser Asp Val Val Val Gin Pro Tyr Asn Ser Leu Leu Thr Leu 

180 185 190 

Lys Arg Leu Thr Gin Asn Ala Asp Cys Val Val Val Leu Asp Asn Thr 



2360 



WO 00/58473 PCT/USOO/08621 



195 200 205 

Ala Leu Asn Arg lie Ala Thr Asp Arg Leu His He Gin Asn Pro Ser 

210 215 220 

Phe Ser Gin He Asn Gin Leu Val Ser Thr He Met Ser Ala Ser Thr 
225 230 235 240 

Thr Thr Leu Arg Tyr Pro Gly Tyr Met Asn Asn Asp Leu He Gly Leu 

245 250 255 

He Ala Ser Leu He Pro Thr Pro Arg Leu His Phe Leu Met Thr Gly 

260 265 270 

Tyr Thr Pro Leu Thr Thr Asp Gin Ser Val Ala Ser Val Arg Lys Thr 

275 280 285 

Thr Val Leu Asp Val Met Arg Arg Leu Leu Gin Pro Lys Asn Val Met 

290 295 300 

Val Ser Thr Gly Arg Asp Arg Gin Thr Asn His Cys Tyr He Ala He 
305 310 315 320 

Leu Asn He He Gin Gly Glu Val Asp Pro Thr Gin Val His Lys Ser 

325 330 335 

Leu Gin Arg He Arg Glu Arg Lys Leu Ala Asn Phe He Pro Trp Gly 

340 345 350 

Pro Ala Ser He Gin Val Ala Leu Ser Arg Lys Ser Pro Tyr Leu Pro 

355 360 365 

Ser Ala His Arg Val Ser Gly Leu Met Met Ala Asn His Thr Ser lie 

370 375 380 

Ser Ser Leu Phe Glu Arg Thr Cys Arg Gin Tyr Asp Lys Leu Arg Lys 
385 390 395 400 

Arg Glu Ala Phe Leu Glu Gin Phe Arg Lys Glu Asp Met Phe Lys Asp 

405 410 415 

Asn Phe Asp Glu Met Asp Thr Ser Arg Glu He Val Gin Gin Leu He 

420 425 430 

Asp Glu Tyr His Ala Ala Thr Arg Pro Asp Tyr He Ser Trp Gly Thr 

435 440 445 

Gin Glu Gin 
450 

<210> 3143 
<211> 356 
<212> DNA 

<213> Homo sapiens 
<400> 3143 

gctagctacc aaaaagggca ggagaaggaa gagcaacgtc tcagtgtcag gagggggccc 
60 

ggagacagac cctctgcggt ggagtctggg agtggtgtgg ttgctgcttg ggctgggctg 
120 

caggcctgag ctcctggctg gtgggaaggg gaggctgctg gtccacagtg tgggggtgct 
180 

tcacggttaa ccaagccatc ccccatgctg ggcgtgaggc actagcggaa ttgagagcct 
240 

cagaaaccca ggtgctgctg tgtgaggctg tcgcagccac gaagatgacc atgactgcaa 
300 

gggctgtgag gggccccctg agcgtccagc agcactaaca gataggaacc acgcgt 
356 

<210> 3144 
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<211> 81 
<212> PRT 

<213> Homo sapiens 



<400> 3144 

Met Val lie Phe Val Ala Ala Thr 

1 5 
Ser Glu Ala Leu Asn Ser Ala Ser 
20 

Ala Trp Leu Thr Val Lys His Pro 

35 40 
Leu Pro Thr Ser Gin Glu Leu Arg 

50 55 
Pro His His Ser Gin Thr Pro Pro 
65 70 
Ser 



Ala Ser His Ser Ser Thr Trp Val 

10 . 15 

Ala Ser Arg Pro Ala Trp Gly Met 
25 30 
His Thr Val Asp Gin Gin Pro Pro 
45 

Pro Ala Ala Gin Pro Lys Gin Gin 
60 

Gin Arg Val Cys Leu Arg Ala Pro 
75 80 



<210> 3145 
<211> 436 
<212> DNA 

<213> Homo sapiens 



<400> 3145 

taaaagcccg gagccgctca gctatggaga 
60 

atccgaagag cccgattacc agctgctcgg 
120 

ctccgaggag cccgctccac ctgccctcag 
180 

ttacgcacct gccctcagtg ccagggcccc 
240 

cagccagtgg tcactctgcc cggcagatga 
300 

gctccaggcg ccctcggaaa ctgccctggc 
360 

cgaatgtagt gagcagccgt cgcagactca 
420 

tcccacagcg gttgct 
436 



agctgcgctc caaaactcca ctcggcctcc 
gagggccaag caggaccggg ggaggccaaa 
gagggtgttt aaaacggagg ttgccaccgt 
cgagcctggt ttgtcagact ctgcagccgc 
cgagcggagg agagccacac atctcaacgg 
ctgctcaccc ccgatgcagt gcctgtcccc 
caccccgccg gggctgggga accagctaag 



<210> 3146 
<211> 131 
<212> PRT 

<213> Homo sapiens 
<400=> 3146 

Met Glu Lys Leu Arg Ser Lys Thr Pro Leu Gly Leu His Pro Lys Ser 

15 10 15 

Pro He Thr Ser Cys Ser Gly Gly Pro Ser Arg Thr Gly Gly Gly Gin 

20 25 30 

Thr Pro Arg Ser Pro Leu His Leu Pro Ser Gly Gly Cys Leu Lys Arg 

35 40 45 

Arg Leu Pro Pro Phe Thr His Leu Pro Ser Val Pro Gly Pro Pro Ser 
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50 55 
Leu Val Cys Gin Thr Leu Gin Pro Pro Ala Ser 
65 70 75 

Gin Met Thr Ser Gly Gly Glu Pro His He Ser 

85 90 
Pro Arg Lys Leu Pro Trp Pro Ala His Pro Arg 

100 105 
Pro Asn Val Val Ser Ser Arg Arg Arg Leu Thr 

115 120 
Gly Thr Ser 
130 

<210> 3147 
<211> 3105 
<212> DNA 

<213> Homo sapiens 
<400> 3147 

cacaccggct gggaggcagc cgtctgtgca gcgagcagcc ggcgcgggga ggccgcagtg 
60 

cacggggcgt cacagtcggc aggcagcatg gggaagggag ggaaccaggg cgagggggcc 
120 

gccgagcgcg aggtgtcggt gcccaccttc agctgggagg agattcagaa gcataacctg 
180 

cgcaccgaca ggtggctggt cattgaccgc aaggtttaca acatcaccaa atggtccatc 
240 

cagcacccgg ggggccagcg ggtcatcggg cactacgctg gagaagatgc aacggatgcc 
300 

ttccgcgcct tccaccctga cctggaattc gtgggcaagc tcttgaaacc cctgctgatt 
360 

ggtgaactgg ccccggagga gcccagccag gaccacggca agaactcaaa gatcactgag 
420 

gacttccggg ccctgaggaa gacggctgag gacatgaacc tgttcaagac caaccacgtg 
480 

ttcttcctcc tcctcctggc ccacatcatc gccctggaga gcattgcatg gttcactgtc 
54 0 

ttttactttg gcaatggctg gattcctacc ctcatcacgg cctttgtcct tgctacctct 
600 

caggcccaag ctggatggct gcaacatgat tatggccacc tgtctgtcta cagaaaaccc 
660 

aagtggaacc accttgtcca caaattcgtc attggccact taaagggtgc ctctgccaac 
720 

tggtggaatc atcgccactt ccagcaccac gccaagccta acatcttcca caaggatccc 
780 

gatgtgaaca tgctgcacgt gtttgttctg ggcgaatggc agcccatcga gtacggcaag 
840 

aagaagctga aatacctgcc ctacaatcac cagcacgaat acttcttcct gattgggccg 
900 

ccgctgctca cccccatgta tctccagtac cagatcatca tgaccatgat cgtccataag 
960 

aactgggtgg acctggcctg ggccgtcagc cactacatcc ggttcttcat cacctacatc 
1020 

cctttctacg gcatcctggg agccctcctt ttcctcaact tcatcaggtt cctggagagc 
1080 



60 

Gly His Ser Ala Arg 
80 

Thr Gly Ser Arg Arg 
95 

Cys Ser Ala Cys Pro 
110 

Pro Arg Arg Gly Trp 
125 
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cactggtttg tgtgggtcac 
1140 

taccgtgact ggttcagtag 
1200 

aacgactggt tcagtggaca 
1260 

ccccggcaca acttacacaa 
1320 

attgaatacc aggagaagcc 
1380 

aagtctggga agctgtggct 
1440 

accgtgggga aggggtgcag 
1500 

ggggtgtccg agaggctggt 
1560 

tttctcctct cctttttctc 
1620 

ccctccctca gccgtcagcc 
1680 

caaggagcag agaggtggcc 
1740 

aagatgggag gagaccagcg 
1800 

tcactaggca tcacccccgc 
1860 

cctagtcggg cagggcccct 
1920 

ttggtccacc ctttcataga 
1980 

gctcggttaa gtacccgagg 
2040 

gccagcccaa accttgggcc 
2100 

ctgggctttc acgggcccca 
2160 

aaagggggag tccctcgtct 
2220 

gccggctggc ctggaggctc 
2280 

aagattctgg agcaatctga 
2340 

ccaatccctg gccatttggc 
2400 

gagctgggag gtctcgtccc 
2460 

ctcaggcact ctcctgtctg 
2520 

attctgatag gagggggcgg 
2580 

ccttgcctcg gtggccctga 
2640 

caggaggagg ctgccctgag 
2700 



acagatgaat cacatcgtca 
ccagctgaca gccacctgca 
ccttaacttc cagattgagc 
gatcgccccg ctggtgaagt 
gctactgagg gccctgctgg 
ggacgcctac cttcacaaat 
gtggggtgat ggccagagga 
gtatgcactg ctcacggacc 
ttcacatctc ccccatagca 
atcagccatg gccctcccag 
accgggggtg gctctgtcct 
gtccatgggt ctggcctgtg 
tttggttctt cagatgctct 
gaccctcccg gcctggcttc 
gaggcctgct ttgttacaaa 
cctctcttaa gatgtccagg 
ctggaagagt cctccacccc 
ttccaccgcc tccccaactt 
cttgtgactc agcagaggca 
agcccaccct ccagcttttc 
cccttctcca aaggctctgt 
cccaggggac gtgggccctg 
agccctcccc atctcggggc 
aacccgccct tactgtgttt 
cagggctggg ccttgtgaca 
ctgtcaggga gggccaggga 
gggctgggga gggggtacct 



tggagattga ccaggaggcc 
acgtggagca gtccttcttc 
accacctctt ccccaccatg 
ctctatgtgc caagcatggc 
acatcatcag gtccctgaag 
gaagccacag cccccgggac 
atgatgggct tttgttctga 
ccatgttgga tctttctccc 
ccctgccctc atgggacctg 
tgcctcctag ccccttcttc 
acctccactc tctgccccta 
agtctcccct tgcagcctgg 
tggggttcat aggggcaggt 
actctccctg acggctgcca 
gctcgggtct ccctcctgca 
gccccaggcc cgcgggcaca 
atcactagag tgctctgacc 
gagcctgtga ccttgggacc 
gtggccacgt tcagggaggg 
ctcagggtgt cctgaggtcc 
tatcagctgg gcagtgccag 
caggctgcag gagggcactg 
tgctgtgtgg acggcgctgc 
aacctgttgc tccaggatgc 
atctgcctct caccacatgg 
ggcagagcgg gagggagtct 
catgaggacc agggtggagc 
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tgagaagagg aggaggtggg ggctggaggt 
2760 

ggggagggag ggaagtcctg ggaggatcct 
2820 

agttcttaga ttcaggggaa gggcaggcac 
2880 

ggcgcctagt ccccccagct ctaagcagcc 
2940 

gccatggcaa tggcatgccc cccagctact 
3000 

gaacccatag ggagctgatc gtaatgttta 
3060 

gaaataaaat aaggaatttt attctcaaaa 
3106 



gctggtagct gaggggacgg gcaagtgaga 

gagctgctgt tgcagtctaa cccactaatc 

caacaactca gaatgggggc tttcggggag 

aggagggacc tgcatctaag catctgggtt 

gtatgccccc gacccccgca gaggcagaat 

tcatgttact tccccacccc tacatttttt 
aaaaaaaaaa aaaaaa 



<210> 3148 

<211> 444 

<212> PRT 

<213> Homo sapiens 



<400> 3148 
Met Gly Lys Gly 
1 

Ser Val Pro Thr 
20 

Thr Asp Arg Trp 
35 

Trp Ser He Gin 
50 

Gly Glu Asp Ala 
65 

Phe Val Gly Lys 

Glu Glu Pro Ser 
100 

Phe Arg Ala Leu 
115 

Asn His Val Phe 
130 

Ser He Ala Trp 
145 

Thr Leu He Thr 

Trp Leu Gin His 
180 

Trp Asn His Leu 
195 

Ser Ala Asn Trp 
210 

Asn He Phe His 
225 

Leu Gly Glu Trp 
Leu Pro Tyr Asn 



Gly Asn Gin Gly 
5 

Phe Ser Trp Glu 

Leu Val He Asp 
40 

His Pro Gly Gly 
55 

Thr Asp Ala Phe 
70 

Phe Leu Lys Pro 
85 

Gin Asp His Gly 

Arg Lys Thr Ala 
120 

Phe Leu Leu Leu 
135 

Phe Thr Val Phe 
150 

Ala Phe Val Leu 
165 

Asp Tyr Gly His 

Val His Lys Phe 
200 

Trp Asn His Arg 
215 

Lys Asp Pro Asp 
230 

Gin Pro He Glu 
245 

His Gin His Glu 



Glu Gly Ala Ala 
10 

Glu He Gin Lys 
25 

Arg Lys val Tyr 
Gin Arg Val He 

60 

Arg Ala Phe His 

75 

Leu Leu He Gly 
90 

Lys Asn Ser Lys 
105 

Glu Asp Met Asn 

Leu Ala His He 
140 

Tyr Phe Gly Asn 
155 

Ala Thr Ser Gin 
170 

Leu Ser Val Tyr 
185 

Val He Gly His 

His Phe Gin His 
220 

Val Asn Met Leu 
235 

Tyr Gly Lys Lys 
250 

Tyr Phe Phe Leu 



Glu Arg Glu Val 
15 

His Asn Leu Arg 
30 

Asn He Thr Lys 
45 

Gly His Tyr Ala 

Pro Asp Leu Glu 
80 

Glu Leu Ala Pro 
95 

lie Thr Glu Asp 
110 

Leu Phe Lys Thr 
125 

He Ala Leu Glu 

Gly Trp He Pro 
160 

Ala Gin Ala Gly 
175 

Arg Lys Pro Lys 
190 

Leu Lys Gly Ala 
205 

His Ala Lys Pro 

His Val Phe Val 
240 

Lys Leu Lys Tyr 
255 

He Gly Pro Pro 
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260 

Leu Leu lie Pro 
275 

Val His Lys Asn 
290 

Arg Phe Phe lie 
305 

Leu Phe Leu Asn 

Val Thr Gin Met 
340 

Arg Asp Trp Phe 
355 

Ser Phe Phe Asn 
370 

His His Leu Phe 
385 

Pro Leu Val Lys 

Lys Pro Leu Leu 
420 

Ser Gly Lys Leu 
435 



Met Tyr Phe Gin 
280 

Trp Val Asp Leu 
295 

Thr Tyr lie Pro 
310 

Phe lie Arg Phe 
325 

Asn His He Val 

Ser Ser Gin Leu 
360 

Asp Trp Phe Ser 
375 

Pro Thr Met Pro 
390 

Ser Leu Cys Ala 
405 

Arg Ala Leu Leu 

Trp Leu Asp Ala 
440 



265 

Tyr Gin He He 

Ala Trp Ala Val 
300 

Phe Tyr Gly He 
315 

Leu Glu Ser His 
330 

Met Glu He Asp 
345 

Thr Ala Thr Cys 

Gly His Leu Asn 
380 

Arg His Asn Leu 
395 

Lys His Gly He 
410 

Asp He He Arg 
425 

Tyr Leu His Lys 



270 

Met Thr Met He 
285 

Ser Tyr Tyr He 

Leu Gly Ala Leu 
320 

Trp Phe Val Trp 
335 

Gin Glu Ala Tyr 
350 

Asn Val Glu Gin 
365 

Phe Gin He Glu 

His Lys He Ala 
400 

Glu Tyr Gin Glu 
415 

Ser Leu Lys Lys 
430 



<210> 3149 
<211> 1006 
<212> DNA 

<213> Homo sapiens 



<400> 3149 
ncttcgccgg 
60 

gccagtgcgg 
120 

gctgcccact 
180 

gatcagatcg 
240 

cgcaaggaga 
300 

gttcgtgcct 
360 

atcaatttcg 
420 

gacgaggaac 
480 

gactcggaca 
540 

agctgctgtc 
600 

ccatgatgga 
660 

ggatcacctt 
720 



cgtcccgacc 
ggcctgagag 
ccgcgtctga 
agcagctcca 
acttcaacaa 
tcttcgacaa 
aggacttcct 
aggtggagct 
gcgacggccg 
gggaaaccct 
ggcggccagc 
cgaggacttc 



cgaggccgga 
ggacgcgcgc 
ggaggtgcgg 
tcggagattt 
tgtcccggac 
caggaacctg 
gaccatcatg 
gtcccggaag 
catcactctg 
cacatcgaga 
gtgtgcatgg 
ctgaagatct 



cccgaggcca 
cccggggccc 
gagctcgagg 
aagcagctga 
ctggagctca 
cgcaagggac 
tcctacttcc 
gagaagctga 
gaagaatatc 
aggagtccgc 
ggcagatgga 
ggcaggggat 



gtcccgccgc 
ccgccgcggg 
gcaagaccgg 
gtggagatca 
accccatccg 
ccagtggcct 
ggcccatcga 
gatttctgtt 
gaaatgtaaa 
tcgctccatc 
gcctgatcag 
cgacactgag 



tgccaccgaa 
caccatgggc 
cttctcatcg 
gcctaccatt 
atccaaaatt 
ggctgatgag 
caccaccatg 
ccacatgtac 
gtggtcgagg 
gccgacgggg 
gtgtacgagg 
accaagatgc 
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acgtccgctt ccttaacatg gaaaccatgg ccctctgcca ctgacccacc gccacctccg 
780 

cggagaaact gcactttgca atggggccgc ctccccgcgt agctggagca gcccaggccc 
840 

ggcggacagc ctcttcctgc agcgccggta catagccaag gctcgtctgc gcaccttgtg 
900 

tcttgtaggg tatggtatgt gggacttcgc tgtttttatc tccaataaaa aaaaaaaaaa 
960 

ggtttgttaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaa 
1006 

<210> 3150 
<211> 201 
<212> PRT 

<213> Homo sapiens 
<400> 3150 

Xaa Ser Pro Ala Ser Arg Pro Glu Ala Gly Pro Glu Ala Ser Pro Ala 

15 10 15 

Ala Ala Thr Glu Ala Ser Ala Gly Pro Glu Arg Asp Ala Arg Pro Gly 

20 25 30 

Ala Pro Ala Ala Gly Thr Met Gly Ala Ala His Ser Ala Ser Glu Glu 

35 40 45 

val Arg Glu Leu Glu Gly Lys Thr Gly Phe Ser Ser Asp Gin He Glu 

50 55 60 

Gin Leu His Arg Arg Phe Lys Gin Leu Ser Gly Asp Gin Pro Thr He 
65 70 75 80 

Arg Lys Glu Asn Phe Asn Asn Val Pro Asp Leu Glu Leu Asn Pro He 

85 90 95 

Arg Ser Lys He Val Arg Ala Phe Phe Asp Asn Arg Asn Leu Arg Lys 

100 105 110 

Gly Pro Ser Gly Leu Ala Asp Glu He Asn Phe Glu Asp Phe Leu Thr 

115 120 125 

He Met Ser Tyr Phe Arg Pro He Asp Thr Thr Met Asp Glu Glu Gin 

130 135 140 

Val Glu Leu Ser Arg Lys Glu Lys Leu Arg Phe Leu Phe His Met Tyr 
145 150 155 160 

Asp Ser Asp Ser Asp Gly Arg He Thr Leu Glu Glu Tyr Arg Asn Val 

165 170 175 

Lys Trp Ser Arg Ser Cys Cys Arg Glu Thr Leu Thr Ser Arg Arg Ser 

180 185 190 

Pro Leu Ala Pro Ser Pro Thr Gly Pro 
195 200 



<210> 3151 
<211> 2079 
<212> DNA 

<213> Homo sapiens 
<400> 3151 

gaggggacgt cgtcgtagag ggccggagcg ggcgggcggc gacggacccg gctcccgcgc 
60 

aggacggagc cgtggctcag gtcggcccct ccccaacacc accccgggcc tccgcccctt 
120 
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cctgggcctc tcggtggagc agggacccga accggtgccc atccagtccg gtgccatctg 
180 

aagccccctt cccagaaaat gagccacaga gcaagctgac cccagcgaca cagcccccca 
240 

gccctactat atttccgttc ctatcaaaaa atggatgact cggagacagg tttcaatctg 
300 

aaagtcgtcc tggtcagttt caagcagtgt ctcgatgaga aggaagaggt cttgctggac 
360 

ccctacattg ccagctggaa gggcctggtc aggtttctga acagcctggg caccatcttc 
420 

Ccattcatct ccaaggacgt ggtctccaag ctgcggatca tggagcgcct caggggcggc 
480 

ccgcagagcg agcactaccg cagcctgcag gccatggtgg cccacgagct gagcaaccgg 
540 

ctggtggacc tggagggccg ctcccaccac ccggagtctg gctgccggac ggtgctgcgc 
600 

ctgcaccgcg ccctgcactg gctgcagctg ttcctggagg gcctgcgtac cagccccgag 
660 

gacgcacgca cctccgcact ctgcgccgac tcctacaacg cctcgctggc cgcctaccac 
720 

ccctgggtcg tgcgccgtgc cgtcaccgtg gccttctgca cgctgcccac acgcgaggtc 
780 

ttcctggagg ccatgaacgt ggggcccccg gagcaggccg tgcagatgct aggcgaggcc 
840 

ctccccttca tccagcgtgt ctacaacgtc tcccagaagc tctacgccga gcactccctg 
900 

ctggacctgc cctagaggcg ggaagccagg gccgcaccgg ctttcctgct gcagatctgg 
960 

gctgcggtgg ccagggccgt gagtcccgtg gcagagcctt ctgggcgctg cgggaacagg 
1020 

agatcctctg tcgcccctgt gagctgagct ggttaggaac cacagactgt gacagagaag 
1080 

gtggcgacca gcccagaaga ggcccaccct ctcggtccgg aacaagacgc ctcagccacg 
1140 

gctccccctc ggcctattac acgcgtgcgc agccaggcct cgccagggtg cggtgcagag 
1200 

cagagcaggc aggggtgggg gccgggcccg caagagcccg aaaggtcgcc accccctagc 
1260 

ctgtggggtg catctgcgaa ccagggtgaa gtcacaggtc ccggggtgtg gaggctccat 
1320 

cctttctcct ttctgccagc cgatgtgtcc tcatctcagg cccgtgcctg ggaccccgtg 
1380 

tctgcccagg tgggcagcct tgagcccagg ggactcagtg ccctccatgc cctggctggc 
1440 

agaaaccctc aacagcagtc tgggcactgt ggggctctcc ccgcctctcc tgccttgttt 
1500 

gcccctcagc gtgccaggca gactgggggc aggacagccg gaagctgaga ccaaggctcc 
1560 

tcacagaagg gcccaggaag tccccgccct tgggacagcc tcctccgtag cccctgcacg 
1620 

gcaccagttc cccgagggac gcagcaggcc gcctcccgca gcggccgtgg gtctgcacag 
1680 

cccagcccag cccaaggccc ccaggagctg ggactctgct acacccagtg aaatgctgtg 
1740 
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tcccttctcc cccgtgcccc ttgatgcccc ctccccacag tgctcaggag acccgtgggg 
1800 

cacggaacag gagggtctgg accctgtggc ccagccaaag gctaccagac agccacaacc 
1860 

agcccagcca ccatccagtg cctggggcct ggccactggc tcttcacagt ggaccccagc 
1920 

acctcggggt ggcagaggga cggcccccac ggcccagcag acatgcgagc ttccagagtg 
1980 

caatctatgt gatgtcttcc aacgttaata aatcacacag cctcccagga gggagacgct 
2040 

ggggtgcaaa aaaaaagcaa aaaaaaaaaa aaaaaaaat 
2079 

<210> 3152 
<211> 214 
<212> PRT 

<213> Homo sapiens 
<400> 3152 

Met Asp Asp Ser Glu Thr Gly Phe Asn Leu Lys Val Val Leu Val Ser 

15 10 15 

Phe Lys Gin Cys Leu Asp Glu Lys Glu Glu Val Leu Leu Asp Pro Tyr 

20 25 30 

lie Ala Ser Trp Lys Gly Leu Val Arg Phe Leu Asn Ser Leu Gly Thr 

35 40 45 

lie Phe Ser Phe He Ser Lys Asp Val Val Ser Lys Leu Arg He Met 

50 55 60 

Glu Arg Leu Arg Gly Gly Pro Gin Ser Glu His Tyr Arg Ser Leu Gin 
65 70 75 80 

Ala Met Val Ala His Glu Leu Ser Asn Arg Leu Val Asp Leu Glu Gly 

85 90 95 

Arg Ser His His Pro Glu Ser Gly Cys Arg Thr Val Leu Arg Leu His 

100 105 110 

Arg Ala Leu His Trp Leu Gin Leu Phe Leu Glu Gly Leu Arg Thr Ser 

115 120 125 

Pro Glu Asp Ala Arg Thr Ser Ala Leu Cys Ala Asp Ser Tyr Asn Ala 

130 135 140 

Ser Leu Ala Ala Tyr His Pro Trp Val Val Arg Arg Ala Val Thr Val 
145 150 155 160 

Ala Phe Cys Thr Leu Pro Thr Arg Glu Val Phe Leu Glu Ala Met Asn 

165 170 175 

Val Gly Pro Pro Glu Gin Ala Val Gin Met Leu Gly Glu Ala Leu Pro 

180 185 190 

Phe He Gin Arg Val Tyr Asn Val Ser Gin Lys Leu Tyr Ala Glu His 

195 200 205 

Ser Leu Leu Asp Leu Pro 
210 

<210> 3153 
<211> 1498 
<212> DNA 

<213> Homo sapiens 
<400> 3153 
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nttttttttt 
60 

taattagaaa 
120 

cccactcagc 
180 

gccaccaggg 
240 

ggaggagccg 
300 

ggccgctgtc 
360 

agggctgcag 
420 

gcccccagta 
480 

ccagggtgag 
540 

tgcgtggggt 
600 

ctgacttgaa 
660 

cctggagctg 
720 

ggcattactc 
780 

ggaagcagag 
840 

cctccgcctc 
900 

gccagggggc 
960 

cttcgggcac 
1020 

ttcacagtag 
1080 

gtgggcagcc 
1140 

caccaggggc 
1200 

agcataggcc 
1260 

gaaggtgaca 
1320 

ctgcggaggc 
1380 

agccatcacc 
1440 

ctctctctcc 
1498 



tttttttttt 
cggagttttg 
aaccaacaag 
agcgccccgc 
cacgccacag 
cggcgtgggc 
cagcctccgc 
gatgctctcc 
cagcaccagc 
ggggccccgg 
cagacacagc 
gcattgcctc 
tccctaccag 
ggaaacctca 
ttggcaccac 
cgccagctcc 
agcctccctc 
atccatgcct 
caggctggct 
cgatcctgcg 
aggagggcaa 
tcctcagcct 
agaggccaca 
tgtgggtcca 
ccaggcccag 



tttttttttt 
gcaagggagg 
gaggaaagcc 
gcgcggtcca 
tggcaggtcc 
gggaggaggg 
ttcagcacag 
ccgcgtcgga 
aggaaggtca 
gctgcccgtg 
cccctgggct 
caggcgcccc 
ggattcccgc 
gggctgagcg 
tagaagaggg 
gcaaaagcaa 
taccgggagt 
tcttcttcct 
ctacccaggc 
tgaggctgaa 
gctggagctt 
gccctgggct 
ggctctcggg 
aagcgaagag 
cccgccagcg 



tttttttttt 
cagaagcggc 
cccgcagtgc 
cgtggcagag 
caggccgtca 
gtctccggcg 
cagccactgt 
agtttctgtg 
gggccatggc 
gagcgctgct 
gccttgcccg 
cggcagcagg 
catggactgc 
agtgggctgg 
ctgcctgggc 
aggccaaaac 
tggctcggag 
ctgcttcctc 
catctccagc 
gtcaggggtg 
cagccaggga 
cactcgtgtg 
acaatgggct 
ttggggcgct 
gaagaactcc 



tttttctact 
tccttttctc 
tcggccagtg 
gtcgcggcct 
ctccgagctc 
cgagcgcttg 
gtcctggctg 
cagccgtgtg 
agcccaggcg 
gcgcgagggg 
ttgggcacct 
gagacagtgg 
ttggccttca 
ggaccaaggg 
ccttgagatg 
cccgggcctg 
ggagcaggcc 
ctccgcctcc 
gccagccccc 
agggaagggt 

tgggcacagg 

taggtcactc 
cccgcctcct 
ggacgcggcg 
gcgtccccct 



aaaaataatt 
cccttggccg 
ccgcgccatc 
cgcggcgcgg 
tcgccttccg 
acccggcgcg 
tccgctgtgg 
cagagcgtgg 
gcctcttcag 
ccggggaagc 
gagcctctgt 
gcacagatgg 
agctccctgg 
cagcccgcag 
tcacctctgt 
cacacaccct 
ctgaaaggct 
tcatcagcca 
atgcagtcag 
tagccataca 
ggtggtagag 
ttggtgacac 
ccgccggtcc 
aggccctgcc 
cggcgcgc 



<210> 3154 
<211> 65 
<212> PRT 
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<213> Homo sapiens 
<400> 3154 

Thr Asp Thr Ala Pro Trp Ala Ala Leu Pro Val Gly His Leu Ser Leu 

15 10 15 

Cys Pro Gly Ala Gly lie Ala Ser Arg Arg Pro Arg Gin Gin Gly Asp 

20 25 30 

Ser Gly His Arg Trp Gly lie Thr Leu Pro Thr Arg Asp Ser Arg His 

35 40 45 

Gly Leu Leu Gly Leu Gin Ala Pro Trp Gly Ser Arg Gly Lys Pro Gin 
50 55 60 

Gly 
65 

<210> 3155 
<211> 551 
<212> DNA 

<213> Homo sapiens 
c400> 3155 

caattggatg taattatggt aaaaccttat aaactctgta acaatcaaga agaaaacgat 
60 

gcagtgtctt ctgctaagaa accaaagcta gccctggaag attcggaaaa cactgcctct 
120 

actaactgtg actcttcttc agaaggactg gaaaaggaca cagcaacaca gagaagtgac 
180 

cagacttgcc tagaaccatc atgttcatgt tcttctgaaa atcaggaatg ccagactgct 
240 

gccagccctg gggaaattct ggaaattttg aagaaaggga aggcatttgt tttagatatt 
300 

gacttggatt ttttttcagt caagaatccc ttcaaaaaaa tgttcactca ggaagagtac 
360 

aaaatcttac aagagctgta ccaatttaag aaacctggca ccaacctaac agaggaagat 
420 

ttggtagata ttgttgatac tcgaattcat caattagagg atttagaagc cactttcgct 
480 

gatttgtgtg atggtgatga tgaagaaacg gtacagggat gggcttcaaa ccctggaatg 
540 

gaatcactag t 
551 

<210> 3156 

<211> 178 

<212> PRT 

<213> Homo sapiens 

<400> 3156 

Met Val Lys Pro Tyr Lys Leu Cys Asn Asn Gin Glu Glu Asn Asp Ala 

15 10 15 

Val Ser Ser Ala Lys Lys Pro Lys Leu Ala Leu Glu Asp Ser Glu Asn 

20 25 30 

Thr Ala Ser Thr Asn Cys Asp Ser Ser Ser Glu Gly Leu Glu Lys Asp 

35 40 45 

Thr Ala Thr Gin Arg Ser Asp Gin Thr Cys Leu Glu Pro Ser Cys Ser 



2371 



WO 00/58473 



PCT/USOO/08621 



50 

Cys Ser Ser Glu 
65 

lie Leu Glu lie 

Leu Asp Phe Phe 
100 

Glu Glu Tyr Lys 
115 

Thr Asn Leu Thr 
130 

His Gin Leu Glu 
145 

Asp Asp Glu Glu 
Ser Leu 



55 

Asn Gin Glu Cys 
70 

Leu Lys Lys Gly 
85 

Ser Val Lys Asn 

lie Leu Gin Glu 
120 

Glu Glu Asp Leu 
135 

Asp Leu Glu Ala 
150 

Thr Val Gin Gly 
165 



60 

Gin Thr Ala Ala 
75 

Lys Ala Phe Val 
90 

Pro Phe Lys Lys 
105 

Leu Tyr Gin Phe 

Val Asp lie Val 
140 

Thr Phe Ala Asp 
155 

Trp Ala Ser Asn 
170 



Ser 


Pro 


Gly 


Glu 








B0 


Leu Asp 


lie 


Asp 






95 




Met 


Phe 


Thr 


Gin 




110 






Lys 


Lys 


Pro 


Gly 


125 








Asp 


Thr 


Arg 


lie 


Leu 


Cys 


Asp 


Gly 








160 


Pro Gly Met 


Glu 






175 





<210> 3157 
<211> 903 
<212> DNA 

<213> Homo sapiens 
<400> 3157 

nntgaagact agaggaggta ggtccttgga 
60 

gcccctggga tcctacagtg ggatgggcac 
120 

tctctggtag gacttctgat ggtgggggca 
180 

caggaggtcc tatcagagaa gatggagccc 
240 

cctccaactc cagagcctgg gcccaagaca 
300 

ggcctgcagg tgaaagagga gtcagaggtt 
360 

cctctagctg ccacccagga gtctgtaccc 
420 

ctgtgatttc agagatgtgg gaccgtgctg 
480 

cctgagggtc cctcatggag ggagcacccc 
540 

atcttctccc cagggttcgc gctgcagcta 
600 

agccctcacc tccacgtccc ctgggacctc 
660 

tcaccctccc gcgaaggtgg ctttgcgcat 
720 

gaacaggacc ccacggacga ggatccctgc 
780 

cgctggcgct cccccagggg ccggagccgg 
840 

aggggcggcc gttgcgatgt atgtggcaag 
900 



ggacctagtc agtaggtatt tacaaggcag 
ccacaaaccc caggttgcgg ccagccttac 
cctccccagg tcacagtcca ggtgcagggc 
tccagtttcc agcccctacc tgaaactgag 
cctcctagga ctatgcagga atcaccactg 
acagaggact cagatttcct ggagtctggg 
accctcctgc ctgaggaggc ccagtgacca 
gaccagatct ttccccacag caagactggg 
agggccctgt ggcatgagga agctgggggc 
ggcagcatct ccgcaggtcc aggtagtgta 
ggcatggctg gcctttctgg ccagatccaa 
gcgcttctgc tccccagcga tctgaggagt 
cggggtgtgg gccctgctct ggtcaccacc 
ggccgcccca gcactggggg cggggtggtt 
gtgttcagcc aacgcagcaa cctgctgagg 
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cac 
903 



<210> 3158 

<211> 92 

<212> PRT 

<213> Homo sapiens 



<400> 3158 
Met Val Gly Ala 
1 

Val Leu Ser Glu 
20 

Thr Glu Pro Pro 
35 

Met Gin Glu Ser 
50 

Thr Glu Asp Ser 
65 

Glu Ser val Pro 



Pro Pro Gin Val 
5 

Lys Met Glu Pro 

Thr Pro Glu Pro 
40 

Pro Leu Gly Leu 
55 

Asp Phe Leu Glu 
70 

Thr Leu Leu Pro 
85 



Thr Val Gin Val 
10 

Ser Ser Phe Gin 
25 

Gly Pro Lys Thr 

Gin Val Lys Glu 
60 

Ser Gly Pro Leu 
75 

Glu Glu Ala Gin 
90 



Gin Gly Gin Glu 
15 

Pro Leu Pro Glu 
30 

Pro Pro Arg Thr 
45 

Glu Ser Glu Val 

Ala Ala Thr Gin 
80 



<210> 3159 

<211> 2408 

<212> DNA 

<213> Homo sapiens 



<400> 3159 

nncgcgtact ggctgtacgg agcaggagca 
60 

ctcgttcgtg tccccgcccc tcgctcctgc 
120 

ccctggcaga ctaacgaagc agctcccttc 
180 

ctttgcctgc catttcttcc aggttgaggg 
240 

gcagtcagca cccacgtcgc ccccggacgc 
300 

ctccgtctgc ggtcccttgt gaaggctctg 
360 

gctcacctct cccaggaaac Ctcacactgg 
420 

ggagattttc ctggggaaat cctgaggtca 
480 

ctcagagtaa ccacagtgct gttcatggct 
540 

gccactttat tggagaaace tttggaaaaa 
600 

gccaaacaac gagggaaaag ggccatcaca 
660 

cataataaat tacgaagtca ggtgtatcca 
720 

gatgtagagc tggaaagatc tgcagaatcc 
780 



agaggtcgcc gccagcctcc gccgccgagc 
agctactgct cagaaacgct ggggcgccca 
ccaccccaac tgcaggtcta attttggacg 
agccgcagag gcggaggctc gcgtattcct 
tcggtgctca ggcccttcgc gagcggggct 
ggcggctgca gaggccggcc gtccggtttg 
agagccaaaa ggagtggaag agcctgtctt 
ttcattatga agtgtaccgc gcgggagtgg 
agagcaattc cagccatggt ggttcccaat 
tacatggatg aggatggtga gtggtggata 
gacaatgaca tgcagagtat tttggacctt 
acagcctcta atatggagta tatgacatgg 
tgggctgaaa gttgcttgtg ggaacatgga 
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cctgcaagct tgcttccatc aattggacag 
840 

cccccgacgt tccacgtaca atcgtggtat 
900 

gaacatgaat gcaacccata ttgtccattc 
960 

acacaggtcg tgtgggcaac tagtaacaga 
1020 

atgaacatct gggggcagat atggcccaaa 
1080 

aagggaaact ggtggggcca tgccccttac 
1140 

cctagttttg gagggggctg tagagaaaat 
1200 

tatccccctc gagaagagga aacaaatgaa 
1260 

acccatgtcc ggacaagatc agatgatagt 
1320 

atgtcccaaa ttgtttcttg tgaagtaaga 
1380 

aataggtacg aatgtcctgc tggctgtttg 
1440 

cattatgaaa tgcaatccag catctgtaga 
1500 

gatggtggct gggtagatat cactagacaa 
1560 

agaaatggta ttcaaacaat tggcaaatat 
1620 

gtaacagttc aggctgtgac ttgtgaaaca 
1680 

ctgcttcaca ttgcccaaga gtatactgtc 

1740 

atgctcgcgt aattgggact cgagtttatt 
1800 

tacatgctgg gagtagttcg aaatcacggt 
1860 

agaaagacct acattgcttc ttttcagaat 
1920 

ccaggaggaa aggcattcag agtgtttgct 
1980 

ccataaagac tattccaaat gcaatatttc 
2040 

tacagagtac atcaactatt ttcagcccaa 
2100 

aacaaagtct ataaaataaa acatgggaca 
2160 

tggttttaga aatcctgtgt taaatattgc 
2220 

aattacatag tcatgattgt tctacgtttc 
2280 

taataaaatg aatctaaaca ttgaatgtga 
2340 

aaaaataatc gactccaaaa ctgaaagaaa 
2400 



aatttgggag cacactgggg aagatatagg 
gatgaagtga aagactttag ctacccatat 
aggtgttctg gccctgtatg tacacattat 
atcggttgtg ccattaattc gtgtcataac 
gctgtctacc tggtgtgcaa ttactcccca 
aaacatgggc ggccctgttc tgcttgccca 
ctgtgctaca aagaagggtc agacaggtat 
atagaacgac agcagtcaca agtccatgac 
agcagaaatg aagtcataag cgcacagcaa 
ttaagagatc agtgcaaagg aacaacctgc 
gatagtaaag ctaaagttat tggcagtgta 
gctgcaattc attatggtat aatagacaat 
ggaagaaagc attatttcat caagtccaat 
cagtctgcta attccttcac agtctctaaa 
actgtggaca gctctgtcca tttcataagc 
ctcgtaactg tatgcaagca aatccacatt 
ctgatctgtc cagcatctgc agagcagcag 
ggttatgttg atgtaatgcc tgtggaccaa 
ggaatcttct cagaaagttt acagaatcct 
gttgtgtgaa actgaatact tggaagagga 
tgaattttgt ataaaactgt aacattactg 
aaaggtgcca aatgcatata aatcttgata 
ttagctttgg gaaaagtaat gaaaatataa 
tatattttct tagcagttat ttctacagtt 
atatattata tggtgctctg tatatgccac 
atggccctca gaaaatcatc tagtgcattt 
ccttatcaca ttttccccag ttcaatgcta 
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tgccatta 
2408 

<210> 3160 
<211> 431 
<212> PRT 

<213> Homo sapiens 



<400> 3160 



Met 


Lys 


Cys 


Thr 


Ala 


Arg 


Glu 


Trp Leu Arg 


Val 


Thr 


Thr 


Val 


Leu 


Phe 


1 








5 










10 










15 




Met 


Ala 


Arg 


Ala 


He 


Pro 


Ala 


Met 


Val 


val 


Pro 


Asn 


Ala 


Thr 


Leu 


Leu 








20 










25 










30 






Glu 


Lys 


Leu 


Leu 


Glu 


Lys 


Tyr 


Met 


Asp 


Glu 


Asp 


Gly Glu Trp Trp 


He 






35 










40 










45 








Ala 


Lys 


Gin 


Arg 


Gly 


Lys 


Arg 


Ala 


He 


Thr 


Asp 


Asn 


Asp 


Met 


Gin 


Ser 




50 










55 










60 










lie 


Leu 


Asp 


Leu 


His 


Asn 


Lys 


Leu Arg 


Ser 


Gin 


Val 


Tyr 


Pro 


Thr 


Ala 


65 










70 










75 










80 


Ser 


Asn 


Met 


Glu 


Tyr 


Met 


Thr 


Trp 


Asp 


Val 


Glu 


Leu 


Glu 


Arg 


Ser 


Ala 










85 










90 










95 




Glu 


Ser 


Tro 


Ala 


Glu 


Ser 


Cys 


Leu 


Trp 


Glu 


His 


Gly 


Pro 


Ala 


Ser 


Leu 








100 










105 










110 






Leu 


Pro 


Ser 


He 


Gly Gin 


Asn 


Leu 


Gly Ala 


His 


Tro 


Gly Arg Tyr Arg 






115 










120 










125 








Pro 


Pro 


Thr 


Phe 


His 


Val 


Gin 


Ser 


Trp Tyr Asp 


Glu 


Val 


Lys 


Asp 


Phe 




130 










135 










140 










Ser 


Tyr 


Pro 


Tyr 


Glu 


His 


Glu 


Cys 


Asn 


Pro 


Tyr 


Cys 


Pro 


Phe 


Arg 


Cys 


145 










150 










155 










160 


Ser 


Gly 


Pro 


val 


Cys 


Thr 


His 


Tyr 


Thr 


Gin 


Val 


Val 


Trp 


Ala 


Thr 


Ser 










165 










170 










175 




Asn Arg 


He 


Gly 


Cys 


Ala 


He 


Asn 


Leu 


Cys 


His 


Asn 


Met 


Asn 


He 


Trp 








180 










185 










190 






Gly Gin 


He 


Trp 


Pro 


Lys 


Ala 


Val 


Tyr 


Leu 


Val 


Cys 


Asn 


Tyr 


Ser 


Pro 






195 










200 










205 








Lys 


Gly 


Asn 


Trp 


Trp 


Gly 


His 


Ala 


Pro 


Tyr 


Lys 


His 


Gly Arg 


Pro 


Cys 




210 










215 










220 










Ser 


Ala 


Cys 


Pro 


Pro 


Ser 


Phe 


Gly Gly Gly Cys 


Arg 


Glu 


Asn 


Leu 


Cys 


225 










230 










235 










240 


Tyr 


Lys 


Glu 


Gly 


Ser Asp 


Arg 


Tyr 


Tyr 


Pro 


Pro 


Arg 


Glu 


Glu 


Glu 


Thr 










245 










250 










255 




Asn 


Glu 


He 


Glu 


Arg 


Gin 


Gin 


Ser 


Gin 


Val 


His 


Asp 


Thr 


His 


Val 


Arg 








260 










265 










270 






Thr 


Arg 


Ser 


Asp 


Asp 


Ser 


Ser 


Arg 


Asn 


Glu 


val 


lie 


Ser 


Ala 


Gin 


Gin 






275 










280 










285 








Met 


Ser 


Gin 


He 


Val 


Ser 


Cys 


Glu 


Val 


Arg 


Leu 


Arg 


Asp 


Gin 


Cys 


Lys 




290 










295 










300 










Gly Thr 


Thr 


Cys 


Asn 


Arg 


Tyr 


Glu 


Cys 


Pro 


Ala 


Gly 


Cys 


Leu 


Asp 


Ser 


305 










310 










315 










320 


Lys 


Ala 


Lys 


Val 


He 


Gly 


Ser 


Val 


His 


Tyr 


Glu 


Met 


Gin 


Ser 


Ser 


He 










325 










330 










335 




Cys 


Arg 


Ala 


Ala 


He 


His 


Tyr 


Gly 


He 


He 


Asp 


Asn 


Asp 


Gly Gly 


Trp 








340 










345 










350 






Val 


Asp 


He 


Thr 


Arg 


Gin 


Gly Arg 


Lys 


His 


Tyr 


Phe 


lie 


Lys 


Ser 


Asn 
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355 

Arg Asn Gly lie Gin 
370 

Thr Val Ser Lys Val 
385 

Asp Ser Ser Val His 
405 

Thr Val Leu Val Thr 
420 



360 

Thr lie Gly Lys Tyr Gin 
375 

Thr Val Gin Ala Val Thr 
390 395 
Phe lie Ser Leu Leu His 
410 

Val Cys Lys Gin lie His 
425 



365 

Ser Ala Asn Ser Phe 
380 

Cys Glu Thr Thr Val 
400 

He Ala Gin Glu Tyr 
415 

He Met Leu Val 
430 



<210> 3161 

<211> 1197 

<212> DNA 

<213> Homo sapiens 



<400> 3161 

nnaacaccag caaaattttt gaaaaaggtt gcaaaggagt ttggcttcca aaataatggc 
60 

ttctcggtta acatcaatag aaacaagacc ggagagataa cagcctcctc caacaaatcc 
120 

ctcaacttgc taaaaatcaa gcatggcgat ttgttgttcc tgtttccctc gagccttgct 
180 

gggccctcac ctgaaatgga gacgtcagtt ccaccgggct tcaaagtctt tggcgctccc 
240 

aacgtggtgg aggatgagat tgatcagtac ctcagcaaac aggacgggaa gatttacaga 
300 

agccgagacc cacagctatg ccgccacggc cctttgggga aatgcgtgca ctgcgtccct 
360 

ctagagccat tcgatgagga ctatctaaac catctcgagc ctcccgtgaa gcacatgtcc 
420 

ttccacgcct acatccggaa gctgactgga ggggctgaca aggggaagtt tgttgccctg 
480 

gagaacatca gctgcaagat taagtcaggg cgcgaggggc acctcccgtg gccgaatggc 
540 

atctgtacta agtgccagcc gagcgccatc acgctgaaca gacagaagta caggcatgtg 
600 

gacaatatca tgtttgagaa tcacaccgtc gctgaccgct ttcttgactt ctggagaaag 
660 

acagggaacc agcattttgg gtacttatac ggacggtaca cggagcacaa agacattccc 
720 

cttggcatca gggctgaagt ggctgcgatt tatgagccac ctcagattgg tacacagaac 
780 

agcttggagc ttcttgagga tccaaaagct gaagtggtcg atgaaattgc tgccaaactt 
840 

ggcctgcgga aggttggctg gacatttaca gacctcgtct cagaagatac ccgaaagggt 
900 

accgcccgct acagtcgaaa baaggacacc tatttcctaa gttcagaaga gtgcatcact 
960 

gcaggagact tccagaacaa gcatcccaac atgtgccggc tctctccaga cggacatttt 
1020 

ggatccaagc tcgtcactgc agcggctaca ggtggtcctg acaaccaagt ccactttgaa 
1080 

gggtaccagg tgtccaatca gtgtatggca c-ggtccgtg atgagtgttt gctgccatgc 
1140 
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aaggacgccc cggtatgctg acgccaagga gtctagcagt gagcagtacg tgccaaa 
1197 



<210> 3162 

<211> 386 

<212> PRT 

<213> Homo sapiens 



<4O0> 3162 
Xaa Thr Pro Ala 
1 

Gin Asn Asn Gly 
20 

He Thr Ala Ser 
35 

Gly Asp Leu Leu 
50 

Glu Met Glu Thr 
65 

Asn val val Glu 

Lys He Tyr Arg 
100 

Gly Lys Cys Val 
115 

Leu Asn His Leu 
130 

He Arg Lys Leu 
145 

Glu Asn He Ser 

Trp Pro Asn Gly 
180 

Asn Arg Gin Lys 
195 

Thr Val Ala Asp 
210 

His Phe Gly Tyr 
225 

Leu Gly He Arg 

Gly Thr Gin Asn 
260 

Val Asp Glu He 
275 

Phe Thr Asp Leu 
290 

Ser Arg Asn Lys 
305 

Ala Gly Asp Phe 

Asp Gly His Phe 
340 

Pro Asp Asn Gin 



Lys Phe Leu Lys 
5 

Phe Ser Val Asn 
Ser Asn Lys Ser 

40 

Phe Leu Phe Pro 
55 

Ser Val Pro Pro 
70 

Asp Glu He Asp 
85 

Ser Arg Asp Pro 

His Cys Val Pro 
120 

Glu Pro Pro Val 
135 

Thr Gly Gly Ala 
150 

Cys Lys He Lys 
165 

He Cys Thr Lys 

Tyr Arg His Val 
200 

Arg Phe Leu Asp 
215 

Leu Tyr Gly Arg 
230 

Ala Glu Val Ala 
245 

Ser Leu Glu Leu 

Ala Ala Lys Leu 
280 

Val Ser Glu Asp 
295 

Asp Thr Tyr Phe 
310 

Gin Asn Lys His 
325 

Gly Ser Lys Phe 
Val His Phe Glu 



Lys Val Ala Lys 
10 

He Asn Arg Asn 
25 

Leu Asn Leu Leu 

Ser Ser Leu Ala 
60 

Gly Phe Lys Val 
75 

Gin Tyr Leu Ser 
90 

Gin Leu Cys Arg 
105 

Leu Glu Pro Phe 

Lys His Met Ser 
140 

Asp Lys Gly Lys 
155 

Ser Gly Cys Glu 
170 

Cys Gin Pro Ser 
185 

Asp Asn He Met 

Phe Trp Arg Lys 
220 

Tyr Thr Glu His 
235 

Ala He Tyr Glu 
250 

Leu Glu Asp Pro 
265 

Gly Leu Arg Lys 

Thr Arg Lys Gly 
300 

Leu Ser Ser Glu 
315 

Pro Asn Met Cys 
330 

val Thr Ala Val 
345 

Gly Tyr Gin Val 



Glu Phe Gly Phe 
15 

Lys Thr Gly Glu 
30 

Lys He Lys His 
45 

Gly Pro Ser Ser 

Phe Gly Ala Pro 
80 

Lys Gin Asp Gly 
95 

His Gly Pro Leu 
110 

Asp Glu Asp Tyr 
125 

Phe His Ala Tyr 

Phe Val Ala Leu 
160 

Gly His Leu Pro 
175 

Ala lie Thr Leu 
190 

Phe Glu Asn His 
205 

Thr Gly Asn Gin 

Lys Asp He Pro 
240 

Pro Pro Gin He 
255 

Lys Ala Glu Val 
270 

Val Gly Trp He 
285 

Thr Val Arg Tyr 

Glu Cys He Thr 
320 

Arg Leu Ser Pro 
335 

Ala Thr Gly Gly 
350 

Ser Asn Gin Cys 
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355 360 365 

Met Ala Leu Val Arg Asp Glu Cys Leu Leu Pro Cys Lys Asp Ala Pro 

370 375 380 

Val Cys 
385 

<210> 3163 

<211> 1075 

<212> DNA 

<213> Homo sapiens 

<400> 3163 

ngacctctgt aaaagccaca ggtggactgc ttctggggac atcaccttct tcttcggggt 
60 

tgccagtcat cggaacgtca gaaacctgaa gtgtcatctg gggccatgga cggagagggg 
120 

tgggggctac cagtggaccc actgactcct ggacatcagg atgctctgcc atggcaaagg 
180 

tgttatcatc catgttcttc gncttcagtt cctcctcggc aggcctgcgc ctcaccggct 
240 

tcatgcagct cttcagctgc cntggcctca gcctccacgg gaccctggca ctcgggctgt 
300 

ggctccagct gcggcagctg ctgccgctgg ggcagccctt cggcatcagt gggtgtggga 
360 

gcgggtgcga tccggagcag gactgtgtag ttgcggccgt ggttgttggc ccagaaagtg 
420 

ccctcanngg ggtctcatag cgcaccancg aagtcgaggc gcgccccatc gcccgcgccc 
480 

tcagcaaagg gcagctggaa ggcaaagcgg tcggtgcggc cgccgtcgtc gggcgaggag 
540 

gcggatgcct ggccgggacc caggccgagc cccggatcca ggatgggatc tcctgctcct 
SOO 

gttcctcccg ctcctcccca cggcgggctg cgcgggacgt agcgcgctgg gtggtcgcaa 
660 

aaggaagccc agccgtcgtg tgaggccgca cgtgcaccgc cttctcgaag gagcggttca 
720 

gcacgcgtac caacccgcgc agcaccggcg ggcggccccc aggcacccac accccggcac 

780 

ccccggggac cgctccggga ggcggcagca gcgcctccac ctccaccatg acgcgcccca 
B40 

agcgctccag acggcccggc gcgggcggca gcgaaaatgt ggggaccagg taaaaccncc 
900 

ccgccagcgg ggacggggca cagcggtgag ggctcggggc aagcctcctc ttcctcctcc 
960 

ccttcatccc catcctcgcc atcgtcgtcc tcgtcggccc cgccgccgcc gccaatatgg 
1020 

cgcgtacggc ccctgtggag cccccgctgc ggcattccgc gcccccctcg ccggc 
1075 

<210> 3164 
<211> 94 
<2X2> PRT 

<213> Homo sapiens 
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<400> 3164 

Met Asp Gly Glu Gly Trp Gly Leu Pro Val Asp Pro Leu Thr Pro Gly 

15 10 15 

His Gin Asp Ala Leu Pro Trp Gin Arg Cys Tyr His Pro Cys Ser Ser 

20 25 30 

Ser Ser Val Pro Pro Arg Gin Ala Cys Ala Ser Pro Ala Ser Cys Ser 

35 40 45 

Ser Ser Ala Ala Xaa Ala Ser Ala Ser Thr Gly Pro Trp His Ser Gly 

50 55 60 

Cys Gly Ser Ser Cys Gly Ser Cys Cys Cys Trp Gly Ser Pro Ser Ala 
65 70 75 B0 

Ser Val Gly Val Gly Ala Gly Ala lie Arg Ser Arg Thr Val 
85 90 

<210> 3165 
<211> 2413 
<212> DNA 

<213> Homo sapiens 
<400> 3165 

gaaggctgtg cggagcggcg cggcacagag cctgttgttg agctcagtat gecgtgggaa 
60 

tccggggccg ggccaggtct aggttcccag gggatggatc tcgtgtggag tgcgtggtac 
120 

ggaaagtgcg ttaaagggaa agggtcgttg ccactctcgg cccacggcat cgtggtcgcc 
180 

tggctcagca gggccgagtg ggaccaggtg acggtttatc tgttctgtga cgaccataag 
240 

ttgcagcggt acgcgcttaa ccgcatcacg gtgtggagga gcaggtcagg caacgaactc 
300 

cctctggcag cggcttctac tgctgacctg atacgctgta agctcttgga tgtaactggt 
360 

ggcttgggca ctgatgaact cagactgctc tatggcatgg catcggtcag gtttgtgaat 
420 

cttatctcag agaggaagac aaagtttgcc aaggtccccc tcaagtgtct ggctcaagag 
480 

gtaaatattc cggattggat tgttgacctt cgccatgagt tgacccacaa gaaaatgccc 
540 

catataaatg actgccgcag aggctgctac tttgtcctgg attggctcca gaagacccat 
600 

tggtgccgcc aactggagaa cagcctgaga gagacctggg agttggagga gttcagggaa 
660 

gggatagagg aagaggatca agaggaagat aagaacattg ttgttgatga catcacagaa 
720 

cagaaaccag agcctcagga tgatgggaaa agtacggagt cagatgtaaa cgccgatgga 
780 

gacagcaaag gcagcgaaga ggcggattct cattgcaaaa aggccctgag tcataaagag 
840 

ctatatgaaa gagcccgaga actgctggta tcatacgaag aggagcagtc tacggtgctg 
900 

gagaaattta ggtatttacc taaggccatt aaggcgtgga ataacccgtc cccacgtgta 
960 

gaatgtgtcc tggcagagct: caagggcgtt acatgcgaga acagggaggc tgtgctggat 
1020 
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gcttttctgg atgatggctt ccttgtcccc acatttgaac agttggcagc tttgcagata 
1080 

gaatatgaag aaaacgtgga cttgaatgac gtcctggtgc caaagccgtt ctctcagttc 
1140 

tggcagcccc tgctcagggg cctgcactcc cagaacttca cgcaggccct attggagagg 
1200 

atgctctctg aactgccagc cttggggatc agcgggatcc ggcctaccta catcctcaga 
1260 

tggaccgttg aactgatcgt ggccaacacc aagactggac ggaatgctcg ccgattttct 
1320 

gcaggccagt gggaagcaag aaggggctgg aggctgttca actgctccgc ctcccttgac 
1380 

tggccccgga tggttgagtc ctgcttgggc tcaccttgct gggccagccc ccaactcctt 

1440 

cggatcatct tcaaagccat ggggcagggc ctgccagacg aggagcagga gaagctgctg 
1500 

cgcatctgtt ccatttatac ccagagtgga gaaaacagcc tggtgcagga gggctctgag 
1560 

gcctccccca ttgggaagtc tccatataca ctagacagcc tgtattggag cgtcaagcca 
1620 

gccagctcca gctccgggtc tgaagcaaag gcccagcaac aggaggagca gggcagtgtt 
1680 

aatgatgtca aggaagagga gaaggaggag aaagaggtct tgccagacca ggtagaggag 
1740 

gaggaagaaa atgatgacca agaggaggaa gaggaggatg aagatgatga agatgatgaa 
1800 

gaggaagaca gaatggaggt ggggcctttc tctacagggc aagagtcccc cactgccgag 
1860 

aatgccaggc ttctggccca gaaaagagga gctttgcagg gctctgcatg gcaggttagc 
1920 

tcagaagacg tgcgatggga cacatttccc ctaggccgaa tgccaggtca gaccgaggac 
1980 

ccagcagagc tcatgctgga gaattatgac accatgtatc ttttggacca gcctgtgcta 
2 04 0 

gagcagcggc tggaaccctc aacatgcaag actgacacct tgggcctgag ctgtggtgtc 
2100 

ggcagtggca actgcagcaa cagcagcagc agcaacttcg agggccttct ctggagccag 
2160 

gggcagctgc atgggctcaa aactggcctg cagctcttct gatggccatc cctggtgcaa 
2220 

gtgctcatcc agccgtgcca gggcaacagc ccacccccta gtacaactga tgctccctga 
2280 

gacaacctgg gagacagcct ggatcagcca catcaactca gttgtccacc acaggggaat 
2340 

tttgaatgtc ttttgttttt gttttgtttt gaaaaacaat aaacaggcaa ctgtaaaaaa 
2400 

aaaaaaaaaa aaa 
2413 

<210> 3166 
<211> 717 
<212> PRT 

<213> Homo sapiens 
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<400> 3166 
Met Ser Trp Glu 
1 

Asp Leu Val Trp 
20 

Ser Leu Pro Leu 
35 

Ala Glu Trp Asp 
50 

Leu Gin Arg Tyr 
65 

Gly Asn Glu Leu 

Cys Lys Leu Leu 
100 

Leu Leu Tyr Gly 
115 

Arg Lys Thr Lys 
130 

Val Asn He Pro 
145 

Lys Lys Met Pro 

Leu Asp Trp Leu 
180 

Leu Arg Glu Thr 
195 

Glu Asp Gin Glu 
210 

Gin Lys Pro Glu 
225 

Lys Ala Asp Gly 

Lys Lys Ala Leu 
260 

Leu Val Ser Tyr 
275 

Tyr Leu Pro Lys 
290 

Glu Cys Val Leu 
305 

Ala Val Leu Asp 

Glu Gin Leu Ala 
340 

Asn Asp Val Leu 
355 

Leu Arg Gly Leu 
370 

Met Leu Ser Glu 
385 

Tyr Tie Leu Arg 
Gly Arg Asn Ala 



Ser Gly Ala Gly 

5 

Ser Ala Trp Tyr 

Ser Ala His Gly 
40 

Gin Val Thr Val 
55 

Ala Leu Asn Arg 
70 

Pro Leu Ala Val 
85 

Asp Val Thr Gly 

Met Ala Leu Val 
120 

Phe Ala Lys val 
135 

Asp Trp He Val 
150 

His He Asn Asp 
165 

Gin Lys Thr Tyr 

Trp Glu Leu Glu 
200 

Glu Asp Lys Asn 
215 

Pro Gin Asp Asp 
230 

Asp Ser Lys Gly 
245 

Ser His Lys Glu 

Glu Glu Glu Gin 
2B0 

Ala He Lys Ala 
295 

Ala Glu Leu Lys 
310 

Ala Phe Leu Asp 
325 

Ala Leu Gin He 

Val Pro Lys Pro 
360 

His Ser Gin Asn 
375 

Leu Pro Ala Leu 
390 

Trp Thr Val Glu 
405 

Arg Arg Phe Ser 



Pro Gly Leu Gly 
10 

Gly Lys Cys Val 
25 

He Val Val Ala 

Tyr Leu Phe Cys 
60 

He Thr Val Trp 
75 

Ala Ser Thr Ala 
90 

Gly Leu Gly Thr 
105 

Arg Phe Val Asn 

Pro Leu Lys Cys 
140 

Asp Leu Arg His 
155 

Cys Arg Arg Gly 
170 

Trp Cys Arg Gin 
185 

Glu Phe Arg Glu 

He Val Val Asp 
220 

Gly Lys Ser Thr 
235 

Ser Glu Glu Val 
250 

Leu Tyr Glu Arg 
265 

Phe Thr Val Leu 

Trp Asn Asn Pro 
300 

Gly Val Thr Cys 
315 

Asp Gly Phe Leu 
330 

Glu Tyr Glu Glu 
345 

Phe Ser Gin Phe 

Phe Thr Gin Ala 
380 

Gly He Ser Gly 
395 

Leu He Val Ala 
410 

Ala Gly Gin Trp 



Ser Gin Gly Met 
15 

Lys Gly Lys Gly 
30 

Trp Leu Ser Arg 
45 

Asp Asp His Lys 

Arg Ser Arg Ser 
80 

Asp Leu He Arg 
95 

Asp Glu Leu Arg 
110 

Leu He Ser Glu 
125 

Leu Ala Gin Glu 

Glu Leu Thr His 
160 

Cys Tyr Phe Val 
175 

Leu Glu Asn Ser 
190 

Gly He Glu Glu 
205 

Asp He Thr Glu 

Glu Ser Asp Val 
240 

Asp Ser His Cys 
255 

Ala Arg Glu Leu 
270 

Glu Lys Phe Arg 
285 

Ser Pro Arg Val 

Glu Asn Arg Glu 
320 

Val Pro Thr Phe 
335 

Asn Val Asp Leu 
350 

Trp Gin Pro Leu 
365 

Leu Leu Glu Arg 

He Arg Pro Thr 
400 

Asn Thr Lys Thr 
415 

Glu Ala Arg Arg 
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420 425 430 

Gly Trp Arg Leu Phe Asn Cys Ser Ala Ser Leu Asp Trp Pro Arg Met 

435 440 445 

Val Glu Ser Cys Leu Gly Ser Pro Cys Trp Ala Ser Pro Gin Leu Leu 

450 455 460 

Arg He He Phe Lys Ala Met Gly Gin Gly Leu Pro Asp Glu Glu Gin 
465 470 475 480 

Glu Lys Leu Leu Arg He Cys Ser He Tyr Thr Gin Ser Gly Glu Asn 

485 490 495 

Ser Leu Val Gin Glu Gly Ser Glu Ala Ser Pro He Gly Lys Ser Pro 

500 505 510 

Tyr Thr Leu Asp Ser Leu Tyr Trp Ser Val Lys Pro Ala Ser Ser Ser 

515 520 525 

Phe Gly Ser Glu Ala Lys Ala Gin Gin Gin Glu Glu Gin Gly Ser Val 

530 535 540 

Asn Asp Val Lys Glu Glu Glu Lys Glu Glu Lys Glu Val Leu Pro Asp 
545 550 555 560 

Gin Val Glu Glu Glu Glu Glu Asn Asp Asp Gin Glu Glu Glu Glu Glu 

565 570 575 

Asp Glu Asp Asp Glu Asp Asp Glu Glu Glu Asp Arg Met Glu Val Gly 

580 585 590 

Pro Phe Ser Thr Gly Gin Glu Ser Pro Thr Ala Glu Asn Ala Arg Leu 

595 600 605 

Leu Ala Gin Lys Arg Gly Ala Leu Gin Gly Ser Ala Trp Gin Val Ser 

610 615 620 < 

Ser Glu Asp Val Arg Trp Asp Thr Phe Pro Leu Gly Arg Met Pro Gly 
625 630 635 640 

Gin Thr Glu Asp Pro Ala Glu Leu Met Leu Glu Asn Tyr Asp Thr Met 

645 650 655 

Tyr Leu Leu Asp Gin Pro Val Leu Glu Gin Arg Leu Glu Pro Ser Thr 

660 665 670 

Cys Lys Thr Asp Thr Leu Gly Leu Ser Cys Gly Val Gly Ser Gly Asn 

675 680 685 

Cys Ser Asn Ser Ser Ser Ser Asn Phe Glu Gly Leu Leu Trp Ser Gin 

690 695 700 

Gly Gin Leu His Gly Leu Lys Thr Gly Leu Gin Leu Phe 
705 710 715 



<210> 3167 
<211> 2730 
<212> DNA 

<213> Homo sapiens 
<400> 3167 

nnggccggcg cctcctcctg gattcattca ctcgctcttt tcattcacga aggtagtgag 
60 

gcctagtgga aagccatgga gagcgctctc cccgccgccg gcttcctgta ctgggtcggc 
120 

gcgggcaccg tggcctacct agccctgcgt atttcgtact cgctcttcac ggccctccgg 
180 

gtctggggag tggggaatga ggcgggggtc ggcccggggc tcggagagtg ggcagttgtc 
240 

acaggtagta ctgatggaat tggaaaatca tatgcagaag agttagcaaa gcatggaatg 
300 
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145 150 155 160 

Asn lie Leu Ser Val Cys Lys Met Thr Gin Leu Val Leu Pro Gly Met 

1S5 170 175 

Val Glu Arg Ser Lys Gly Ala lie Leu Asn lie Ser Ser Gly Ser Gly 

180 185 190 

Met Leu Pro Val Pro Leu Leu Thr lie Tyr Ser Ala Thr Lys Thr Phe 

195 200 205 

Val Asp Phe Phe Ser Gin Cys Leu His Glu Glu Tyr Arg Ser Lys Gly 

210 215 220 

Val Phe Val Gin Ser Val Leu Pro Tyr Phe Val Ala Thr Lys Leu Ala 
225 230 235 240 

Lys He Arg Lys Pro Thr Leu Asp Lys Pro Ser Pro Glu Thr Phe Val 

245 250 255 

Lys Ser Ala He Lys Thr Val Gly Leu Gin Ser Arg Thr Asn Gly Tyr 

260 265 270 

Leu He His Ala Leu Met Gly Ser He He Ser Asn Leu Pro Ser Trp 

275 280 285 

He Tyr Leu Lys He Val Met Asn Met Asn Lys Ser Thr Arg Ala His 

290 295 300 

Tyr Leu Lys Lys Thr Lys Lys Asn 
305 310 

<210> 3169 
<211> 5945 
<212> DNA 

<213> Homo sapiens 
<400> 3169 

nncggccgcc gcaagaaagt gtccttcgag gccagcgtgg ccctgctgga ggcctcgctg 
60 

aggaacgacg ccgaggaagt acgctacttc ctgaagaata aggtcagccc tgatttgtgc 
120 

aatgaggacg gactcacagc cctacaccag tgctgcatcg acaactttga ggaaattgtg 
180 

aagctgctcc tctcccatgg tgccaatgtg aacgccaagg acaacgagct gtggacacct 
240 

ctccatgctg cagccacctg cggccacatc aacctggtga agatcctcgt tcagtatggg 
300 

gccgacttgc ttgctgtcaa ctcggatggg aacatgccat atgacctctg cgaggatgaa 
360 

cccaccctgg atgtcatcga gacctgcatg gcataccagg gcatcaccca agagaaaatc 
420 

aacgagatgc gggtggctcc tgagcagcag atgattgcgg acatccactg catgatcgca 
480 

gcgggccagg acctggactg gatagatgcc cagggtgcca cactgctgca catagctgga 
540 

gccaatggat acctgcgggc agctgagctc ctcctggatc atggagtgcg tgtggatgtg 
600 

aaggactggg atggctggga gcccctgcat gcagctgcct tctggggaca gatgcagatg 
660 

gcagagctat tggtgtccca tggagctagt ctcagtgcaa ggacatccat ggatgagatg 
720 

ccaatagacc tgtgcgagga ggaagagttc aaggtcctgc tgctggagct aaaacacaag 
780 



2385 



WO 00/58473 



PCTAJS00/08621 



catgatgtga tcatgaagtc 
S40 

agcgcaggca gccgtgggaa 
900 

tataggaagg agtatgaggg 
960 

cggacctcca cctacaacgg 
1020 

cctaacccca ggctggagaa 
1080 

ggtgaactgg acatgcctgt 
1140 

gcgctggcca acggggatgt 
1200 

ggcaaccctg gcgtggccga 
1260 

cagacgcttc tggagctgaa 
1320 

ctxagcacac acctgggcag 
1380 

gccnccttga tcggaggcag 
1440 

acggtcacca gcggagatcc 
1500 

gagaaggtgc atggctgttg 
1560 

ct 9999 a 999 gctcctggaa 
1620 

gcagctgggg agaggtgggc 
1680 

ctgcccatag catcccatgt 
1740 

atctgacaca aggcctgtcg 
1800 

gggcttgaga tcccagctct 
1860 

tcacattaac acacacacac 
1920 

taggaatgac atacctgggc 
1980 

caaaaggatg gaagttaaga 
2040 

ggaggggacc tgctaagctg 
2100 

caccagccac acctgacagg 
2160 

tacatgggta gatgagatag 
2220 

tctgcccatg ccaggagcca 
2280 

atttcgttcc tggaatcaac 
2340 

aagggtgcgg gagggggaca 
2400 



acagctgagg cacaagtcat 
ggtgstgcgg cgagccagcc 
agaggccatc ctgtggcagc 
ggacatcagg gagaccagga 
gcccgtgcta ctctccgaat 
tgagaatggc ctccgggctc 
ctggaaggtg catgaggtgc 
cgccaccccg ccctggagca 
gcggcagcgg gctgcagcca 
cagcatggcc aggacgggcg 
aacttcaccg tacagcagca 
cccactctta aagttcaagg 
ccgtatctcc tagtctccgt 
tccaggccag cccaacaacc 
tctgcttttc agaggaactc 
cccacgtccc gtggttctgc 
tggcctcctg gttcactctg 
attcttggta taaaggcttc 
acacacatat acacacacac 
tcaggggaag caagggggct 
ctcagagtct cattaccact 
agacccatag tcctgctcag 
ggtgagaagt cctcgctgtg 
acacagacct gctccccgca 
gctgtgtgac catccagggg 
caaatcatgt tttcctcttg 
aggtcagtat ttaccaaagt 



ccttgagccg gaggacctcc 
tgtcggacag gaccaacctg 
ggagtgcagc tgaggatcag 
cagaccaaga gaataaggac 
ttcctaccaa gatcccacga 
cggtcagtgc ctaccagtat 
ctgactacag catggcctat 
gctacaagga acagagccct 
agctgctcag ccaccccttc 
agagtagcag tgaaggcaag 
atgggacctc ggtatatcac 
cccccataga ggagatggag 
gtgatggagg agggagatgc 
ctggctgggg aggtgtcagg 
agaccccagc cctcagctgg 
ttcctgctgc atcgtctgcc 
ctgtctgatc ttgggagggt 
tccggatcag tacatgcatg 
acaagctcga tcagtgtgtg 
tagaatttgt ggggtattcc 
gccaatgtgg ttttagcagg 
agttatccca aagtctgagc 
ttcagaggga gccaggaatc 
gccttgttga gagccacact 
tggaggggga aaaccaggca 
gatggaagtg tcaaaggcag 
gtatctgatt ttaaaaattc 
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ctttagtctg taaaactcct agagggaggg aggtaactga attcacttct ttttgtggat 
2460 

cgtatcaagg tcaccgggtt ttactggctg gtgctgggaa aatgaagcta agtgaggagc 
2520 

ttccattgga atgcttttcc agggagagag gccagttaat ttaaaaaaaa cagtcgctag 
2580 

ttaacagcga cagagcccag caccctgggg tctttgtgaa tatccagact gtttcagccc 
2640 

agcccatctc agccaaccct ccttagactg agctgtcaga gcaagcaatt aggggccagc 
2700 

ctgcctccac ctcccacccc cttccacctc catcagtcat gtgtgcagag ccagtgctcg 
2760 

ggatcccggg cccagctttt gcctttttgg ggatgcttgg tgagacagat ttgccagtca 
2820 

gcccttttga gttcccgcct cacccagggg ctcccagcct gcacttgcag gagtggtgat 
2880 

gccccaagtc tgcgaatcca gggtgcacgt ggtcaatatc ccctcctgca ttcaggagag 
2940 

ccatggtagg gctggagttg ggtcttgccc agccctgcag tttcatagtc ccagccttcc 
3000 

tggtgctggg gagggaggac tgtgaatggc tgttctcccc tcactgctga gtctcccagg 
3060 

accccctttg gagatgccca tggcatgggc actgcccaca ggctcagcca gaacctcttg 
3120 

gtgtacccga taagctgcag gttatccctt gctctgtgcg ccttttattt gtccttaaac 
3180 

tacctcctca gagctctgaa ggggtctcct agttccagat tttaatttgg ggaacagatc 
3240 

tgggttcttt ttaaccctct cctttctcag tctatgagaa acttgccctg aggggcacct 
3300 

gggctagggg cttgggactg gaagaccatc cccgccttgt gccacaactt tggtcatggg 
3360 

atctgctctt tgtcattctt agccccctac tgtggccccc atagccccat aacccagaga 
3420 

gggagctgga cttcagggag cctgagtgat gctttcccag gagcagggca gctggctgga 
3480 

ccagaaagta gagggcccat gggagtgact gcacccttgg tggctgctgg aaagggagag 
3540 

gttctcagca tcaggccacc tccaccccaa tgccaggata gatgtattct agagtagggg 
3600 

tggaggcggc ccaggaggct gaagacaggt gcacagatgc ttcccacgac cttgccattt 
3660 

ggggtgggct cttcaacatc tcaggctgtg gctggaacag gacaggatga tctaaaacac 
3720 

acgtaccatt ggctgtaaaa cagtatgagc ccagactgac gctgaaatcc ctcatgagcc 
3780 

aaccttagct acaaggtagg gagttctgag ggaagccgcg cgctcctcag gagagagctg 
3840 

tttaggtttt ccgatctttt tgctcagggg ccaaacactg aaggcacgta ctgcccaacc 
3900 

cactgagcgc ctgaggccat tccctccttt tccgcatgcc tcctgcctcc tgggctattc 
3960 

ctctccaccc agaaggctgg gaatcccagc tgattccctg acaggagccg acttcacaca 
4020 
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caggtgactc tcaggcattg gctcatgttt 
4080 

gctttaagtc cctggggagc tttccctgta 
4140 

gaccaacctc caatgaatga gccgcggtca 
4200 

tagctgcaac atgccagcct ctacgttagg 
4260 

tcaggagaac tgttccttgt ggtttccgtc 
4320 

ttcaagtcac ctgaggcaaa gtgtctgcat 
4380 

cctagaatcc ttagagtctg aattccttta 
4440 

ataacatttg ccaccaagta tagatgctgg 
4500 

tccatctgga actttcagtg atagctgcct 
4560 

agcagcttga gatcagtgtc tagaagactg 
4620 

gtttttaaag tcattgtttc ttgctcatgg 
4680 

cactaatgga taatgggagg aaaagttgct 
4740 

gaatctgcct ccctccatgg caggggtgga 
4800 

aaccagatgc ctagctcctg ctgagaccca 
4860 

ggagaccact tccaaagcag gtgctgcatg 
4920 

agttggcggt tatcaccaga ctgtgagttt 
4980 

ctctaggccc agggctacta aagacttcag 
5040 

agtaaaactg ctctgcactg tttaatccat 
5100 

tgtgtccccc gtcctgcccc accggtttgc 
5160 

ttgttggtgt cagatacctt cccatcctga 
5220 

agcaggatac tggggtactt ttaagaaggg 
5280 

atttaactct tgctatttgt aacttgggga 

5340 

caaaggctcc aatggtcagt ggatgactct 
5400 

agccctctcc ccaacaggtc tctcttgttg 
5460 

aagtgccacc gtgcggggcc tggctctgca 
5520 

ctccgcaata attcaccaga ccagaagcca 
5580 

attttatgtg aaaaaaaatt aaaactctgt 
5640 



tcagccaggg ataaaccatc ccttcttggg 
ggtctcctgg gtgttgagag acaagttgga 
ttcattaatt cactcacgta atttactgag 
ttctgcggat aaaggaggaa taagacagag 
ccttggggac cacaggcatc agcagtccca 
cttcgtccag cgaccctttg cttttcggct 
gctgggaaca gctgtcatgg tcacccctgg 
atcttgggtt ccaggcagac atcatccagg 
tcagccagca tctttggggg actctataat 
ttctgcaatt tgctgccaaa tgcatctcag 
tggctcattt attacatagt cccctcaccc 
gcttccttca gcatcaaagc ctttccttgg 
ttcgggagct gggagtaacc aggcaaagtc 
ggtcctatgg cagctcctca ttagattaaa 
gctcaccatc atatgcccca aacaactgaa 
ctggcaagta gcttggggaa gctgaataaa 
gatagaattc tccatcaaat acacagcata 
ttccaagggg cttagaaaag ctaacaaggg 
tggctttgta ataacataag accattgtgg 
gctctctcac ctacctgctc tctctcctag 
tgctcctttt aagatgccca gaaaagctgt 
tggtctcccc tgccccaggg cacataagag 
gcaaaagtga ccccctgtgc cagaagctat 
gccagagggc ctgcttccca tgggcattgc 
cacccaggaa aagtctgcag acccccagcc 
ctggtgtaca gagaacactt aaaaaaatgt 
atactgeatc agcagctttg tgtaaaaatg 
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gcaatcaaga gagtctaata tatttaaaac ttttttaaaa aaaatcttcg cggatctttg 
5700 

atatcgtact gaggtaactt ccacgtagcc ccttgccacg cggcaccggt gggccttggg 
5760 

tccaaaactg tggctcagcc acatcccaaa gggggcacat gtccctggag ttgcttccag 
5820 

ctgccaaggc ctgtgacaga attcgctgtt aagagttttt aattaaaatt attaaattcc 
5880 

ttttaataac aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

5940 

aaaaa 

5945 



<210> 3170 
<211> 412 
<212> PRT 

<213> Homo sapiens 



<:400> 3170 
Tyr Gly Ala Asp 
1 

Asp Leu Cys Glu 
20 

Ala Tyr Gin Gly 
35 

Pro Glu Gin Gin 
50 

Gin Asp Leu Asp 
65 

Ala Gly Ala Asn 

Gly Val Arg Val 
100 

Ala Ala Ala Phe 
115 

His Gly Ala Ser 
130 

Asp Leu Cys Glu 
145 

His Lys His Asp 

Leu Ser Arg Arg 
180 

Arg Ala Ser Leu 
195 

Gly Glu Ala He 
210 

Ser Thr Tyr Asn 
225 

Lys Asp Pro Asn 

Pro Thr Lys He 
2S0 

Leu Arg Ala Pro 



Leu Leu Ala Val 
5 

Asp Glu Pro Thr 

He Thr Gin Glu 
40 

Met lie Ala Asp 
55 

Trp He Asp Ala 
70 

Gly Tyr Leu Arg 
85 

Asp Val Lys Asp 

Trp Gly Gin Met 
120 

Leu Ser Ala Arg 
135 

Glu Glu Glu Phe 
150 

Val He Met Lys 
165 

Thr Ser Ser Ala 

Ser Asp Arg Thr 
200 

Leu Trp Gin Arg 
215 

Gly Asp He Arg 
230 

Pro Arg Leu Glu 
245 

Pro Arg Gly Glu 
Val Ser Ala Tyr 



Asn Ser Asp Gly 
10 

Leu Asp Val He 
25 

Lys He Asn Glu 

He His Cys Met 
60 

Gin Gly Ala Thr 
75 

Ala Ala Glu Leu 
90 

Trp Asp Gly Trp 
105 

Gin Met Ala Glu 

Thr Ser Met Asp 
140 

Lys Val Leu Leu 
155 

Ser Gin Leu Arg 
170 

Gly Ser Arg Gly 
185 

Asn Leu Tyr Arg 

Ser Ala Ala Glu 
220 

Glu Thr Arg Thr 
235 

Lys Pro Val Leu 
250 

Leu Asp Met Pro 
26S 

Gin Tyr Ala Leu 



Asn Met Pro Tyr 
15 

Glu Thr Cys Met 
30 

Met Arg Val Ala 
45 

He Ala Ala Gly 

Leu Leu His He 
80 

Leu Leu Asp His 
95 

Glu Pro Leu His 
110 

Leu Leu Val Ser 
125 

Glu Met Pro He 

Leu Glu Leu Lys 
160 

His Lys Ser Ser 
175 

Lys Val val Arg 
190 

Lys Glu Tyr Glu 
205 

Asp Gin Arg Thr 

Asp Gin Glu Asn 
240 

Leu Ser Glu Phe 
255 

Val Glu Asn Gly 
270 

Ala Asn Gly Asp 
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275 280 285 

Val Trp Lys Val His Glu Val Pro Asp Tyr Ser Met Ala Tyr Gly Asn 

290 295 300 

Pro Gly Val Ala Asp Ala Thr Pro Pro Trp Ser Ser Tyr Lys Glu Gin 
305 310 315 320 

Ser Pro Gin Thr Leu Leu Glu Leu Ly3 Arg Gin Arg Ala Ala Ala Lys 

325 330 335 

Leu Leu Ser His Pro Phe Leu Ser Thr His Leu Gly Ser Ser Met Ala 

340 345 350 

Arg Thr Gly Glu Ser Ser Ser Glu Gly Lys Ala Xaa Leu lie Gly Gly 

355 360 365 

Arg Thr Ser Pro Tyr Ser Ser Asn Gly Thr Ser Val Tyr Tyr Thr Val 

370 375 380 

Thr Ser Gly Asp Pro Pro Leu Leu Lys Phe Lys Ala Pro lie Glu Glu 
3B5 390 395 400 

Met Glu Glu Lys Val His Gly Cys Cys Arg He Ser 
405 410 

<210> 3171 
<211> 753 
<212> DNA 

<213> Homo sapiens 
<400> 3171 

gaattctatt tattccttag tgttgactct agggccatgg aaggaaagga atgaggtacc 
60 

actcactgaa ttgggaggcg attacaattc tgttattctg atgctatttg ggaccttctt 
120 

tttcccttta cagggtcaac ggactgcgtg tgttactcca ccgtgggcac cagcgacgca 
180 

gaaacctcgg cgctgcatat cgttgttggg gactcgctgg ccatggatgt gtcctcagtc 
240 

caccacaaca gcacactcct tcgctactcc gtgtccctgc tgggctacgg cttctacggg 
300 

gacatcatca aggacagtga gaagaaacgg tggttgggtc ttgccagata cgacttttca 
360 

ggtttaaaga ccttcctctc ccaccactgc tatgaaggga cagtgtcctt cctccctgca 

420 

caacacacgg tgggatctcc aagggatagg aagccctgcc gggcaggatg ctttgtttgc 
480 

aggcaaagca agcagcagct ggaggaggag cagaagaaag cactgtatgg tttggaagct 
540 

gcggaggatg tggaggagtg gcaagtcgtc tgtgggaagt ttctggccat caatgccaca 
600 

aacatgtcct gtgcttgtcg ccggagcccc aggggcctct ccccggctgc ccacttggga 
660 

gacgggtctt ctgacctcat cctcatccgg aaatgctcca ggttcaattt tctgagattt 
720 

ctcatctggc acgaagtctg caagaagcca ctt 
753 

<210> 3172 
<211> 228 
<212> PRT 
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<213> Homo sapiens 



<400> 3172 

lie Gly Arg Arg Leu Gin Phe Cys Tyr Ser Asp Ala He Trp Asp Leu 

15 10 15 

Leu Phe Pro Phe Thr Gly Ser Thr Asp Cys Val Cys Tyr Ser Thr Val 

20 25 30 

Gly Thr Ser Asp Ala Glu Thr Ser Ala Leu His He Val Val Gly Asp 

35 40 45 

Ser Leu Ala Met Asp Val Ser Ser Val His His Asn Ser Thr Leu Leu 

50 55 60 

Arg Tyr Ser Val Ser Leu Leu Gly Tyr Gly Phe Tyr Gly Asp He He 
65 70 75 80 

Lys Asp Ser Glu Lys Lys Arg Trp Leu Gly Leu Ala Arg Tyr Asp Phe 

85 90 95 

Ser Gly Leu Lys Thr Phe Leu Ser His His Cys Tyr Glu Gly Thr Val 

100 105 110 

Ser Phe Leu Pro Ala Gin His Thr Val Gly Ser Pro Arg Asp Arg Lys 

115 120 125 

Pro Cys Arg Ala Gly Cys Phe Val Cys Arg Gin Ser Lys Gin Gin Leu 

130 135 140 

Glu Glu Glu Gin Lys Lys Ala Leu Tyr Gly Leu Glu Ala Ala Glu Asp 
145 150 155 160 

Val Glu Glu Trp Gin Val Val Cys Gly Lys Phe Leu Ala lie Asn Ala 

165 170 175 

Thr Asn Met Ser Cys Ala Cys Arg Arg Ser Pro Arg Gly Leu Ser Pro 

180 185 190 

Ala Ala His Leu Gly Asp Gly Ser Ser Asp Leu He Leu He Arg Lys 

195 200 205 

Cys Ser Arg Phe Asn Phe Leu Arg Phe Leu He Trp His Glu Val Cys 

210 215 220 

Lys Lys Pro Leu 
225 



<210> 3173 

<211> 573 

<212> DNA 

<213> Homo sapiens 



<400> 3173 
nntgtacaga 
60 

ctgctcaggg 
120 

tatagtgaag 
180 

gtttgtaatg 
240 

ggccaaactg 
300 

aagtacccgc 
360 

ctagaagtct 
420 



acaaggattc 
gccccaaaaa 
gtttgaaggt 
taacaaggag 
tggagagaac 
accttccctg 
gtaatattgt 



aactgctgcc 
atgactgaaa 
tgaagtgact 
gcctgccagt 
agtagcgcag 
tctgcaagtc 
ggcagggcaa 



cgaagagcat 
aatgactaaa 
cattgtggaa 
catcaaacct 
tatttcagag 
gggcaggaac 
cgatgtatca 



ggactcgatc 
aagcataata 
caatgagacg 
ttcctttaca 
aaaagtatac 
agaaacacac 
agaagctaac 



ttaacttcaa 
aagttgatgt 
gaaataccgt 
gttagaaaac 
tcttcagctg 
ctacctgcca 
agacaatcag 
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acttccacta tgatcaaggc aacagcaaga tctgcaccag atagacaaga ggaaattagc 

480 

agattggtaa gaagtgcaaa ttatgaaaca gacccatttg ttcaggagtt tcaatttaaa 
540 

gttcgggatg aaatggctca tgtaactgga cgc 
573 



<210> 3174 

<211> 152 

<212> PRT 

<213> Homo sapiens 



<400> 3174 

Cys Tyr Ser Glu Gly Leu Lys Val Glu Val Thr His Cys Gly Thr Met 

15 10 15 

Arg Arg Lys Tyr Arg Val Cys Asn Val Thr Arg Arg Pro Ala Ser His 

20 25 30 

Gin Thr Phe Pro Leu Gin Leu Glu Asn Gly Gin Thr Val Glu Arg Thr 

35 40 45 

Val Ala Gin Tyr Phe Arg Glu Lys Tyr Thr Leu Gin Leu Lys Tyr Pro 

50 55 60 

His Leu Pro Cys Leu Gin Val Gly Gin Glu Gin Lys His Thr Tyr Leu 
65 70 75 80 

Pro Leu Glu Val Cys Asn lie Val Ala Gly Gin Arg Cys lie Lys Lys 

85 90 95 

Leu Thr Asp Asn Gin Thr Ser Thr Met lie Lys Ala Thr Ala Arg Ser 

100 105 110 

Ala Pro Asp Arg Gin Glu Glu lie Ser Arg Leu Val Arg Ser Ala Asn 

115 120 125 

Tyr Glu Thr Asp Pro Phe Val Gin Glu Phe Gin Phe Lys Val Arg Asp 

130 135 140 

Glu Met Ala His Val Thr Gly Arg 
145 150 



<210> 3175 

c211> 948 

<212> DNA 

<213> Homo sapiens 



<400> 3175 

nncccccctc tcttcctcac gcgcagaact acaacttcag ggttttccca acggcctctt 
SO 

tttgcacgtt aggagaaact acatttccca taatcctttg ttccagggct ggagcggctc 
120 

tgggctccgg aatcgcccgc agccggtact gcgggaccca ctgcggatat ggctgtcttg 
180 

gctggatccc tgttgggccc cacgagtagg tcggcagcgt tgctgggtgg caggtggctc 
240 

cagccccggg cctggctggg gttcccagac gcctggggcc tccccacccc gcagcaggcc 
300 

cggggcaagg ctcgcgggaa tgagtatcag ccgagcaaca tcaaacgcaa gaacaagcac 
360 

ggctgggtcc ggcgcctgag cacgccggcc ggcgtgcagg tcatccttcg ccgaatgctc 
420 
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aagggccgca agtcgctgag ccattgagga tcgcgacgca gtcggcggga ccctcatgga 
480 

agcatcgccc ccgcctcgga ccttgcctgg cgctattttt gcagggagct ggggagcagg 
540 

aacgcctcgg acctgagtgc tctccatatt gtggggttga agtctggatg ggagcttgcc 
600 

aagtcccttt ttaggctttt taattaggaa gcatttcgaa cctgcgcaac agaccaaaga 
660 

acagtacaaa gaacatccgt gtacccagta ccctgactac cgactaccta caacccgtcc 
720 

ctgccccatc ctgagttctt ttgaagctga tctcaggcat cggattattt cttctgtaaa 
780 

tatttcagaa tgtatctctc caagatgaga gctcattaaa agataattac aaagcttatc 
840 

acatccaaaa gaattatcaa taattttgaa atattattaa acgtgtaata aatgttcaaa 
900 

gttccacttg caaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 
948 



c210> 3176 

<211> 92 

<212> PRT 

<213> Homo sapiens 



<400> 3176 

Met Ala Val Leu Ala Gly Ser Leu Leu Gly Pro Thr Ser Arg Ser Ala 

15 10 15 

Ala Leu Leu Gly Gly Arg Trp Leu Gin Pro Arg Ala Trp Leu Gly Phe 

20 25 30 

Pro Asp Ala Trp Gly Leu Pro Thr Pro Gin Gin Ala Arg Gly Lys Ala 

35 40 45 

Arg Gly Asn Glu Tyr Gin Pro Ser Asn lie Lys Arg Lys Asn Lys His 

50 55 60 

Gly Trp Val Arg Arg Leu Ser Thr Pro Ala Gly Val Gin Val lie Leu 
65 70 75 80 

Arg Arg Met Leu Lys Gly Arg Lys Ser Leu Ser His 
85 90 

<210> 3177 
<211> 1857 
<212> DNA 

<213> Homo sapiens 
<400> 3177 

nggatccagg acatcgaggg agccagcgcc aaggaccttt gcagcgcgtc ttcggttgtg 
60 

tccccgtctt ttgtaccaac aggggagaag ccatgtgagc aagtccagtt ccagcccaac 
120 

acagtgaaca ctttggcctg cccgctcctc tccaacctgg cgacccgact ctggctacgc 
1B0 

aacggggccc ccgtcaatgc ctcggcctcc tgccacgtgc tacccactgg ggacctgctg 
240 

ctggtgggca cccaacagct gggggagttc cagtgctggt cactagagga gggcttccag 
300 
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cagctggtag ccagctactg 
360 

gagggtggca gtgtacccgt 
420 

aaggccagct ggggtgcaga 
480 

tttgtgctgg ccgtgctgct 
540 

aaagtcttcc tgaagcaggg 
6O0 

ctgccccctg agacccgccc 
660 

cgagggtacc agtccctgtc 
720 

aagaggccac tcagcatcca 
780 

cgggtccgcc ttggctcgga 
840 

cgctgccctg gcttcagggg 
900 

ctctgctctt cgtggaacac 
960 

gcctgctgct ctccagtcaa 
1020 

gccccagagg tcctggccaa 
1080 

tgtaaactga gccctttgtt 
1140 

gagatagcat ggcatgcagc 
1200 

gggatgcatc caaagtggtt 
1260 

caccttccac attatcccgc 
1320 

cttgggctgc gtgcgttctg 
1380 

tcccaccacc tcagggacca 
1440 

ctcggaccca actcctggac 
1500 

gcgcgagctc aggagagact 
1560 

gactgtcgcc tgccttcctc 
1620 

ccaccctcgc tccatctttg 
1680 

ccagtcccca gttcaccctc 
1740 

cccagcacag gggccctgaa 
1800 

atgtcatttt ttaataaagr 
1857 

<210> 3178 



cccagaggtg gtggaggacg 
cattatcagc acatcgcgtg 
caggtcctac tggaaggagt 
cccagtttta ttcttgctct 
ggaatgtgcc agcgtgcacc 
actcaacggc ctagggcccc 
agacagcccc ccgggggccc 
agacagcttc gtggaggtat 
gatccgtgac tctgtggtgt 
ctgtgaatgc tcggagaggg 
gaccgtggtg cccggccctt 
gtagcgaagc tcctaccacc 
atatgggggc ctgcctaggt 
tagaaaacaa ttccaaatgt 
acacacggct gctccagttc 
gtctgagaca gagttggaaa 
tgccaccggc tgccctgtct 
ccttgccagt cagccgagga 
gagggctagg ttggcactgc 
ccttccagcc tgtatcaggc 
tcgtgacaat gtacgccttt 
cgttgttgcg tgagaacccg 
aactcaaaca cgaggaacta 
catccctcac cttcctccac 
tttatgtggt ttttatacat 
ctgaagaatt actgtttaaa 



gggtggcaga ccaaacagat 
tgagtgcacc agctggtggc 
tcctggtgat gtgcacgctc 
accggcaccg gaacagcatg 
ccaagacctg ccctgtggtg 
ctagcacccc gctcgatcac 
gagtcttcac tgagtcagag 
ccccagtgtg cccccggccc 
gagagctgac ttccagagga 
tcaactggac ctcccctccg 
gggagccttg gagccagctg 
cagacaccca aacagccgtg 
tggtggaaca gtgctcctta 
gaaactagaa tgagagggaa 
atggcctccc aggggtgctg 
ccctcaccaa ctggcctctt 
cactgcagat tcaggaccag 
tgtagttgtt gctgccgtcg 
ggccctcacc aggtcctggg 
tgtggccaca cgagaggaca 
ccctcagaat tcagggaaga 
tgtgcccctt cccaccatat 
actgcaccct ggtcctctcc 
tctaagggat atcaacactg 
tttttaataa gatgcacttt 
aaaaaaaaaa aagtctt 
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<211> 273 
<212> PRT 

<213> Homo sapiens 
<400> 3178 

Xaa lie Gin Asp He Glu Gly Ala Ser Ala Lys Asp Leu Cys Ser Ala 

15 10 15 

Ser Ser Val Val Ser Pro Ser Phe Val Pro Thr Gly Glu Lys Pro Cys 

20 25 30 

Glu Gin Val Gin Phe Gin Pro Asn Thr Val Asn Thr Leu Ala Cys Pro 

35 40 45 

Leu Leu Ser Asn Leu Ala Thr Arg Leu Trp Leu Arg Asn Gly Ala Pro 

50 55 60 

Val Asn Ala Ser Ala Ser Cys His Val Leu Pro Thr Gly Asp Leu Leu 
65 70 75 80 

Leu Val Gly Thr Gin Gin Leu Gly Glu Phe Gin Cys Trp Ser Leu Glu 

85 90 95 

Glu Gly Phe Gin Gin Leu Val Ala Ser Tyr Cys Pro Glu Val Val Glu 

100 105 110 

Asp Gly Val Ala Asp Gin Thr Asp Glu Gly Gly Ser Val Pro Val He 

115 120 125 

He Ser Thr Ser Arg Val Ser Ala Pro Ala Gly Gly Lys Ala Ser Trp 

130 135 140 

Gly Ala Asp Arg Ser Tyr Trp Lys Glu Phe Leu Val Met Cys Thr Leu 
145 150 155 160 

Phe Val Leu Ala Val Leu Leu Pro Val Leu Phe Leu Leu Tyr Arg His 

165 170 175 

Arg Asn Ser Met Lys Val Phe Leu Lys Gin Gly Glu Cys Ala Ser Val 

180 185 190 

Kis Pro Lys Thr Cys Pro Val Val Leu Pro Pro Glu Thr Arg Pro Leu 

195 200 205 

Asn Gly Leu Gly Pro Pro Ser Thr Pro Leu Asp His Arg Gly Tyr Gin 

210 215 220 

Ser Leu Ser Asp Ser Pro Pro Gly Ala Arg Val Phe Thr Glu Ser Glu 
225 230 235 240 

Lys Arg Pro Leu Ser He Gin Asp Ser Phe Val Glu Val Ser Pro Val 

245 250 255 

Cys Pro Arg Pro Arg Val Arg Leu Gly Ser Glu He Arg Asp Ser Val 
260 265 270 

Val 



<210> 3179 
<211> 3447 
<212> DNA 
<213> Homo 

<400> 3179 
tttttttttt 
60 

tgtttaatga 
120 

taaatcatga 
180 



sapiens 

tttttttttt 
atgcataaaa 
tacaaccacc 



tttttttttt 
aggcagaaaa 
acaggcaatt 



tttttttttt 
atatataaag 
accatcaaat 



tttttttttg 
ccaaaagctc 
acactcccat 



tctgttaaac 
ataataaaat 
gatttacaaa 
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tgtatcgctt atacagagga 
240 

ttaactatcg tctattcata 
300 

cagtgagcag ctggtgactg 
360 

agacttcgag aggaatgcct 
420 

aatgcaccct ccacatttgg 
480 

tggaggtact gagtggctgg 
540 

cggctccgtg tgcacactgg 
600 

ttccgtgctg tctactgtat 
660 

cagaacacag ctacagaatt 
720 

actaaaatat gtttaatgaa 
780 

ccgatgaatc tacaggactg 
840 

atacagtcgc aattagaggc 
900 

agagcaggtt ataaatgaag 
960 

agaagctagc tttcgaaaac 
1020 

acgtcctggc tgccttctgc 
1080 

aggtgtcttg tgaaacctta 
1140 

atgtttccag gctctgcctc 
1200 

gtgatgctgg agaggtcact 
1260 

cctaagtgct cacccattcc 
1320 

ccttaaaggc aacaacagtc 
1380 

atgcactttt catttacggc 
1440 

ttttcttgaa tgtcagctcc 
1500 

tcgggggcgg ccgctccaac 
1560 

aagagcacag gagggtggga 
1620 

ccactcagag tctggcagga 
1680 

actgtgcgcg gggcaggccg 
1740 

gcttgcacac ctcttcggcc 
1800 



agttgcaaaa tcactgccag 
caacagcaac aactgcagct 
agccagggta gcctccgatc 
ataagaaatc tcaaaaggta 
attttctcta gaagaatctg 
atcagttacc atgcaagctc 
gctcngggga gggaggacac 
ccttcatgtg tctccaaatg 
aggatctcat ggtaacaatg 
attaaaatgc aatggaaaaa 
attatatccc acggcactga 
atagaagtca tactgaatgc 
gttttcacat aaaacagaaa 
ctccctaaaa gtacacggca 
tttgggaact atccaagtgg 
cttcctccac ataaaaagga 
gtgacactca agtggcctca 
tagagagaag ctgccgggcc 
tcatgtgacc ctgacattcc 
ctttctttcc tctcacaaca 
tctcaaaaga atatgccttc 
cagcaacaca agcatgggtg 
atgtggtacc agcggccatg 
ggaggacaaa cagcccccct 
atctgccagg aaaacctcgt 
ccgtggtccc gagagacagg 
tatcccaagg accttcctag 



tacagacaca tccagtctaa 
cctgagacca cagaaggaca 
aataactgat cagagtaatg 
tttgtttggg tgcagaaaca 
tggccaaatc tcttatccaa 
acgatgaatg agattgaatt 
ccctgtgtgt tgctgctgcc 
gcacacgccc catgggatta 
aggaattagg ttactgtaga 
aaatcaggca acagaacatt 
atgacaaaca gttcttctcc 
tgaatagaag aacactgaga 
aatagacaaa atcatcggta 
cggagaagtg gggtactggg 
cacat caeca tgtccagctt 
aggaaeggtt tccaaagcta 
gatatgagca ctggcacaga 
aagcacacga caatcttggc 
ggggaactgg gaaacctgtt 
aaggagcatg ttctccgtga 
tcaaggaatt tttaatgeae 
ttgttagggc attcccgggc 
tgccctcaag gggagggagg 
tatagggtca tgggggggct 
tctagatagg gagaagcaga 
gcccgggcct tccaccgctc 
catataaaaa caggggctct 
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cctgatttgt aaacagaaca acaaataaaa 
1860 

cagcccaccc aatgaatacc ccagatcttt 
1920 

gagagagtta agctttcatc tcccatgttt 
1980 

agcaatcaca tccccactgc gtgcgctccc 
2040 

cacgtgcaaa tgttattatt attatttttt 
2100 

ttaaaaaatc ttctatattc aacactccat 
2160 

aaagcaatca tgtgaaaatt atttttattt 
2220 

tgggtccttg ataattggcc agccctgttt 
2280 

aatgttttct ttgaaaatat tgaagagtat 
2340 

ttaccataaa ggaagaaaaa catctatgtg 
2400 

tgattgatat caatgctttc accattttat 
2460 

gcttatttta taatacatat tatccagtga 
2520 

tttttttttc tgtaccttga agtaagcaga 
2580 

gtatgcgtga gggatgctta cataatagca 
2640 

tgtctggtgt ggtttgatag ctgggcttga 
2700 

aaatcggtta gaacaccaac atttcagggt 
2760 

tgtctacaaa tgcactgaaa gaactagcca 
2820 

acaaaatgtc atttacaaat aagtcacggc 
2880 

cagatggtag agatgttaac agttgcctga 
2940 

aggtaaaact gacatttgtg tttctcttca 
3000 

tggagactaa agcaaattct agaaactcct 
3060 

ttgcatgtta tcagaatgag gcgctctgtt 
3120 

ccacaaggcc ttctggaatt ccagaatcag 
3180 

cttacaggtt gtgtgagaac acccaataaa 
3240 

tctccaaaat tacacaacca ccaaacactc 
3300 

tctgaatgcc actcagggac cagcgctttg 
3360 

caatcaactg cagaaaccac tcctagactc 
3420 



ataaaaacaa aaccaaaaat tcctccatgg 
agggccattg cgggtctgta gctgggtgta 
acaacacttt gtgataaaat agttgagtgg 
ccgggatgcc tcacagctgc tctgtgatca 
gcctttggca tcaaagggca agcctgttca 
agtgaaaaga atggatactt caaaattcct 
ttaaaatttt tgaaagtgtt ttgattttta 
tgcaaagaga tggactattt ctgagactag 
aagagattta agacaataaa ggctgtaatc 
tgtcaatatt gtttcgagat aaagtcacaa 
ttcaacttaa accagtgtca ctcacatgaa 
tttcatcttt tctgcacagt ttaagtacat 
atagttcaag ctttcaaaac tggtgatgct 
acgctttatt gggcaacccg aatccataca 
aaaagtgctt ccagttgaaa ttagcattag 
gagggaggac tgctacaaag gaaaagaaca 
gaacacgaat tccattagta tctaagacac 
aagtgtcaca acctgaaatc tcaactcaga 
aacttcgatg tgctttcacg cccacaggaa 
acaatttcat gatcaataaa gaattgcagt 
taactccaag ttgccctatg gtttttatga 
ccacacttta ttcaaaagcc ttttacgctc 
ccctgcacac aggcagaaaa acagcttcat 
ctagggactt ttttgggaaa aacttctttc 
taaacatcac gtaaaatact gcatctgcaa 
atgaaccagc agccacaggt tctccactga 
tggaccccat agcagagttt tttttttttg 
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gttatacttt tttttccact tttgctt 
3447 



<210> 3180 
<211> 127 
c212> PRT 

<213> Homo sapiens 
<400> 3180 

Met Ser Phe Thr Asn Lys Ser Arg Gin Val Ser Gin Pro Glu lie Ser 

15 10 15 

Thr Gin Thr Asp Gly Arg Asp Val Asn Ser Cys Leu Lys Leu Arg Cys 

20 25 30 

Ala Phe Thr Pro Thr Gly Lys Val Lys Leu Thr Phe Val Phe Leu Phe 

35 40 45 

Asn Asn Phe Met lie Asn Lys Glu Leu Gin Leu Glu Thr Lys Ala Asn 

50 55 60 

Ser Arg Asn Ser Leu Thr Pro Ser Cys Pro Met Val Phe Met lie Ala 
65 70 75 80 

Cys Tyr Gin Asn Glu Ala Leu Cys Ser Thr Leu Tyr Ser Lys Ala Phe 

85 90 95 

Tyr Ala Pro Thr Arg Pro Ser Gly lie Pro Glu Ser Ala Leu His Thr 

100 105 110 

Gly Arg Lys Thr Ala Ser Ser Tyr Arg Leu Cys Glu Asn Thr Gin 
115 120 125 



<210> 3181 

<211> 287 

<212> DNA 

<213> Homo sapiens 



<400> 3181 
natggcttcc 
60 

ggacgcgcgc 
120 

cctcaaggac 
180 

tacacttctt 
240 

cagtatctgg 
287 



tccccggcgg 
cgcaacaagt 
ggctgggctt 
caggctgtgt 
tgctcttgtc 



tggacgtgtc 
gccgcattcg 
ctccctgcac 
cctctgtgca 
tcatgcccca 



ctgcaggcgg 
cctgggcggg 
tcgcagctcg 
ggtcctgagc 
caccggagat 



cggggagaac 
cacatgaagc 
ccaagttcct 
ttttgcctcc 
gcaccct 



ggcggcagct 
aggggggcct 
gttggaccgg 
aaaaggtctg 



<210> 31B2 

<211> 95 

<212> PRT 

<213> Homo sapiens 



<400> 3182 

Met Ala Ser Ser Pro Ala Val Asp Val Ser Cys Arg Arg Arg Gly Glu 

15 10 15 

Arg Arg Gin Leu Asp Ala Arg Arg Asn Lys Cys Arg He Arg Leu Gly 

20 25 30 

Gly His Met Lys Gin Gly Gly Leu Leu Lys Asp Gly Trp Ala Ser Pro 
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35 40 45 

Cys Thr Arg Ser Ser Pro Ser Ser Cys Trp Thr Gly Thr Leu Leu Gin 

SO 55 60 

Ala Val Ser Ser Val Gin Val Leu Ser Phe Cys Leu Gin Lys Val Cys 
65 70 75 80 

Ser lie Trp Cys Ser Cys Leu Met Pro His Thr Gly Asp Ala Pro 
85 90 95 



<210> 3183 

<211> 1457 

<212> DNA 

<213> Homo sapiens 



<400> 3183 
ncgtacgtgt 
60 

acacatatcc 
120 

aaagttctcc 
180 

gagctggccc 
240 

cagatcacag 
300 

caagtcatcc 
360 

caggagccca 
420 

tgatggcccc 
480 

tcgcccactg 

540 

cccaggagga 
600 

aggagctggg 
660 

ggacatgcga 
720 

cagtgtgacc 
780 

atgggtgctg 
840 

caaatgtcca 
900 

aatttattaa 
960 

caggaaaagt 
1020 

ggctcaaggg 
1080 

tcaaccctca 
1140 

tccaaggaca 
1200 



catgcattgt 
cacgtaatgc 
ctgagagctg 
aggtgctgcc 
ctttgggggc 
gcctctggaa 
ggctggactt 
ctcaagacct 
ggataaatga 
aggatacgtg 
tctggacaaa 
cacacaatca 
ccttgacatg 
gcatcccaag 
tgtcacagga 
tttttaaagc 
cttccgcccg 
ccagggctct 
gcctacccat 
ggtggaggca 



catgacaccc 
agggtactcc 
caggctgtcc 
gcagatgggc 
ctggctcctg 
taaccccatt 
tgccttcttt 
ttggaatcca 
ctcaggaaag 
tgtcctgctg 
ggagtaccct 
gggtgtcatg 
tggcgttaca 
tggcaggata 
ctcatggctg 
aaatacatat 
agctgggagg 
ggaacaagcc 
ctataaactt 
gggccagcct 



tcattgtgtg 
tttgtccaga 
tggaatctcc 
cggctgaaga 
gctgaaggac 
ccctgcgaca 
gacaaccagc 
gccaagtgat 
aagagcctcg 
cagtcctcag 
gcattacgtg 
acaatgcatg 
tgaaagtcag 
catgattgtt 
gccagatgac 
ttatagattg 
ggagagtgtc 
agggactcag 
gatgactcct 

ggcgggagtg 



tcgcatgtcc 
cccagctcct 
tcggggatga 
gagtggacct 
tggcccaggg 
tggcccagca 
cccaggcccc 
gcacccaaat 
gcagggcgct 
ggagaacttt 
ggatatgtgt 
acacgtacgg 
cgtggcacgt 
ggtctatata 
ctcaggctgg 
tgtgtatgga 
catgcactga 
ccattaagtc 
cccttactta 
gagaagccca 



ccaattgatc 
ggttcccaaa 
ggcagctgcc 
ggagaagaat 
gtctagcatc 
cctgaagagc 
ttggggcact 
gatccacctt 
ctgcactcca 
tttgggaacc 
gatcaattgg 
ttatatgtgg 
gttctgtggc 
tgacacacga 
cccaagatct 
gcagctaagt 
ccagtccagg 
ccctcctgcc 
catactagct 
gtctgtccca 
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tgtaagggac aaagccaggt ctaatggtac tgggtagggg gcactgccaa gacaataagc 
1260 

taggctactg ggtccagcta ctactttggt gggattcagg tgagtctcca tgcacttcac 
1320 

atgttaccca gtgttcttgt tacttccaag gagaaccaag aatggctctg tcacactcga 
1380 

agccaggttt gatcaataaa cacaatggta ttccaaaaaa aaaaaaaaaa aaaaaaaaaa 
1440 

aaaaaaaaaa aaaaaaa 
1457 



<210> 3184 

<211> 140 

<212> PRT 

<213> Homo sapiens 



<400> 3184 

Xaa Tyr Val Ser Cys Xle Val Met Thr Pro Ser Leu Cys Val Ala Cys 

1 5 10 15 

Pro Gin Leu He Thr His He Pro Arg Asn Ala Gly Tyr Ser Phe Val 

20 25 30 

Gin Thr Gin Leu Leu Val Pro Lys Lys Val Leu Pro Glu Ser Cys Arg 

35 40 45 

Leu Ser Trp Asn Leu Leu Gly Asp Glu Ala Ala Ala Glu Leu Ala Gin 

50 55 60 

Val Leu Pro Gin Met Gly Arg Leu Lys Arg Val Asp Leu Glu Lys Asn 
65 70 75 80 

Gin Tie Thr Ala Leu Gly Ala Trp Leu Leu Ala Glu Gly Leu Ala Gin 

85 90 95 

Gly Ser Ser He Gin Val He Arg Leu Trp Asn Asn Pro He Pro Cys 

100 105 HO 

Asp Met Ala Gin His Leu Lys Ser Gin Glu Pro Arg Leu Asp Phe Ala 

115 120 125 

Phe Phe Asp Asn Gin Pro Gin Ala Pro Trp Gly Thr 
130 135 140 

<210> 3185 

<211> 1433 

<212> DNA 

<213> Homo sapiens 

<400> 3185 

gccgcgtcga cttttttttt ttttttttct aattgcatca ctttatttca ccgacctcca 
60 

ctctggctcc caccccacaa gcctcagagc aggaaacaag cttggctgag atgcctcagg 
120 

cctggtaacc tgaggaggtg tagagcaccc agaaggaagg gtaaaagcag ggggcaaagc 
180 

ggtggccctc cctttctggg ggtcacttct gggctggggc cagctgaaac ctgtgtccaa 
240 

gtagctttca gggctggcca caccctaagc cttgcaaaag ggcctcctgc aagggctggc 
300 

ccatggggtc cccaccttcc cagccagtga ggttagcatg gttaggagtc cacatgtgtg 
360 
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atgatgatgc catttaaacg acaggctcta gtggaatttg aaaacataga tagtgccaaa 
360 

gaatgcgtga catttgctgc agatgaaccc gtgtacattg ctggtcaaca ggcttttttc 
420 

aactattcta caagcaaaag gatcactcgg ccaggaaata ctgatgatcc atcaggaggc 
480 

aacaaagttc ttctgctctc aattcagaat ccgctttatc caattacagt ggatgtttta 
540 

tatactgtat gcaaccctgt tggcaaagtg caacgtattg ttatattcaa gagaaatggg 
600 

atacaagcaa tggttgagtt tgaatcagtc ctttgtgccc agaaagctaa agcagcactc 
660 

aatggagctg atatatatgc tggatgttgc acactaaaaa ttgaatatgc acggccaact 

720 

cgtctaaatg ttattaggaa tgacaatgac agttgggact acactaaacc atatttggga 
780 

agacgagata gaggaaaggg tcgccagaga caagccattt tgggagaaca cccttcttcg 
840 

tttagacatg atggctatgg atcccatggt ccattattgc ctttaccaag tcgttacaga 
900 

atgggctctc gagatacacc tgaacttgtt gcttatccat taccacaggc ttcttcctct 
960 

tacatgcatg gaggaaatcc ctctggttca gttgtaatgg ttagtggatt acatcaacca 
1020 

aaaatgaatt gttcaagagt cttcaacctg ttctgcttat atggaaatat tgagaaggta 
1080 

aaatttatga agaccattcc tggtacagca ctggtagaaa tgggtgatga gtatgctgta 
1140 

gaaagagctg tcacacacct taataatgtc aaattatttg ggaaaagact taatgtttgc 
1200 

gtgtctaaac aacattcagt tgttccaagt caaatatttg agctggagga tggtaccagc 
1260 

agctacaaag attttgcaat gagcaaaaat aatcgcttta caagtgctgg ccaagcatct 
1320 

aagaatataa tccagccacc ctcctgtgtt ttgcattatt ataatgttcc attgtgtgtc 
1380 

acagaagaga ccttcacaaa gttgtgtaat gaccatgaag ttcttacatt catcaaatat 
1440 

aaagtgtttg atgcaaaacc ttcagccaaa acactttctg ggctattaga atgggagtgc 
1500 

aaaactgatg cagtagaagc ccttacggca ctgaatcact atcagataag agtgccgaat 
1560 

ggttccaatc cctatacatt gaagctttgc ttttctacat catcccattt ataagaagag 
1620 

aagagcatgt tagaatttat gttcaccttt attacaattt caaagctaca cttcattaaa 
1680 

aaaaaatcta aaatggttga tctcatgttg ccttgcttac tttaagatcc tgttctgtaa 
1740 

taaacatatt ttgccttgag taaatttgtt gtaagcttaa aaaaaaaaaa a 
1791 



<210> 3314 
<211> 537 
<212> PRT 
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<213> Homo sapiens 
<400> 3314 

Xaa Leu Gly Arg Arg Thr Arg Arg Thr Gly Ser Thr Arg Ala Arg Pro 

15 10 15 

Ser Val Ser Arg Pro Arg Arg Gly Arg Ser Thr Thr Arg Pro Arg Lys 

20 25 30 

Ala Arg Thr Ala Val Lys Arg Arg Pro Gly Ala Gly Arg Val Gly Gly 

35 40 45 

Gly Gly Gly Arg Xaa Arg Ser Arg Gin Pro Glu Gly Leu Arg Ser His 

50 55 60 

His Lys Val Ser Val Ser Pro Val Val His Val Arg Gly Leu Cys Glu 
65 70 75 80 

Ser Val Val Glu Ala Asp Leu Val Glu Ala Leu Glu Lys Phe Gly Thr 

85 90 95 

lie Cys Tyr Val Met Met Met Pro Phe Lys Arg Gin Ala Leu Val Glu 

100 105 110 

Phe Glu Asn lie Asp Ser Ala Lys Glu Cys Val Thr Phe Ala Ala Asp 
115 120 125 

Glu Pro Val Tyr lie Ala Gly Gin Gin Ala Phe Phe Asn Tyr Ser Thr 

130 135 140 

Ser Lys Arg He Thr Arg Pro Gly Asn Thr Asp Asp Pro Ser Gly Gly 
145 150 155 160 

Asn Lys Val Leu Leu Leu Ser He Gin Asn Pro Leu Tyr Pro He Thr 

165 170 175 

Val Asp Val Leu Tyr Thr Val Cys Asn Pro Val Gly Lys Val Gin Arg 

ISO 185 190 

He Val He Phe Lys Arg Asn Gly He Gin Ala Met Val Glu Phe Glu 

195 200 205 

Ser Val Leu Cys Ala Gin Lys Ala Lys Ala Ala Leu Asn Gly Ala Asp 

210 215 220 

He Tyr Ala Gly Cys Cys Thr Leu Lys He Glu Tyr Ala Arg Pro Thr 
225 230 235 240 

Arg Leu Asn Val He Arg Asn Asp Asn Asp Ser Trp Asp Tyr Thr Lys 

245 250 255 

Pro Tyr Leu Gly Arg Arg Asp Arg Gly Lys Gly Arg Gin Arg Gin Ala 

260 265 270 

He Leu Gly Glu His Pro Ser Ser Phe Arg His Asp Gly Tyr Gly Ser 

275 280 285 

His Gly Pro Leu Leu Pro Leu Pro Ser Arg Tyr Arg Met Gly Ser Arg 

290 295 300 

Asp Thr Pro Glu Leu Val Ala Tyr Pro Leu Pro Gin Ala Ser Ser Ser 
305 310 315 320 

Tyr Met His Gly Gly Asn Pro Ser Gly Ser Val Val Met Val Ser Gly 

325 330 335 

Leu His Gin Leu Lys Met Asn Cys Ser Arg Val Phe Asn Leu Phe Cys 

340 345 350 

Leu Tyr Gly Asn He Glu Lys Val Lys Phe Met Lys Thr He Pro Gly 

355 360 365 

Thr Ala Leu Val Glu Met Gly Asp Glu Tyr Ala Val Glu Arg Ala Val 

370 375 380 

Thr His Leu Asn Asn Val Lys Leu Phe Gly Lys Arg Leu Asn Val Cys 
385 390 395 400 

Val Ser Lys Gin His Ser Val Val Pro Ser Gin He Phe Glu Leu Glu 



2502 



WO 00/58473 PCT/US00/08621 



405 410 415 

Asp Gly Thr Ser Ser Tyr Lys Asp Phe Ala Met Ser Lys Asn Asn Arg 

420 425 430 

Phe Thr Ser Ala Gly Gin Ala Ser Lys Asn lie lie Gin Pro Pro Ser 

435 440 445 

Cys Val Leu His Tyr Tyr Asn Val Pro Leu Cys Val Thr Glu Glu Thr 

450 455 460 

Phe Thr Lys Leu Cys Asn Asp His Glu Val Leu Thr Phe lie Lys Tyr 
465 470 475 480 

Lys Val Phe Asp Ala Lys Pro Ser Ala Lys Thr Leu Ser Gly Leu Leu 

485 490 495 

Glu Trp Glu Cys Lys Thr Asp Ala Val Glu Ala Leu Thr Ala Leu Asn 

500 505 510 

His Tyr Gin He Arg Val Pro Asn Gly Ser Asn Pro Tyr Thr Leu Lys 

515 520 525 

Leu Cys Phe Ser Thr Ser Ser His Leu 
530 535 

<210> 3315 
<211> 934 
<212> DNA 

<213> Homo sapiens 
<400> 3315 

ngggcggcgg catggcagca tcttccctga cggtcacctt agggcggctg gcgtccgcgt 
60 

gcagccacag catcctgaga ccttcggggc ccggagcagc ctccccttgg tctgcttctc 
120 

gaaggttcaa ttcacagagc acttcatatc taccagggta atatcaaaat atatgttcct 
180 

aaaacatccc tgagttcacc accttggcca gaagttgttc tgccagaccc agttgaggag 
240 

accagacacc atgcagaggt cgtgaagaag gtgaatgaga tgatcgtcac ggggcagtat 
300 

ggcaggctct ttgccgtggt gcactttgcc agccgccagt ggaaggtgac ctctgaagac 
360 

ctgaccttaa ttggaaatga actagacctt gcgtgtggag agagaattcg actggagaag 
420 

gtcctgctgg ttggggcaga caacttcacg ctgcttggca agccactcct cggaaaggat 
480 

cttgttcgag tagaagccac agtcattgaa aagacagaat catggccaag aatcattatg 
540 

agattcagga aaaggaaaaa cttcaagaag aaaagaatcg tcacgacccc gcagactgtc 
600 

ctccggataa acagcattga gattgctccg tgtttgttgt gattaccgag ttaatactta 
660. 

caaaaggata aaaataaact cctgcttccc aaggagacca ggtttctgtg ttctggttta 
720 

aagccgtgca tgcctgttgt agatagttta actggagcag catgtctgta agcaccaggc 
780 

ccccgagcca gagaaaacag gaactggggg agaatgacaa gcatggccct cccagggctg 
840 

gataaatagt attcttggca gccctccacc ccacgtggcg gcggcagggc ccaggggagt 
900 
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ggggcgggga tgcagattga tcttggagct gcag 
934 

<210> 3316 
<211> 187 
<212> PRT 

<213> Homo sapiens 
<400> 3316 

Asp Leu Arg Gly Pro Glu Gin Pro Pro Phe Gly Leu Leu Leu Glu Gly 

15 10 15 

Ser He His Arg Ala Leu His lie Tyr Gin Gly Asn He Lys He Tyr 

20 25 30 

Val Pro Lys Thr Ser Leu Ser Ser Pro Pro Trp Pro Glu Val Val Leu 

35 40 45 

Pro Asp Pro Val Glu Glu Thr Arg His His Ala Glu Val Val Lys Lys 

50 55 60 

Val Asn Glu Met He Val Thr Gly Gin Tyr Gly Arg Leu Phe Ala Val 
65 70 75 80 

Val His Phe Ala Ser Arg Gin Trp Lys Val Thr Ser Glu Asp Leu He 

85 90 95 

Leu He Gly Asn Glu Leu Asp Leu Ala Cys Gly Glu Arg He Arg Leu 

100 105 HO 

Glu Lys Val Leu Leu Val Gly Ala Asp Asn Phe Thr Leu Leu Gly Lys 

115 120 125 

Pro Leu Leu Gly Lys Asp Leu Val Arg Val Glu Ala Thr Val He Glu 

130 135 140 

Lys Thr Glu Ser Trp Pro Arg He He Met Arg Phe Arg Lys Arg Lys 
145 150 155 160 

Asn Phe Lys Lys Lys Arg He Val Thr Thr Pro Gin Thr Val Leu Arg 

165 170 175 

He Asn Ser He Glu He Ala Pro Cys Leu Leu 
180 185 

<210> 3317 
<211> 1665 
<212> DNA 

<213> Homo sapiens 



<400> 3317 

ntcattattt tccgaaatga atgtagtaga 
60 

tgttaaaagg cctagaatat cctgcagtgg 
120 

aaaagaagct gagaaaaaaa gatgccaaga 
180 

caagtgctac gttatgaagc tgccaaatta 
240 

gttgggaaag attatattta ttttcttcct 
300 

aagtttttag aaacctactg tgtggaggaa 
360 

ctgggggaga tggaggcgaa gacaagagag 
420 



atttcagaat ggcttctgga acatgtttcc 
tagagtttgc tccattccag aagatagcca 
ctggaagcat cgaagatggt gagccctttc 
agaacactga gcaaatgtaa ttctcccgta 
actttttaat gtctagatcc agaatataag 
gagaagacca gtgccaaccc tgagactctg 
ctcattgcta gaagaaccac acctcttttg 
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gaatatatta aaaatagaaa attagaaaag cagagaattc gagaagagaa gcgagaagaa 

480 

cggaggagga gagagttaga aaagaaacgt ttgcgggaag aggaaaaaag aagaagaaga 
540 

gaagaagaaa gatgcaaaaa aaaagagaca gataaacaga agaaaattgc agagaaagaa 
600 

gtaaggatta agcttcttaa gaaaccagaa aagggagagg aaccaaccac agagaaacca 
£60 

aaagaaagag gagaggagat tgatactgga ggtggcaagc aggaatcctg tgcccccggt 
720 

gcagtcgtaa aagccaggcc catggaaggc tcgctggagg agccccagga gacgtcacac 
780 

agcggcagtg ataaagagca cagggatgtg gagagatctc aagaacaaga atctgaagca 
840 

caaagatacc atgtggatga cggcaggagg cacagagctc accacgagcc tgaacggctt 
900 

tccagaagga gtgaggatga gcagagatgg gggaaaggac ctggccaaga cagagggaag 
960 

aaggggagcc aggacagcgg ggctccgggg gaggccatgg agagactggg aagagcgcag 
1020 

aggtgtgacg acagtccagc acccagaaaa gagcgactgg caaacaaggt ttttattaaa 
1080 

cccaaaaaga aaaatgtgtc tggctgtctt aaggtccagg ctgcatgctg accatgtcac 
1140 

ccccacttgg ccttgtgtct tggggaacgc agtgctttga gcattttcaa gagcagttXt 
1200 

tcctgaaagt cagatcccag agtgagacta gtcatcatct tttctcagat aatcaaatta 
1260 

tttttcacca ggaaaaagaa agattttatt tagtataaaa ctagcacgtt tatatgattc 
1320 

acttgagaat aagattatta aatttaccct tgagacagga aggaaagttt taatgatatt 
13B0 

tcatggaggt ttcttccaca ttattaacaa cattctgact attggtgaat attcccatgg 
1440 

ctcacaaaca cctgtaagtt agatctgcac ggacggtgag cacaggactg tggttacccc 
1500 

cttagccaag caaacaactt ttttttttca ggagctaatt tttgttcagg ttgcattttc 
1560 

ccagcgcagc actacagatg gcatcacctt tctgacagca ccaggcccca ccctggcctc 
1620 

ctagcaaact gagggctgcc tagggttcca gttcccactc acctc 
1665 

<210> 3318 
<211> 253 
<212> PRT 

<213> Homo sapiens 
<400> 3318 

Met Glu Ala Lys Thr Arg Glu Leu lie Ala Arg Arg Thr Thr Pro Leu 

15 10 15 

Leu Glu Tyr lie Lys Asn Arg Lys Leu Glu Lys Gin Arg lie Arg Glu 

20 25 30 

Glu Lys Arg Glu Glu Arg Arg Arg Arg Glu Leu Glu Lys Lys Arg Leu 
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35 40 45 

Arg Glu Glu Glu Lys Arg Arg Arg Arg Glu Glu Glu Arg Cys Lys Lys 

50 55 60 

Lys Glu Thr Asp Lys Gin Lys Lys He Ala Glu Lys Glu Val Arg He 
65 70 75 80 

Lys Leu Leu Lys Lys Pro Glu Lys Gly Glu Glu Pro Thr Thr Glu Lys 

85 90 95 

Pro Lys Glu Arg Gly Glu Glu He Asp Thr Gly Gly Gly Lys Gin Glu 

100 105 HO 

Ser Cys Ala Pro Gly Ala Val Val Lys Ala Arg Pro Met Glu Gly Ser 

115 120 125 

Leu Glu Glu Pro Gin Glu Thr Ser His Ser Gly Ser Asp Lys Glu His 

130 135 140 

Arg Asp Val Glu Arg Ser Gin Glu Gin Glu Ser Glu Ala Gin Arg Tyr 
145 150 155 ISO 

His Val Asp Asp Gly Arg Arg His Arg Ala His His Glu Pro Glu Arg 

165 170 175 

Leu Ser Arg Arg Ser Glu Asp Glu Gin Arg Trp Gly Lys Gly Pro Gly 

180 185 190 

Gin Asp Arg Gly Lys Lys Gly Ser Gin Asp Ser Gly Ala Pro Gly Glu 

195 200 205 

Ala Met Glu Arg Leu Gly Arg Ala Gin Arg Cys Asp Asp Ser Pro Ala 

210 215 220 

Pro Arg Lys Glu Arg Leu Ala Asn Lys Val Phe He Lys Pro Lys Lys 
225 230 235 240 

Lys Asn Val Ser Gly Cys Leu Lys Val Gin Ala Ala Cys 
245 250 

<210> 3319 

<211> 1541 

<212> DNA 

<213> Homo sapiens 

<400> 3319 

nncggccgcg gggcgcgccc gctcccaagt cggcttcctc cccgccgggg ccgctttgcc 
60 

tcgggtctcc ccattctcca ggtcccctga actgcacagt cggaggccgt gggcggcggg 
120 

ctctgcctcc gccgagggac agccggatcg cccctctgct tcccgcaact gccctgatca 
180 

ccccccgtcc cagcccttga gtgaacgtcc ttcrgagcgg cttcctgggg tcctccccac 
240 

gtcccaaagg ccggcaagat ggtgtcctgg atgatctgtc gcctggtggt gctggtgttt 
300 

gggatgctgt gtccagctta tgcttcctat aaggctgtga agaccaagaa cattcgtgaa 
360 

tatgtgcggt ggatgatgta ctggattgtt tttgcactct tcatggcagc agagatcgtt 
420 

acagacattt Ctatctcctg gttccctttc tactatgaga tcaagatggc cttcgtgctg 
480 

tggctgctct caccctacac caagggcgcc agcctgcttt accgcaagtt tgtccacccg 
540 

tccctgtccc gccatgagaa ggagatcgac gcgcacatcg tgcaggccaa ggagcgcagc 
600 
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tacgagaccg cgctcagctt cgggaagcgg ggcctcaaca ctgccgcctc cgctgctgtg 
660 

caggctgcca ccaagagtca gggggcgctg gccggcaggc tgcggagctt ctccatgcag 
720 

gacctgcgct ccatctctga cgcacctgcc cctgcctacc atgaccccct ctacctggag 
780 

gaccaggtgt cccaccggag gccacccatt gggtaccggg ccgggggcct gcaggacagc 
840 

gacaccgagg atgagtgttg gtcagatact gaggcagtcc cccgggcgcc agcccggccc 
900 

cgagagaagc ccctaatccg cagccagagc ctgcgtgtgg tcaagaggaa gccaccggtg 
960 

cgggagggca cctcgcgctc cctgaaggtt cggacgagga aaaagactgt gccctcagac 
1020 

gtggacagct agggtctgct gcatctgccc ccttcttacc tcgtgccctg cagggctcca 
1080 

gggctatttg gagggacctt gggctgcaca tctggcctgc ctgcaccagc tgcctgggcc 
1140 

ccaccctcct gactcctgct gatggttaag ggccgggagc agatgctgcc aaggccacat 
1200 

gcagggatgc acccacaatg taccaaagca ggctgggccc agggttctat ttattgcctt 
1260 

gctctgccct ctcccttccc cggttgtggg acaagagccc tccctgaacc cctgcaaccc 
1320 

tccctgaacc cctgcaaatg aaaccaaacg tccacctggg tgtgttcatt ccttcctgtc 
1380 

cttcaaagta cttgatagcc tttcataagg cctggcacat gtgtcctggt tgtgtgtgtg 
1440 

tgtgttggtg agtgaggtca ggtttgcgag tgttttgata aataaataca taaaggggca 
1500 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa a 
1541 



<210> 3320 

<211> 256 

<212> PRT 

<213> Homo sapiens 



<400> 3320 

Val Ser Trp Met He Cys Arg Leu Val Val Leu Val Phe Gly Met Leu 

15 10 15 

Cys Pro Ala Tyr Ala Ser Tyr Lys Ala Val Lys Thr Lys Asn He Arg 

20 25 30 

Glu Tyr Val Arg Trp Met Met Tyr Trp He Val Phe Ala Leu Phe Met 

35 40 45 

Ala Ala Glu He Val Thr Asp lie Phe He Ser Trp Phe Pro Phe Tyr 

50 55 60 

Tyr Glu lie Lys Met Ala Phe Val Leu Trp Leu Leu Ser Pro Tyr Thr 
65 70 75 80 

Lys Gly Ala Ser Leu Leu Tyr Arg Lys Phe Val His Pro Ser Leu Ser 

85 90 95 

Arg His Glu Lys Glu He Asp Ala Tyr lie Val Gin Ala Lys Glu Arg 

100 105 110 

Ser Tyr Glu Thr Val Leu Ser Phe Gly Lys Arg Gly Leu Asn He Ala 
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115 










120 






125 






Ala 


Ser 
130 


Ala 


Ala 


Val 


Gin 


Ala 
135 


Ala 


Thr Lys 


Ser 


Gin Gly Ala 
140 


Leu 


Ala 


Gly Arg 


Leu 


Arg 


Ser 


Phe 


Ser 


Met 


Gin Asp 


Leu 


Arg Ser He 


Ser 


Asp 


145 










150 








155 






160 


Ala 


Pro 


Ala 


Pro 


Ala 
165 


Tyr 


His 


Asp 


Pro Leu 
170 


Tyr 


Leu Glu Asp 


Gin 
175 


Val 


Ser 


His 


Arg 


Arg 


Pro 


Pro 


He 


Gly Tyr Arg 


Ala 


Gly Gly Leu Gin 


Asp 








180 










185 




190 






Ser 


Asp 


Thr 


Glu 'Asp 


Glu Cys 


Trp 


Ser Asp 


Thr 


Glu Ala Val 


Pro 


Arg 






195 










200 






205 






Ala 


Pro 
210 


Ala 


Arg 


Pro 


Arg 


Glu 
215 


Lys 


Pro Leu 


He 


Arg Ser Gin 
220 


Ser 


Leu 


Arg 


Val 


val 


Lys 


Arg 


Lys 


Pro 


Pro 


Val Arg 


Glu 


Gly Thr Ser 


Arg 


Ser 


225 










230 








235 






240 


Leu 


Lys 


Val 


Arg 


Thr 
245 


Arg 


Lys 


Lys 


Thr Val 
250 


Pro 


Ser Asp Val 


Asp 
255 


Ser 



<210> 3321 

<211> 1536 

<212> DNA 

<213> Homo sapiens 



<400> 3321 

nnacgcgtcg tagacgttgg ggagcgggaa 
60 

ggcggcggct tcggtttggg cttaggcttc 
120 

acgaatctgt cgtcggcggt gaccagcgag 
180 

gaaatcgagg agctgcggct ctaccccccg 
240 

gtatgttatg ttaagtttcg tgatccatca 
300 

acggttttta ttgacagagc tctgatagtt 
360 

gaatccaaag ccctctcttt attggctcct 
420 

gcaggattgc ttccaatacc gaccccaaat 
480 

agtttgggag ctataccagc agcagcacta 
540 

ccacagccac cacttatggg aaacgtggat 
600 

gtttatgttg gaaatctgaa ttcccagaca 
660 

aaacaagttg gagaagtgaa gtttgcggat 
720 

gtaaaacccc ctgagatgac acctcaggct 
780 

cgagtacgag aagctcagtc atttatctca 
840 

aatgaaagaa aaggcggtcg atctcgttcc 
900 



ggcaacggca gcgggatcgg gatgaacagc 
ggcctcaccc ccacgtcggt gattcaggtg 
cagatgcgga cgcttttttc cttcctagga 
gacaacgcac ctcttgcttt ttcctccaaa 
agtgttggcg tggcccagca tctaactaac 
gttccttgtg cagaaggtaa aatcccagag 
gctccaacca cgacaagtct gatgcctggt 
cctttgacta ctcttggtgt ttcacttagc 
gaccccaaca ttgcaacact tggagagata 
ccttccaaaa tagatgaaat taggagaacg 
acgacagctg atcaactact tgaatttttt 
ggcagaataa atcactccaa caatgcaata 
gcagctaagg agttagaaga agcaatgaag 
gcagctattg aaccagagtc tggaaagagc 
catactcgct caaaatccag gtctagctca 
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aaatcccact ctagaaggaa 
960 

tcacgttcaa gacagaaaga 
1020 

tcaagggaga gacggaagtc 
1080 

cgagaaaaga tcaaggaaaa 
1140 

agggaaaagg aacgtgaaaa 
1200 

cgggaaaagg accgggaaaa 
1260 

catgagaagg atcgagacaa 
1320 

aaagacagat ccaaagagac 
1380 

acccaggagt tacaatgcat 
1440 

gaggagcagg agttcttcca 
1500 

tagatctccg tcccccagga 
1536 



aagatcacaa tcaaaacaca 
cagacgtaga tctaagagcc 
aaggagtcgt tcgcattcac 
ggaaagagtg aaagagaaag 
agaaaaggaa cggggtaaaa 
agacaaggaa aaggacagag 
agagaaggaa aaggaacagg 
agatgaaaaa aagaaagaag 
cgcgaagatc tcgtagttcc 
gatcgccaag aacatcaaaa 
gaaataagaa ggataa 



ggagtagatc ccataataga 
cacataaaaa acgctctaaa 
gggacaagag aaaagacact 
acagggaaaa ggagagagag 
acaaagaccg ggacaaggaa 
agagagaacg ggaaaaagag 
acaaagaaaa ggaacgagaa 
gataaaaaat ccagaacacc 
agcagggaaa ggcgtaggag 
accataaaaa ggaaatcttc 



<210> 3322 
<211> 454 
<212> PRT 

<213> Homo sapiens 



<400> 3322 

Xaa Arg Val Val Asp Val Gly Glu Arg Glu Gly Asn Gly Ser Gly He 

15 10 15 

Gly Met Asn Ser Gly Gly Gly Phe Gly Leu Gly Leu Gly Phe Gly Leu 

20 25 30 

Thr Pro Thr Ser Val lie Gin Val Thr Asn Leu Ser Ser Ala Val Thr 

35 40 45 

Ser Glu Gin Met Arg Thr Leu Phe Ser Phe Leu Gly Glu lie Glu Glu 

50 55 60 

Leu Arg Leu Tyr Pro Pro Asp Asn Ala Pro Leu Ala Phe Ser Ser Lys 
65 70 75 80 

Val Cys Tyr Val Lys Phe Arg Asp Pro Ser Ser Val Gly Val Ala Gin 

85 90 95 

His Leu Thr Asn Thr Val Phe He Asp Arg Ala Leu He Val Val Pro 

100 105 HO 

Cys Ala Glu Gly Lys He Pro Glu Glu Ser Lys Ala Leu Ser Leu Leu 

115 120 125 

Ala Pro Ala Pro Thr Met Thr Ser Leu Met Pro Gly Ala Gly Leu Leu 

130 135 140 

Pro He Pro Thr Pro Asn Pro Leu Thr Thr Leu Gly Val Ser Leu Ser 
145 150 155 160 

Ser Leu Gly Ala He Pro Ala Ala Ala Leu Asp Pro Asn He Ala Thr 

165 170 175 

Leu Gly Glu He Pro Gin Pro Pro Leu Met Gly Asn Val Asp Pro Ser 

180 185 190 

Lys He Asp Glu He Arg Arg Thr Val Tyr Val Gly Asn Leu Asn Ser 
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195 200 205 

Gin Thr Thr Thr Ala Asp Gin Leu Leu Glu Phe Phe Lys Gin Val Gly 

210 215 220 

Glu Val Lys Phe Ala Asp Gly Arg lie Asn His Ser Asn Asn Ala He 
225 230 235 240 

Val Lys Pro Pro Glu Met Thr Pro Gin Ala Ala Ala Lys Glu Leu Glu 

245 250 255 

Glu Val Met Lys Arg Val Arg Glu Ala Gin Ser Phe He Ser Ala Ala 

260 265 270 

He Glu Pro Glu Ser Gly Lys Ser Asn Glu Arg Lys Gly Gly Arg Ser 

275 280 285 

Arg Ser His Thr Arg Ser Lys Ser Arg Ser Ser Ser Lys Ser His Ser 

290 295 300 

Arg Arg Lys Arg Ser Gin Ser Lys His Arg Ser Arg Ser His Asn Arg 
305 310 315 320 

Ser Arg Ser Arg Gin Lys Asp Arg Arg Arg Ser Lys Ser Pro His Lys 

325 330 335 

Lys Arg Ser Lys Ser Arg Glu Arg Arg Lys Ser Arg Ser Arg Ser His 

340 345 350 

Ser Arg Asp Lys Arg Lys Asp Thr Arg Glu Lys He Lys Glu Lys Glu 

355 360 365 

Arg Val Lys Glu Lys Asp Arg Glu Lys Glu Arg Glu Arg Glu Lys Glu 

370 375 380 

Arg Glu Lys Glu Lys Glu Arg Gly Lys Asn Lys Asp Arg Asp Lys Glu 
385 390 395 400 

Arg Glu Lys Asp Arg Glu Lys Asp Lys Glu Lys Asp Arg Glu Arg Glu 

405 410 415 

Arg Glu Lys Glu His Glu Lys Asp Arg Asp Lys Glu Lys Glu Lys Glu 

420 425 430 

Gin Asp Lys Glu Lys Glu Arg Glu Lys Asp Arg Ser Lys Glu He Asp 

435 440 445 

Glu Lys Lys Lys Glu Gly 
450 

<210> 3323 
<211> 949 
<212> DNA 

<213> Homo sapiens 
<400> 3323 

ntcatgattc ttcactagaa gtttgtgatt taaagatttg tgatgaagaa attccactat 
60 

gcaagtggca tggcttccca gttataaaat ctcagctctt gagagggcct cagagctaac 
120 

ttctacccca ggtactgtgc cttgcacaac ataaggcaag ccagcctctg actgaacatg 
180 

cctggaaagg agttcaatat cttacttaac atctctcagg aagatgtgcc atcttcaact 

240 

ggaccattgg cttctgagta agctgtgtta ggcctgggct agacctaatg gtttattatt 
300 

ggtggagaga aagatctgga aatacttgag gttattacat actagattag cttctaatgt 
360 

gaaccatttt tcttttaaca gtgataaatt attatttccg aagttaactg ttcccttggc 
420 
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cgtgatacac actcgattaa 
480 

gccaccacag tcatccccag 
540 

tttggcatta gaatgcttcg 
600 

ctggaagaag ttcaagctga 
660 

gatctggacc aaaaaggcac 
720 

cccatctgtg tgatatgcgg 
780 

atacctgcct gtgatctgac 
B40 

gatgaatact gaacacaggt 
900 

agcaggaact gaattttata 
949 



caaacatact gttgtatttt 
ggtctataca tactatgttt 
ggaaggctta aagatgagcc 
attaaagaag aaagatgaag 
tcaactagga ataaacactc 
ggctacacaa aaatagcttc 
ttggggttgg tgtgaatgta 
aatcagtttc cttaattagg 
attttacctg ttttctccca 



ttccagtttt gtttggctat 
caactgtatt atttgccatt 
ctgatgaggg tcaagaggaa 
aagtaagcca tggcactgtt 
tacagaggtt tctcagtggc 
ttttgctttg ttctgttctt 
gtagagaaag gaagctgaca 
ttgattataa gctcctgaaa 
tggagtctt 



<210> 3324 

<211> 122 

<212> PRT 

<213> Homo sapiens 



<400> 3324 

He He He Ser Glu Val Asn Cys Ser Leu Gly Arg Asp Thr His Ser 

15 10 15 

He Asn Lys His Thr Val Val Phe Phe Pro Val Leu Phe Gly Tyr Ala 

20 25 30 

Thr Thr Val lie Pro Arg Val Tyr Thr Tyr Tyr Val Ser Thr Val Leu 

35 40 45 

Phe Ala He Phe Gly He Arg Met Leu Arg Glu Gly Leu Lys Met Ser 

50 55 60 

Pro Asp Glu Gly Gin Glu Glu Leu Glu Glu Val Gin Ala Glu Leu Lys 
65 70 75 80 

Lys Lys Asp Glu Glu Val Ser His Gly Thr Val Asp Leu Asp Gin Lys 

85 90 95 

Gly Thr Gin Leu Gly He Asn Thr Leu Gin Arg Phe Leu Ser Gly Pro 

100 105 110 

He Cys Val He Cys Gly Ala Thr Gin Lys 
115 120 " _ .. 

<210> 3325 
<211> 5055 
<212> DNA 

<213> Homo sapiens 



<400> 3325 

agacagtccg ggagctgctg cggccgcgct 
60 

agcactagcg ccttaggcca gctcggggga 
120 

gcacagagtc gggtcgggat ttgtcagcca 
180 



gtctgcttct cctgcgcctc cttttcgccc 
tgtgagagcc gaagccctta gactggccag 
agcctcggct ccagctccgc aatctcggga 
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ctcacccgag 
240 

caggctcagc 
300 

cgccgcctgg 
360 

tcttcaactc 
420 

ctttcttcaa 
480 

gcggccacca 
540 

cccgcgtccc 
600 

gcgcacctcc 
660 

gagatgacct 
720 

acatggcaag 
780 

gccgtcagtt 
840 

atgaatcacc 
900 

actcagaacc 
960 

cagcagcaga 
1020 

caagaggagc 
1080 

actcttgccc 
1140 

atcactaata 
1200 

agcactgaca 
1260 

ctcagcaatg 
1320 

aatccccaac 
1380 

ttaggaactt 
1440 

aacaaaagtg 
1500 

catgacctta 
1560 

tgcaccactt 
1620 

ttgcctggtt 
1680 

ttctgcaagc 
1740 

gcagaatact 
1800 



cgacccaggc 
ttcgctgccc 
gcagcaagtg 
tgtcatgaat 
ggagcctgat 
ggggcctcga 
tgcagctggg 
gccagcagtc 
tcacggccac 
accctaggaa 
ccacaccagt 
aacaccagca 
cacccgcagg 
aactgcggct 
tcatgaggca 
cagttcaggc 
atagctcaga 
gtggcctggg 
tggatgagat 
agacccgttt 
tggaatctga 
agccctttct 
catttcctgg 
cccgccccca 
ttgattgaga 
ctgcgttctt 
tttctctttc 



ccgacggcaa 
gcccagaaga 
atccacgtca 
ccgaagccta 
tcgggctcgc 
ctggctgggg 
caccggcgcg 
ctacgacgtg 
tggccagagg 
ggcgatgaat 
gcctcagagg 
gcagatggcc 
gctcatgagt 
tcagagaatc 
ggaagctgcc 
tgctgtcaac 
tcctttcctc 
gttagggtgc 
ggatacagga 
ccctgatttc 
agacctgatc 
aacctggctg 
gcctcttgga 
tgactcgtgc 
gtaacttaag 
gtgacagatt 
ttctctgctg 



gttcgggcgg 
tgaatccggc 
cgcaggacct 
gctcgtggcg 
actcgcgcca 
ggtgcccagc 
ggtgctgcgg 
accgacgagc 
tacttcctca 
cagcctctga 
tccatggcag 
cccagtaccc 
atgcccaatg 
cagatggaga 
ctctgtcgac 
ccacccacga 
aatggagggc 
tacagtgtcc 
gaaaacgcag 
cttgactgtc 
cccctcttca 
taatcactac 
aaaagtgatg 
tccctccttt 
ttaaacataa 
atacagaatt 
ccccatggct 



gacggcggcc 
ctcggcgccc 
agacacagac 
gaagaagatc 
gtccagcacc 
atgtccgctc 
gtagccccgc 
tgccactgcc 
atcacataga 
atcatatgaa 
tatcccagcc 
tgagccagca 
cgctgaccac 
gagaaaggat 
agctccccat 
tgaccccaga 
catatcattc 
ccacaactcc 
gacaaacacc 
ttccaggaac 
atgatgtaga 
cattgtaact 
gagcagagca 
ttatgttgcc 
ataaatattc 
gtgtctgcag 
aagctttatg 



gccgcgcgct 
cctccgctcc 
ctcgaagccc 
ctgccggagt 
gactcgtcgg 
gcactcgtcg 
gcagcagcac 
cccgggctgg 
aaaaatcacc 
cctccaccct 
aaatctcgtg 
gaaccgcccc 
tcagcagcag 
tcgaatgcgc 
ggaagctgag 
catgagatcc 
gagggagcag 
ggaggacttc 
catgaacatc 
aaacgctgac 
gtctgctctg 
tggatgtagc 
agtctgcagg 
agtttaatca 
tattttcatt 
gattgattat 
ggtgttaatt 
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gaaatttata 
1860 

agggcatctt 
1920 

gtattgatga 
1980 

ttgtatggat 
2040 

tctgatggct 
2100 

tcgttatttt 
2160 

gcagcattag 
2220 

t tat gag cat 
2280 

tgcagcttag 
2340 

cgagttttgc 
2400 

ctctgccttc 
2460 

ggcgcctgcc 
2520 

taatggtcag 
2580 

aagtgctggg 
2640 

actgtaattt 
2700 

ctgtattttt 
2760 

atagcacacc 
2820 

ttcctagatt 

2880 

tctgactgac 
2940 

tgaattcagt 
3000 

taaaaaggca 
3060 

cttttaagga 
3120 

gaagtcctca 
31B0 

tttttgaaag 
3240 

cttatttgtt 
3300 

agtacattgg 
3360 

ttatggaaea 

3420 



caccaattga 
ggtccaggaa 
cagtagtacc 
agtaaaattc 
cttattagtc 
actgcagagc 
tcacagttct 
tttattcaaa 
aatctgatgg 
tcttgttgtc 
tgggttcaag 
accacgtccg 
gctgttctca 
attactggcg 
tgtagctgat 
gtcttttgaa 
acacacagtg 
tcaagtgttt 
atgtaaaaaa 
aaaattgatt 
tgaaatatgt 
ctgagagagc 
actgtttaat 
actttaataa 
ggggatctta 
atcatgttgg 
tcgtggaaag 



ttttaaacca 
atgtgcacaa 
aaatgcttta 
tactgtatgg 
tgtatttata 
atctagacaa 
tacactacag 
caaaagtttt 
tttttttttt 
caggctggaa 
cgattctcct 
gctaattttt 
aactcctgat 
tgagccaccg 
gacaaaaggc 
ataactctga 
agctgttgct 
aaaataattc 
aaaatgccct 
cctaagtata 
attcaatacc 
atcatgttca 
attttgaact 
tttgagtctc 
aataagattc 
aaagaaggca 
gatactagtt 



taaaaagctg 
aattcgacct 
aaaactattt 
aatacaatgt 
aaggcacaca 
cttagtccct 
atcttgtgaa 
tgaaatatta 
ttcttgatgt 
tgcaatggca 
gccttagcct 
tgtattttga 
ctcaggtgat 
cacccggcct 
agccaaatgt 
aaacatcagg 
ttttaaattc 
tatctatgaa 
ttgagggtgt 
ttatcctaat 
tcttatgtaa 
actggcatgc 
aatattattt 
Cgagaggata 
cttttgatct 
agtcaaaagg 
gtgaaatgga 



accacaggca 
gatttacagt 
aacttgagct 
aattttgaat 
gtcctattgt 
ccagcgggaa 
agagaccagt 
caactgggga 
tgtttgtttg 
caatctcggc 
cccgagtagc 
gtagagacgg 
ccacccatct 
tgatgtttat 
ttttgataaa 
acaacataga 
tgaagccttg 
actgaaggat 
atggtggaga 
cctgtttgct 
ccaaaaccat 
agtctgcctg 
ataatctatg 
ctttcaattt 
accggaatat 
tcagagatga 
aagagacaag 



gttacttctg 
ttcaaaaacc 
ttaaaaatca 
ccatgctggc 
agcttatctt 
agtagcagca 
ttggtactaa 
tttaaaaaat 
tttttgagat 
tcactgcaac 
tgggattaca 
ggtttcacca 
cggccttcca 
tttataaagc 
tcagtggcaa 
tttcaacctg 
tcaggtttgc 
gaagcagatc 
taaatgtttc 
acagttggta 
ttttaattag 
cattgccaat 
aatttaatct 
ccatggggga 
acatgtacag 
agtagcgaag 
ttatagtacc 
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ccaaaagcaa aacaagcagg 
3480 

ctgttgccac ctttataccg 
3540 

ttatgtggga ggaggagggg 
3600 

tagcctgctg ttgcctccat 
3660 

tatgttcctc taattccttt 
3720 

ttttattgct actaaattga 
3780 

tgcaaaaaga attgtacatt 
3840 

aagggaccta acaaaactca 
3900 

attttcaggt tattaaatgt 
3960 

attgatgatt tatattacca 
4020 

aaatactaga agattttttt 
4080 

tattttttca gaataaaata 
4140 

ttttttgttt ttaaggccac 
4200 

caaagttaga gcaacttttt 
4260 

agaattcttg ataaggtgct 
4320 

tcttcttagt actagtcttt 
4380 

aaaattttgt cacagaaaag 
4440 

agatattttt tcctgataaa 
4500 

gcaattctgt taaatctaag 
4560 

aaatgccatt tctttcactg 
4620 - 

ttattgtgct ggttgatgcc 
4680 

ctgacagaag tgttgctaat 
4740 

tcaaagtaca acttttatga 
4800 

taattgggaa aatgggcaat 
4860 

tttaactttt taaaatttta 
4920 

agaatgttat acgtaccgaa 
4980 

gagtttggta ctggttttta 
5040 



agatgcaaga gacgccccaa 
gaagactctg ttgtagaaga 
cagggcatgc tgatgctgag 
cactatgaaa tgacttattt 
cactctccct aagccctctg 
agggagcact atttcttttt 
cttgctaaaa ataaataaat 
gcagtgttac tgtatttttt 
aagagaaaca gatacccctc 
atttttagaa gtaattttct 
agtxaaatta gttagaacat 
tggacccttt gtgtttacta 
aaaatatggc ctttgttaaa 
aatggctatt tcctattatt 
atttatacta tatttcttat 
ttagtactaa atcaatcagc 
gcgtatcaaa tgaaaaataa 
atacattgtc ttgaagtaaa 
oaatttttag acagtgtttc 
attacaccat atacaggaaa 
aacttggttg aaaagctctc 
tacaagttgt gttctcatga 
aaaagataag ctgttaaaaa 
tgacagagac cattttccta 
cttctacgtt ttgtaatata 
agtatgcagc caaatcgatc 
cttctctgaa tctgtataag 



aaggacaaag caacaatttt 
aaagaaggct ttggtgcacc 
cgtacaggca gacaagagcg 
tacctgaagg acccatggtt 
agagagatga agatagatga 
gtcttttgtt agcaaaaaat 
aaataaaaaa ttaaaaaaac 
aaaaatattt ttatagactc 
ttttttaaag taggtaaatc 
agtaagcttg tggcatcaga 
ttatgaatga atataataaa 
atagataaag ccagatataa 
gaacactaaa gttagaaatc 
gtaagcgtta aaacccctgc 
tataagataa ctgtctttag 
aaacatcatc atttcacccc 
tttcagagat ctttctttca 
tacattgtca aaacctaatt 
accgtattat ttaggatgtg 
caggtaaaac agtgaaaact 
tgcagaagaa gtgatctaga 
cgtaattaga aagtaacttc 
aaggaaatcg taggttaatt 
acacatatat gtgctagtac 
aaaatttcta ttttaagttt 
agatcaaacc attttacctg 
aaaaataaag acaattgaac 
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ttccaaaaaa aaaaa 
5055 



<210> 3326 

<211> 254 

<212> PRT 

<213> Homo sapiens 



<400> 3326 
Glu Lys lie Thr 
1 

Leu Asn His Met 
20 

Gin Arg Ser Met 
35 

His Gin Gin Gin 
50 

Thr Gin Asn Pro 
65 

Thr Gin Gin Gin 

Glu Arg Glu Arg 
100 

Ala Ala Leu Cys 
115 

Val Gin Ala Ala 
130 

lie Thr Asn Asn 
145 

Ser Arg Glu Gin 

Val Pro Thr Thr 
180 

Thr Gly Glu Asn 
195 

Thr Arg Phe Pro 
210 

Leu Gly Thr Leu 

225 

Glu Ser Ala Leu 



Thr Trp Gin Asp 
5 

Asn Leu His Pro 

Ala Val Ser Gin 
40 

Met Ala Pro Ser 
55 

Pro Ala Gly Leu 
70 

Gin Gin Gin Lys 
85 

lie Arg Met Arg 

Arg Gin Leu Pro 
120 

val Asn Pro Pro 
135 

Ser Ser Asp Pro 
150 

Ser Thr Asp Ser 
165 

Pro Glu Asp Phe 

Ala Gly Gin Thr 
200 

Asp Phe Leu Asp 
215 

Glu Ser Glu Asp 
230 

Asn Lys Ser Glu 
245 



Pro Arg Lys Ala 
10 

Ala Val Ser Ser 
25 

Pro Asn Leu Val 

Thr Leu Ser Gin 
60 

Met Ser Met Pro 
75 

Leu Arg Leu Gin 
90 

Gin Glu Glu Leu 
105 

Met Glu Ala Glu 

Thr Met Thr Pro 
140 

Phe Leu Asn Gly 
155 

Gly Leu Gly Leu 
170 

Leu Ser Asn Val 
185 

Pro Met Asn lie 

Cys Leu Pro Gly 
220 

Leu lie Pro Leu 
235 

Pro Phe Leu Thr 
250 



Met Asn Gin Pro 
15 

Thr Pro Val Pro 
30 

Met Asn His Gin 
45 

Gin Asn Arg Pro 

Asn Ala Leu Thr 
80 

Arg He Gin Met 
95 

Met Arg Gin Glu 
110 

Thr Leu Ala Pro 
125 

Asp Met Arg Ser 

Gly Pro Tyr His 
160 

Gly Cys Tyr Ser 
175 

Asp Glu Met Asp 
190 

Asn Pro Gin Gin 
205 

Thr Asn Val Asp 

Phe Asn Asp Val 
240 

Trp Leu 



<210> 3327 

<211> 2263 

<212> DNA 

<213> Homo sapiens 



<400> 3327 

nacgcgtgcg gaaccttcaa catttccgag gcctgcctgc ctccttccac tgctggctgg 
60 

agctgcctgg agaacttcgg ggactgccgg ccaccctgga ggagacagca ggggattcag 
120 

gcctcatcca ctgccaggcc caccagtttt atccctccat gtcccagcgg gagctcccag 
180 
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tgcccatcta cgtcacccag ggtgaagccc agaggctgga caacacccat gctctttatg 
240 

tgatcctgta cgactgcgcc atgggccacc cggactgcag ccactgccaa gcggccagca 
300 

gaggagccca ggtcctaccc ggacgaggaa ggcccgaaac actggtctga ctcacgctac 
360 

gagcatgtca tgaagttgcg ccaggcagcc ctgaaatcag ctcgagacat gtgggctgat 

420 

tacatcctgt ttgtagatgc ggacaacctg atcctcaacc ctgacacact gagcctgctc 
480 

atcgctgaga acaagacggt ggtcgccccc atgctggatt cccgggctgc gtactccaac 
540 

ttctggtgtg gaatgacttc ccagggctac tacaagcgca cacctgccta catccctatc 
SOO 

cgcaagcgag accgccgggg ctgctttgca gttcccatgg tgcactcgac cttcctgatc 
660 

gacctgcgga aggcggcgtc caggaacctg gccttctacc cacctcaccc tgactacacc 
720 

tggtcctttg acgacatcat cgtctttgcc ttctcctgca agcaggcaga ggttcagatg 
780 

tatgtgtgca acaaggagga gtacggattc ttgccagtgc cattgcgcgc ccacagcacc 
840 

ctccaggatg aggccgagag cttcatgcat gtgcagctgg aggtcatggt gaagcacccg 
900 

cccgcagagc cctcccgctt catctcggct cccaccaaga caccggacaa gatgggcttc 
960 

gacgaggtct tcatgatcaa cctgaggcgg cggcaggacc ggcgggagcg catgctgcgg 
1020 

gcgctgcagg cacaggagat cgagtgccgg ctggtggagg ccgtggacgg caaagccatg 
1080 

aacaccagcc aggtggaggc gctggggatc cagatgctgc ctggctaccg ggacccctac 
1140 

cacggccggc ccctcaccaa gggtgagctg ggctgcttcc tgagccacta caacatctgg 
1200 

aaggaggtgg tggaccgggg gctgcagaaa tcgcttgtgt ttgaggatga cctgcgtttt 
1260 

gagaccttct tcaagagacg tctgatgaac ctcatgcggg atgtggagcg ggagggcctg 
1320 

gactgggacc tcatctatgt gggccggaag cggatgcagg tggagcaccc cgagaaggct 
1380 

gtgcctcgcg tgaggaacct ggtggaggcc gactattcct actggacccc ggcctacgtg 
1440 

atctccctgc aaggcgcccg caaactgctg gctgctgagc cgctctccaa gatgctgcct 
1500 

gtggacgagt tcctgcccgt catgttcgac aaacacccag tgtccgagta caaggcccac 
1560 

ttctccctcc gcaacctgca tgccttctct gtggagccgc tgctcatcta ccccacacac 
1620 

tacacaggag acgatggcta tgtgagtgac accgagactt cagtcgtatg gaacaatgag 
1680 

cacgtcaaga ccgactggga ccgcgccaag tcccagaaga tgcgggagca gcaggcactg 
1740 

agccgtgagg ccaagaactc ggacgtgctc cagtccccac tggacagtgc tgcccgggat 
1800 
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gaactctgag gggtagcagc cagaaagcca aagcagccat cggtggccca ggctccacgt 
I860gacatcaggg ccacctctgg accccttggc aggccacaga gggctctcgt 1920 
gtggggtggt gtccagccag ctcttgctaa gcaatcacgt gcacacaggc agcattaatg 
1980 

gagtgcctac tgcatgccag caacagggct tggccctggg gaattgggag gaaccaagcc 
2040 

ctcttcatct gttcatgtgc ccagcattta ttaagcacct gctgtatgca aggttcccat 
2100 

gttacggcag tgaatgaggc ataattgttc cctccatcag cgattgattc agtcatcaag 
2160 

cagttactga tcagattaag aatcaggcac tagtgataca cattcatttt taaaattcat 
2220 

tcaaggaaaa aaaaaaaaaa aaaaaaaagc gcggccgcaa get 
2263 



<210> 3328 

<211> 521 

<212> PRT 

<213> Homo sapiens 



<400> 3328 

Ser Cys Thr Thr Ala Pro Trp Ala Thr Arg Thr Ala Ala Thr Ala Lys 

15 10 15 

Arg Pro Ala Glu Glu Pro Arg Ser Tyr Pro Asp Glu Glu Gly Pro Lys 

20 25 30 

His Trp Ser Asp Ser Arg Tyr Glu His Val Met Lys Leu Arg Gin Ala 

35 40 45 

Ala Leu Lys Ser Ala Arg Asp Met Trp Ala Asp Tyr He Leu Phe Val 

50 55 60 

Asp Ala Asp Asn Leu He Leu Asn Pro Asp Thr Leu Ser Leu Leu He 
65 70 75 80 

Ala Glu Asn Lys Thr Val Val Ala Pro Met Leu Asp Ser Arg Ala Ala 

85 90 95 

Tyr Ser Asn Phe Trp Cys Gly Met Thr Ser Gin Gly Tyr Tyr Lys Arg 

100 105 110 

Thr Pro Ala Tyr He Pro He Arg Lys Arg Asp Arg Arg Gly Cys Phe 

115 120 125 

Ala Val Pro Met Val His Ser Thr Phe Leu He Asp Leu Arg Lys Ala 

130 135 140 

Ala Ser Arg Asn Leu Ala Phe Tyr Pro Pro His Pro Asp Tyr Thr Trp 
145 150 155 160 

Ser Phe Asp Asp He He Val Phe Ala Phe Ser Cys Lys Gin Ala Glu 

165 170 175 

Val Gin Met Tyr Val Cys Asn Lys Glu Glu Tyr Gly Phe Leu Pro Val 

180 185 190 

Pro Leu Arg Ala His Ser Thr Leu Gin Asp Glu Ala Glu Ser Phe Met 

195 200 205 

His Val Gin Leu Glu Val Met Val Lys His Pro Pro Ala Glu Pro Ser 

210 215 220 

Arg Phe He Ser Ala Pro Thr Lys Thr Pro Asp Lys Met Gly Phe Asp 
225 230 235 240 

Glu Val Phe Met He Asn Leu Arg Arg Arg Gin Asp Arg Arg Glu Arg 

245 250 255 

Met Leu Arg Ala Leu Gin Ala Gin Glu lie Glu Cys Arg Leu Val Glu 
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260 

Ala val Asp Gly 
275 

He Gin Met Leu 
290 

Thr Lys Gly Glu 
305 

Glu Val Val Asp 

Leu Arg Phe Glu 
340 

Asp Val Glu Arg 
355 

Lys Arg Met Gin 
370 

Asn Leu Val Glu 
385 

Ser Leu Gin Gly 

Met Leu Pro Val 
420 

Val Ser Glu Tyr 
435 

Ser Val Glu Pro 
450 

Gly Tyr Val Ser 
465 

Val Lys Thr Asp 

Gin Ala Leu Ser 
500 

Leu Asp Ser Ala 
515 



Lys Ala Met Asn 
2B0 

Pro Gly Tyr Arg 
295 

Leu Gly Cys Phe 
310 

Arg Gly Leu Gin 
325 

He Phe Phe Lys 

Glu Gly Leu Asp 
360 

Val Glu His Pro 
375 

Ala Asp Tyr Ser 
390 

Ala Arg Lys Leu 
405 

Asp Glu Phe Leu 

Lys Ala His Phe 
440 

Leu Leu He Tyr 
455 

Asp Thr Glu Thr 
470 

Trp Asp Arg Ala 
485 

Arg Glu Ala Lys 

Ala Arg Asp Glu 
520 



265 

Thr Ser Gin Val 

Asp Pro Tyr His 

. 300 

Leu Ser His Tyr 
315 

Lys Ser Leu Val 
330 

Arg Arg Leu Met 
345 

Trp Asp Leu He 

Glu Lys Ala Val 
380 

Tyr Trp Thr Leu 
395 

Leu Ala Ala Glu 
410 

Pro Val Met Phe 
425 

Ser Leu Arg Asn 

Pro Thr His Tyr 
460 

Ser Val Val Trp 
475 

Lys Ser Gin Lys 
490 

Asn Ser Asp Val 

505 

Leu 



270 

Glu Ala Leu Gly 
285 

Gly Arg Pro Leu 

Asn He Trp Lys 
320 

Phe Glu Asp Asp 
335 

Asn Leu Met Arg 
350 

Tyr Val Gly Arg 
365 

Pro Arg Val Arg 

Ala Tyr Val He 
400 

Pro Leu Ser Lys 
415 

Asp Lys His Pro 
430 

Leu His Ala Phe 
445 

Thr Gly Asp Asp 

Asn Asn Glu His 
480 

Met Arg Glu Gin 
495 

Leu Gin Ser Pro 
510 



<210> 3329 

<211> 705 

<212> DNA 

<213> Homo sapiens 



<400> 3329 
ngtgcacgcg 
60 

agctgccgcc 
120 

aatgaccggc 
180 

gctcaagctg 
240 

ccagtcatgc 
300 

cctgagggtg 
360 

ccgacnctcc 
420 



tggtggcaga 
tcctgggtgg 
ggctgcacgc 
ggatgtacca 
tccgtgtgct 
gcctccgggg 
accttggcag 



gcctggcctg 
ccctgggcct 
ggagcctgtg 
ctgcctggct 
ctaccctccc 
catcctggat 
tcgactggtg 



gacgtgcctg 
gtgggcaact 
cccactctcg 
gagctcccca 
aagacgccca 
tgccgagtgg 
gcctccagtc 



agggcgctgc 
ccacctttgc 
ccttcaccca 
ctggggctgc 
ccatgatggt 
acagcgagcc 
agccccaggg 



cctgaacctc 
atggttctgg 
cgtggctcgt 
tgcctctgct 
cttcgtggag 
gctcgccagc 
tgctcctgca 
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gagccacaca tccatgtcct ggcttccccc aatgccctga gggcggacat cgaggcgctg 
480 

aggcccagcg accaagggga atacatctgt tctgcctcaa atgtcctggg ctctgcctct 
540 

acctccacct actttggggt cagagccctg caccgcctgc atcagttcca gcagctgctc 
600 

tgggtcctgg gactgctggt gggcctcctg ctcctgctgt tgggcctggg ggcctgctac 
660 

acctggagaa ggaggcgtgt ttgtaagcag agcatgggcg agaat 
705 

<210> 3330 
<211> 235 
<212> PRT 

<213> Homo sapiens 
<400> 3330 

Xaa Ala Arg Val Val Ala Glu Pro Gly Leu Asp Val Pro Glu Gly Ala 

15 10 15 

Ala Leu Asn Leu Ser Cys Arg Leu Leu Gly Gly Pro Gly Pro Val Gly 

20 25 30 

Asn Ser Thr Phe Ala Trp Phe Trp Asn Asp Arg Arg Leu His Ala Glu 

35 40 45 

Pro Val Pro Thr Leu Ala Phe Thr His Val Ala Arg Ala Gin Ala Gly 

50 55 60 

Met Tyr His Cys Leu Ala Glu Leu Pro Thr Gly Ala Ala Ala Ser Ala 
65 70 75 80 

Pro Val Met Leu Arg Val Leu Tyr Pro Pro Lys Thr Pro Thr Met Met 

85 90 95 

Val Phe Val Glu Pro Glu Gly Gly Leu Arg Gly lie Leu Asp Cys Arg 

100 105 110 

Val Asp Ser Glu Pro Leu Ala Ser Leu Thr Leu His Leu Gly Ser Arg 

115 120 125 

Leu Val Ala Ser Ser Gin Pro Gin Gly Ala Pro Ala Glu Pro His lie 

130 135 140 

His Val Leu Ala Ser Pro Asn Ala Leu Arg Val Asp lie Glu Ala Leu 
145 150 155 160 

Arg Pro Ser Asp Gin Gly Glu Tyr lie Cys Ser Ala Ser Asn Val Leu 

165 170 175 

Gly Ser Ala Ser Thr Ser Thr Tyr Phe Gly Val Arg Ala Leu His Arg 

180 185 190 

Leu His Gin Phe Gin Gin Leu Leu Trp Val Leu Gly Leu Leu Val Gly 

195 200 205 

Leu Leu Leu Leu Leu Leu Gly Leu Gly Ala Cys Tyr Thr Trp Arg Arg 

210 215 220 

Arg Arg Val Cys Lys Gin Ser Met Gly Glu Asn 
225 230 235 

<210> 3331 
<211> 1644 
<212> DNA 

<213> Homo sapiens 
<400> 3331 
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nnggaaacgc gctggctgac tggggtcggc gtttagttca gcgcagcgac ccggggacct 
60 

ggagctgacg cctagacact tgtattagct ttaatagaag agaaatggag gagccataga 
120 

atattaagga tgaattcagg aaggcctgag accatggaaa acttgcctgc tctctacact 
180 

attttccaag gagaggttgc tatggtgaca gactatgggg cctttatcaa aatcccaggc 
240 

tgccggaagc aaggtctggt ccatcgaact catatgtcat cctgtcgggt ggataagccc 
300 

tctgagatag tagatgttgg agataaagtg tgggtgaagc ttattggccg agagatgaaa 
360 

aatgatagaa taaaagtatc cctctccatg aaggttgtca atcaagggac tgggaaagac 
420 

cttgatccca acaatgtttc attgagcaag aagagaggcg gaggcgatcc ttccaggatt 
480 

acactgggca gaagatcacc cttgaggctg tcttgaacac tacctgcaag aagtgtggct 
540 

gtaaaggcca ctttgcaaaa gattgtttca tgcaaccagg tgggactaaa tactctctga 
600 

tacctgatga ggaagaggaa aaggaagagg caaagtcagc agagtttgag aagcctgacc 
660 

ctacaaggaa tccttctaga aaaagaaaga aggagaagaa gaaaaagaaa catagagata 
720 

ggaagtcatc tgactctgac agctcagact ctgagagtga tacaggcaag agggcaaggc 
780 

acacatcaaa agacagcaag gcagcaaaga agaagaaaaa gaagaagaag cacaagaaga 
340 

agcacaagga gtgagagtat aaagagtgta gggggtggtt gagagtaaga aaccaggagc 
900 

ctcgtgcctt gagactcctg gaaagactca atagtgagaa tatagcctcc caccccatta 
960 

acttcgctcc catgggagat ggcttcccct catgcaacag gcaggtttgg gagttagagg 
1020 

tcaaaagcag ctgcctgaat gagttgttgt ttccttatca ctcctggtcc ctttgcaagt 
1080 

gaaccctgca gctcacccat tcattcaccc aacttccttc attcagcagg aggccctatt 
1140 

accctctcca gctgccactg ccagagctgg attcctgtaa aggagtccag gctagagcca 
1200 

cagagactgt tgtggaggtg agtxcggctg tagttagagt gattggaccc ttcctattgg 
1260 

tctgtcctgg gccaactggt gggtgatctc tgctgcatcc aacatgggag cagagactgg 
1320 

cagcaggagg ggggaacatg gtgagaagtg gtgctcactt ttcccattcc tcctaacata 
1380 

gttctactat gctagaagtg gcatccagcg gccacagcta gaaaacagtc tgcagcgtga 
1440 

cttaacctgc gtattgcatt ccagcagacc actgaaccag acagcgaagc caagatcatt 
1500 

gttctacttt gtatttacta ctgtgtgaat cagtcgattc tacttcaggt ccttgctcaa 
1560 

attcctgtca ctaaatggaa atgtgtttgg ttttaaaaaa aaaaaaaaaa aaaaaaaaaa 
1620 



2520 



WO 00/58473 



PCT/US00/08621 



aaaaaaaaaa aaaaaaaaaa aaaa 
1644 

<210> 3332 

<211> 128 

<212> PRT 

<213> Homo sapiens 



<400> 3332 

Met Asn Ser Gly Arg Pro Glu Thr Met Glu Asn Leu Pro Ala Leu Tyr 

15 10 15 

Thr lie Phe Gin Gly Glu Val Ala Met Val Thr Asp Tyr Gly Ala Phe 

20 ' 25 30 

lie Lys lie Pro Gly Cys Arg Lys Gin Gly Leu Val His Arg Thr His 

35 40 45 

Met Ser Ser Cys Arg Val Asp Lys Pro Ser Glu lie Val Asp Val Gly 

50 55 60 

Asp Lys Val Trp Val Lys Leu lie Gly Arg Glu Met Lys Asn Asp Arg 
65 70 75 80 

lie Lys Val Ser Leu Ser Met Lys Val Val Asn Gin Gly Thr Gly Lys 

85 90 95 

Asp Leu Asp Pro Asn Asn Val Ser Leu Ser Lys Lys Arg Gly Gly Gly 

100 105 110 

Asp Pro Ser Arg lie Thr Leu Gly Arg Arg Ser Pro Leu Arg Leu Ser 
115 120 125 

<210> 3333 

<211> 2422 

<212> DNA 

<213> Homo sapiens 

<400> 3333 

ctcgagtttg accagcagca ggggtcggtg tgtccctctg aatctgagat ctatgaggca 
60 

ggagctgggg acaggatggc aggagcgccc atggctgctg ctgtacagcc tgctgaggtg 
120 

actgttgaag ttggtgagga cctccacatg caccacgttc gtgaccggga gatgcctgaa 
180 

gctttggagt ttaacctttc tgccaatcca gagtcaagca caatattcca gaggaactct 
240 

caaacagaag ctttggagtt taacccttct gccaatccag aggcaagcac aatattccag 
300 

aggaactctc aaacagatgt tgtagaaata agaagaagca actgtacaaa ccatgtatct 
360 

gctgtgcgtt tcagtcaaca atacagcttg tgttcgacaa tattccttga tgacagcaca 
420 

gccatccagc attatcttac aatgacaata atatctgtga ccttggagat acctcatcat 
480 

atcacacaaa gagatgcaga tagaactttg agcatacctg atgaacagtt acactcattt 
540 

gcggtttcca ccgtgcacat tatgaagaaa agaaatggag gtgggagttt aaataactac 
600 

tcctcctcca ttccatcgac tcccagcacc agccaggagg accctcagtt cagtgttccc 
660 
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cccactgcca 
720 

acatctgaga 
780 

accatcggga 
840 

aaatggctga 
900 

tattattcaa 
960 

acatctacca 
1020 

atctccagct 
1080 

atatgcttca 
1140 

cctcatgcta 
1200 

tctgccactg 
1260 

gtccaagcca 
1320 

aagtcccagc 
1380 

gggaacgc cc 

1440 

ggagtcctca 
1500 

cgtgtgcgat 
1560 

attggcaa tg 
1620 

tcggtagact 
1680 

ctctttctgg 
1740 

accgctgatg 
1800 

gtgaacgaga 
1860 

gggaatgtgg 
1920 

gcccacggga 
1980 

gtgcttctgc 
2040 

gtctccttgg 
2100 

atcacaaatt 
2160 

aaatgttgat 
2220 

tagtctcagg 
2280 



acacacccac 
aagggagtca 
gcggcagagc 
agacatggaa 
gcttaggtga 
tcaaagtccc 
ctaaaagcaa 
gccccagtat 
ataaaaagaa 
gccaaacgtg 
tccagagcca 
tgaccagcca 
actgcgtgga 
tgtgtattga 
ctctggagct 
agctagccaa 
ccacaaggga 
ccccactacc 
aggacctgca 
cctgtgggga 
tcctggcgca 
acacagcgct 
agtacggctg 
tgcaaaaaca 
cagctagtaa 
ttttctgacc 
ccctcctggc 



ccccgtttgc 
cccagacaaa 
catccccatt 
aaagaaatac 
ttatatgaag 
aggaaagtgg 
tggcctatcc 
ctccagcacc 
acacctaaag 
gcactttgaa 
gatcctggcc 
aagcgaggcc 
ctgtgagacc 
atgctcaggt 
ggatgactgg 
cagcatctgg 
agagaaggaa 
ctgcactgag 
gacagccatc 
gggagacggc 
gctcctgatc 
gacctacgcc 
ccccgacaag 
aaatgggaaa 
tagcattttc 
ataagacgta 
cacattgccc 



aagcggtcca 
gagaggaaag 
aaacagggca 
gtcaccctgt 
aatattcata 
ccatccctag 
aaggacatgg 
accagcccca 
aagaaaagca 
gccacgacgt 
agcctgcagt 
atggccctgc 
cagaatccta 
atccaccgca 
ccagttgagc 
gaagagagca 
cggtggatcc 
ctgtccctgg 
ctgctgctgg 
tgcacggcgc 
tggtacgggg 
cggcaggcct 
tgtgtgtagt 
aataaggata 
agtacttttc 
tcttatgtcc 
aagtcacaca 



tgcgctggtc 
ccccggagaa 
tgctcttaaa 
gttccaatgg 
aaaaagagat 
ccacatcggc 
acaccgggct 
agctcaaccc 
ccaacaactt 
atgaggagcg 
catgcgagag 
agtcgatcca 
agtgggccag 
gtcttggcac 
tcaggaaggt 
gccaggggcg 
gttccaaata 
gccagcagct 
cacatggctc 
tccatctggc 
tggacgtcat 
ccagccagga 
atctgtttta 
actcagaatt 
gtaaactaag 
ttttgccaag 
ggcttctgta 



caacctgttt 
tcatgctgac 
gcgaagtggg 
catgctcacc 
tgaccttcag 
ctgcacaccc 
gggtgactcc 
gcccccctct 
tatgattgtg 
ggatgcctgg 
cagtaaaagc 
aaacatgcgt 
tttgaacttg 
ccgcctttcc 
tatgtcatct 
gacaaaacca 
tgaggagaag 
gctgcgggcc 
ccgtgaggag 
ctgccgcaag 
ggcccgagat 
gtgcatcaac 
tttgactgca 
tcaaaaggaa 
taaatacaca 
gtggatttgt 
ttatgtattt 
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agataaaatg tgtgaaaaca tatttgaaat aaagttcata aatatgcaaa aaaaaaaaaa 
2340 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaagaaa 
2400 

aaaaaaaggg aaaaaaaaaa ag 
2422 



<210> 3334 

<211> 672 

<212> PRT 

<213> Homo sapiens 



<400> 3334 

Leu Glu Phe Asp Gin Gin Gin Gly Ser Val Cys Pro Ser Glu Ser Glu 

15 10 15 

He Tyr Glu Ala Gly Ala Gly Asp Arg Met Ala Gly Ala Pro Met Ala 

20 25 30 

Ala Ala Val Gin Pro Ala Glu Val Thr Val Glu Val Gly Glu Asp Leu 

35 40 45 

His Met His His Val Arg Asp Arg Glu Met Pro Glu Ala Leu Glu Phe 

50 55 60 

Asn Leu Ser Ala Asn Pro Glu Ser Ser Thr He Phe Gin Arg Asn Ser 
65 70 75 80 

Gin Thr Glu Ala Leu Glu Phe Asn Pro Ser Ala Asn Pro Glu Ala Ser 

85 90 95 

Thr lie Phe Gin Arg Asn Ser Gin Thr Asp Val Val Glu lie Arg Arg 

100 105 110 

Ser Asn Cys Thr Asn His Val Ser Ala Val Arg Phe Ser Gin Gin Tyr 

115 120 125 

Ser Leu Cys Ser Thr He Phe Leu Asp Asp Ser Thr Ala He Gin His 

130 135 140 

Tyr Leu Thr Met Thr He He Ser Val Thr Leu Glu He Pro His His 
145 150 155 160 

He Thr Gin Arg Asp Ala Asp Arg Thr Leu Ser He Pro Asp Glu Gin 

165 170 175 

Leu His Ser Phe Ala Val Ser Thr Val His He Met Lys Lys Arg Asn 

180 185 190 

Gly Gly Gly Ser Leu Asn Asn Tyr Ser Ser Ser lie Pro Ser Thr Pro 

195 200 205 

Ser Thr Ser Gin Glu Asp Pro Gin Phe Ser Val Pro Pro Thr Ala Asn 

210 215 220 

Thr Pro Thr Pro Val Cys Lys Arg Ser Met Arg Trp Ser Asn Leu Phe 
225 230 235 240 

Thr Ser Glu Lys Gly Ser His Pro Asp Lys Glu Arg Lys Ala Pro Glu 

245 250 255 

Asn His Ala Asp Thr He Gly Ser Gly Arg Ala He Pro He Lys Gin 

260 265 270 

Gly Met Leu Leu Lys Arg Ser Gly Lys Trp Leu Lys Thr Trp Lys Lys 

275 280 285 

Lys Tyr Val Thr Leu Cys Ser Asn Gly Met Leu Thr Tyr Tyr Ser Ser 

290 295 300 

Leu Gly Asp Tyr Met Lys Asn He His Lys Lys Glu He Asp Leu Gin 
305 310 315 320 

Thr Ser Thr He Lys Val Pro Gly Lys Trp Pro Ser Leu Ala Thr Ser 
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325 330 335 

Ala Cys Thr Pro lie Ser Ser Ser Lys Ser Asn Gly Leu Ser Lys Asp 

340 345 350 

Met Asp Thr Gly Leu Gly Asp Ser lie Cys Phe Ser Pro Ser He Ser 

355 360 365 

Ser Thr Thr Ser Pro Lys Leu Asn Pro Pro Pro Ser Pro His Ala Asn 

370 375 380 

Lys Lys Lys His Leu Lys Lys Lys Ser Thr Asn Asn Phe Met He Val 
385 390 395 400 

Ser Ala Thr Gly Gin Thr Trp His Phe Glu Ala Thr Thr Tyr Glu Glu 

405 410 415 

Arg Asp Ala Trp Val Gin Ala He Gin Ser Gin He Leu Ala Ser Leu 

420 425 430 

Gin Ser Cys Glu Ser Ser Lys Ser Lys Ser Gin Leu Thr Ser Gin Ser 

435 440 445 

Glu Ala Met Ala Leu Gin Ser He Gin Asn Met Arg Gly Asn Ala His 

450 455 460 

Cys Val Asp Cys Glu Thr Gin Asn Pro Lys Trp Ala Ser Leu Asn Leu 
465 470 475 480 

Gly Val Leu Met Cys He Glu Cys Ser Gly He His Arg Ser Leu Gly 

485 490 495 

Thr Arg Leu Ser Arg Val Arg Ser Leu Glu Leu Asp Asp Trp Pro Val 

500 505 510 

Glu Leu Arg Lys Val Met Ser Ser He Gly Asn Glu Leu Ala Asn Ser 

515 520 525 

He Trp Glu Glu Ser Ser Gin Gly Arg Thr Lys Pro Ser Val Asp Ser 

530 535 540 

Thr Arg Glu Glu Lys Glu Arg Trp He Arg Ser Lys Tyr Glu Glu Lys 
545 550 555 560 

Leu Phe Leu Ala Pro Leu Pro Cys Thr Glu Leu Ser Leu Gly Gin Gin 

565 570 575 

Leu Leu Arg Ala Thr Ala Asp Glu Asp Leu Gin Thr Ala He Leu Leu 

580 585 590 

Leu Ala His Gly Ser Arg Glu Glu Val Asn Glu Thr Cys Gly Glu Gly 

595 600 605 

Asp Gly Cys Thr Ala Leu His Leu Ala Cys Arg Lys Gly Asn Val Val 

610 615 620 

Leu Ala Gin Leu Leu He Trp Tyr Gly Val Asp Val Met Ala Arg Asp 
625 630 635 640 

Ala His Gly Asn Thr Ala Leu Thr Tyr Ala Arg Gin Ala Ser Ser Gin 

645 650 655 

Glu Cys He Asn Val Leu Leu Gin Tyr Gly Cys Pro Asp Lys Cys Val 
660 665 670 

<210> 3335 
<211> 477 
<212> DNA 

<213> Homo sapiens 
<400> 3335 

nggatccatc acgcgttcag ggcagcggaa ttccggctcc ccagggggca gctcaggcag 
60 

ggcctcttca ggagtgacgt ccgggacctc ctccccaggg ccctgctcat gctgtctcgg 
120 
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cccagactgc ttgttgaagg ggttgaggtg ggcctgccgg aaacgggcca gcttctcatc 
180 

atattccata gcatcccacc tgcatcgcct gccagggccc aggggctcgc agggacagga 
240 

tggccattcc tctagggctg ctggccacgg aagcctggcc gtgggttcgg cacctgctga 
300 

ccgccgcctc gcatttgccc tgagacaggg ctggacagcc aggattaccg ctgtgccgag 
360 

tgccgggcgc ccatctctct gcggggtgtg cccagtgagg ccaggcagtg cgactacacc 
420 

ggccagtact actgcagccc ctgccactgg aacgccctgg ctgtgatccc tgcacgc 
477 

<210> 3336 

<211> 59 

<212> PRT 

<213> Homo sapiens 

<400> 3336 

Pro Pro Pro Arg He Cys Pro Glu Thr Gly Leu Asp Ser Gin Asp Tyr 

15 10 15 

Arg Cys Ala Glu Cys Arg Ala Pro He Ser Leu Arg Gly Val Pro Ser 

20 25 30 

Glu Ala Arg Gin Cys Asp Tyr Thr Gly Gin Tyr Tyr Cys Ser Pro Cys 

35 40 45 

His Trp Asn Ala Leu Ala Val He Pro Ala Arg 
50 55 

<210> 3337 

<211> 679 

<212> DNA 

<213> Homo sapiens 

<400> 3337 

nagatcttcc tcttgaatga tttgggcagc gagctctgta tgaagaagaa aaaggggaaa 
60 

aaaaagagaa agagagacac cccacagaga ggggggaagg aggttagatg gggcagtctt 
120 

agcttagcct ccaaagacac agatagagtg agagagagag acagagagag acacagagac 
180 

agacagagac caaaacagaa gcggcaaacg gcaaaaacga agcagaatca atgcaagtta 
240 

gagaaaaaaa taaaactaaa catcagagca gggaaaagtc atctactccg tatcacacct 
300 

gtgcattagc ttaaccagaa ataagctgga agaggagttc agtagcctct cagcccccta 
360 

aagatgttgg tcataccccc tctttcaccg tctgagtcga gaggacacca agccaaacaa 
420 

actgtgcccc aaactgggtc atctagtcct cccaggtcct tccttgctaa ctcgaggaaa 
480 

caaggaaaac caactttgga tggcaacttc aacaaggtaa ccctcctttc ttcaacggcc 
540 

agactgatgc ccactgacaa tggctttgag atgcttggac agcagactgt catgtcaaga 
600 
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ctgcccagac ccccaccaca ctgtggaaaa gggcagcacc agacccactg gagatgaggc 
660 

tcttgagcca agtgctagc 
679 

<210> 3338 
<211> 102 
<212> PRT 

<213> Homo sapiens 
<400> 3338 

Xaa lie Phe Leu Leu Asn Asp Leu Gly Ser Glu Leu Cys Met Lys Lys 

15 10 15 

Lys Lys Gly Lys Lys Lys Arg Lys Arg Asp Thr Pro Gin Arg Gly Gly 

20 25 30 

Lys Glu Val Arg Trp Gly Ser Leu Ser Leu Ala Ser Lys Asp Thr Asp 

35 40 45 

Arg Val Arg Glu Arg Asp Arg Glu Arg His Arg Asp Arg Gin Arg Pro 

50 55 60 

Lys Gin Lys Arg Gin Thr Ala Lys Thr Lys Gin Asn Gin Cys Lys Leu 
65 70 75 80 

Glu Lys Lys He Lys Leu Asn He Arg Ala Gly Lys Ser His Leu Leu 

85 90 95 

Arg He Thr Pro val Tyr 
100 

<210> 3339 
<211> 1341 
<212> DNA 

<213> Homo sapiens 
<400> 3339 

tCCttttttt tttttcacca aaacaatttt tatttccagt gtttaattgg gtatgcacac 
60 

aggcatgaca caggtttgga ttcattaagt cctcatgcag aattatattc ttctcgataa 
120 

agaagccagt tccatccagg atccactatc tacacaccta tgttacaaca ttatatcaaa 
180 

tctggtatct gaagaaaaga tacacattta atacgttcat ttaagttacg tattttgcag 
240 

aaagattaaa aattcattca cacaaaactc aaaaactgta ttaaaagttt gaatataaaa 
300 

ctcagatcca cctggaatga ctaaagaatg gaagttctgt atccacctgt gttaaaactg 
360 

gtaaatgtaa tgatatctgt taccaataaa acgcattcgt ttattcaatg taagtaagtt 
420 

atctaatttc aacaatatgg caccctaaaa accaactgta tttttatgat gaggcacttt 
480 

tgttagtgat gaaaccaaaa gaacaaattt gctgcacact gatgccagcg attttcttca 
540 

gtgattttgg gtatatgcta tgtagtaagt tgcaacaaat accttgctca tttgtataca 
600 

actatccgat atatttttaa tatatatata tatatatgtt cttctggctg tagtaatgca 
660 
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ctgtaaagct atttcacagt gcaaaatgat gaaaccagcc caaatgaagg ctgcataata 
720 

acaattctga tacaagaaaa tattgacaga gttactggaa cgtgtaacag tagttttttt 
780 

acttgctaga gtggacatac ccccagttta aagacaggga tgaaactctg ctttagtgcc 
840 

tggggtttca gacagtctat gaggttgggc attcgctgca gaactagcat ttttgctcac 
900 

gttctggaag ctttctccgt ttatttggtc aggtgactgt ggtggtatgg aaagaagggg 
960 

cctgtttgtt gaagccaagg tgctggaaga actgcctgtg ttgcaatgaa gagacaaagg 
1020 

tgtgtcggtc gtggctattt ctcgtgtgct cgggttctct gtctggggat ctccgatttc 
1080 

tcctctgcta aggtcagagg tactggtgcg taggcgttcc ctggccagcc agtctgagat 
1140 

ggaaaggtcc tgggctgagc attttggttt taaccggttt acagctgaaa gttcagattc 
1200 

tctctccccg ctctgctcat gcactttcca aaaattcaaa acgctgattt cagtagcatc 
1260 

tctgtgccct cctagtgtat gtctgcgccg gatgcttttc cttttagcag tctcggcatt 
1320 

cactttgtga ttccctactc c 
1341 



<210> 3340 
<211> 85 
<212> PRT 

<213> Homo sapiens 



<400> 3340 



Met 


Ser 


Thr 


Leu 


Ala 


Ser 


Lys 


Lys 


Thr 


Thr 


Val 


Thr 


Arg 


Ser 


Ser 


Asn 


1 








5 










10 










15 




Ser 


Val 


Asn 


lie 


Phe 


Leu 


Tyr 


Gin 


Asn Cys 


Tyr 


Tyr 


Ala 


Ala 


Phe 


He 








20 










25 










30 






Trp Ala 


Gly 


Phe 


lie 


He 


Leu 


His 


Cys 


Glu 


He 


Ala 


Leu 


Gin 


Cys 


He 






35 










40 










45 








Thr 


Thr 


Ala 


Arg 


Arg 


Thr 


Tyr 


He 


Tyr 


He 


Tyr 


He 


Lys 


Asn 


He 


Ser 




50 










55 










60 










Asp 


Ser 


Cys 


lie 


Gin 


Met 


Ser 


Lys 


Val 


Phe 


Val 


Ala 


Thr 


Tyr 


Tyr 


He 


65 










70 










75 










80 


Ala 


Tyr 


Thr 


Gin 


Asn 


His 























85 



<210> 3341 

<211> 1132 

<212> DNA 

<213> Homo sapiens 



<400> 3341 

ttttacagca caatatatgt gctctgctct cctcccgcaa tcctgctcca agagatctta 
60 

agctggaggc accaggtctg aattccagac tcctccccac cacccacact tcacctccaa 
120 
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ctggagcatg accacagacc cattcaggga ggctggcgga ctcttcatcc tggacagtcc 
180 

cttactgtat gtcaagtaaa gctgagaatg aagcggagag catcagacag aggagctggg 
240 

gaaacgtcgg ccagggccaa ggctctagga agtgggattt ctggaaataa tgcaaagaga 
300 

gctggaccat tcatccttgg tccccgtctg ggcaactcac cggtgccaag catagtgcag 
360 

tgtttggcga ggaaagatgg cacggatgac ttctatcagc tgaagatcct gaccctggag 
420 

gagagggggg accaaggcat agagagccag gaagagcggc agggcaagat gctgctgcac 

480 

accgagtact cactgctgtc tctcctgcac acgcaggatg gcgtggtgca ccaccacggc 
540 

ctcttccagg accgcacctg tgaaatcgtt gaggacacag aatccagccg gatggttaag 
600 

aagatgaaga agcgcatctg cctcgtcctg gactgcctct gtgctcatga cttcagcgat 
660 

aagaccgctg acctcatcaa cctgcagcac tacgtcatca aggagaagag gctcagcgag 
720 

agggagactg tggtaatctt ctacgacgtg gtccgcgtgg tggaggccct gcaccagaaa 
780 

aatatcgtgc acagagacct gaagctgggg aacatggtgc tcaacaagag gacacatcgg 
840 

ataaccatca ccaacttctg cctcgggaag catctggtga gcgaggggga cctgctgaag 
900 

gaccagagag ggagccctgc ctacatcagt cccgacgtgc tcagcggccg gccgtaccgt 
960 

ggcaagccca gtgacatgtg ggccctgggc gtggtgctct tcaccatgct gtatggccag 
1020 

ttccccttct acgacagcat cccgcaggag ctcttccgca agatcaaggc tgccgagtat 
1080 

accattcctg aggatggacg ggtttctgag aacaccgtgt gtctcatccg ga 
1132 

<210> 3342 
<211> 308 
<212> PRT 

<213> Homo sapiens 
<400> 3342 

Ket Lys Arg Arg Ala Ser Asp Arg Gly Ala Gly Glu Thr Ser Ala Arg 

15 10 15 

Ala Lys Ala Leu Gly Ser Gly He Ser Gly Asn Asn Ala Lys Arg Ala 

20 25 30 

Gly Pro Phe He Leu Gly Pro Arg Leu Gly Asn Ser Pro Val Pro Ser 

35 40 45 

He Val Gin Cys Leu Ala Arg Lys Asp Gly Thr Asp Asp Phe Tyr Gin 

50 55 60 

Leu Lys He Leu Thr Leu Glu Glu Arg Gly Asp Gin Gly He Glu Ser 
65 70 75 80 

Gin Glu Glu Arg Gin Gly Lys Met Leu Leu His Thr Glu Tyr Ser Leu 

85 90 95 

Leu Ser Leu Leu His Thr Gin Asp Gly Val Val His His His Gly Leu 
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100 105 HO 

Phe Gin Asp Arg Thr Cys Glu He Val Glu Asp Thr Glu Ser Ser Arg 

115 120 125 

Met Val Lys Lys Met Lys Lys Arg He Cys Leu Val Leu Asp Cys Leu 

130 135 140 

Cys Ala His Asp Phe Ser Asp Lys Thr Ala Asp Leu He Asn Leu Gin 
145 150 155 160 

His Tyr Val He Lys Glu Lys Arg Leu Ser Glu Arg Glu Thr Val Val 

165 170 175 

He Phe Tyr Asp Val Val Arg Val Val Glu Ala Leu His Gin Lys Asn 

180 185 190 

He Val His Arg Asp Leu Lys Leu Gly Asn Met Val Leu Asn Lys Arg 

195 200 205 

Thr His Arg He Thr He Thr Asn Phe Cys Leu Gly Lys His Leu Val 

210 215 220 

Ser Glu Gly Asp Leu Leu Lys Asp Gin Arg Gly Ser Pro Ala Tyr He 
225 230 235 240 

Ser Pro Asp Val Leu Ser Gly Arg Pro Tyr Arg Gly Lys Pro Ser Asp 

245 250 255 

Met Trp Ala Leu Gly Val Val Leu Phe Thr Met Leu Tyr Gly Gin Phe 

260 265 270 

Pro Phe Tyr Asp Ser He Pro Gin Glu Leu Phe Arg Lys He Lys Ala 

275 280 285 

Ala Glu Tyr Thr He Pro Glu Asp Gly Arg Val Ser Glu Asn Thr Val 

290 295 300 

Cys Leu He Arg 
305 

<210> 3343 
<211> 594 
<212> DNA 

<213> Homo sapiens 
<400> 3343 

cgcgtcatga gccaccgcat ggagggtgtc ggccagctgc ccgcctccta ccggcacaac 
60 

cggcctctcc tcagcggcgt gagtgacacc gaggcgcgcc agccggggaa gtcgcccccc 
120 

ttcagcatga actgggtcgt gggcagcgcg gacctggaga ttatcaacgc caccactggg 
180 

cggaggagct gtgggggccc atcccggctc tgcaagcacg tgctgtctgc acggtgggcg 
240 

cggctgtatg gcaggctgag cacacggaca cccagccctg cagacacgcc ctccatgtac 
300 

tgtgaggcca agctgggggc gcacacctac cagtccgtga aacagcagct gttcaaggcc 
360 

tttcagaagg ctggcctggg cacctgggtg aggaaaccac cggagcagca gcagtttcta 
420 

ctgactctct aggctgcggg ctcctggctg ctggagctga gcgggacgct ggagggatgg 
480 

gaccgtgcct ggggggcgac gtggcgggtc ggccggttcc ctgcattcgt tttactttgg 
540 

tgtcccagaa acacgcgagt gtgcaatgtt tggacgagca acaaaaaaaa aaaa 
594 
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<210> 3344 
<211> 143 
<212> PRT 

<213> Homo sapiens 
<400> 3344 

Arg val Met Ser His Arg Met Glu Gly Val Gly Gin Leu Pro Ala Ser 

15 10 15 

Tyr Arg His Asn Arg Pro Leu Leu Ser Gly Val Ser Asp Thr Glu Ala 

20 25 30 

Arg Gin Pro Gly Lys Ser Pro Pro Phe Ser Met Asn Trp Val Val Gly 

35 40 45 

Ser Ala Asp Leu Glu He He Asn Ala Thr Thr Gly Arg Arg Ser Cys 

50 55 60 

Gly Gly Pro Ser Arg Leu Cys Lys His Val Leu Ser Ala Arg Trp Ala 
65 70 75 80 

Arg Leu Tyr Gly Arg Leu Ser Thr Arg Thr Pro Ser Pro Gly Asp Thr 

85 90 95 

Pro Ser Met Tyr Cys Glu Ala Lys Leu Gly Ala His Thr Tyr Gin Ser 

100 105 HO 

Val Lys Gin Gin Leu Phe Lys Ala Phe Gin Lys Ala Gly Leu Gly Thr 

115 120 125 

Trp Val Arg Lys Pro Pro Glu Gin Gin Gin Phe Leu Leu Thr Leu 
130 135 140 

<210> 3345 
<211> 1149 
<212> DNA 

<213> Homo sapiens 
<400> 3345 

ggatcccata ggtagctcta gggctggagc tctgcaacat tgggcaagag gaccctgtgc 
60 

tgggaggcag ggagcttggg cccctcagat gggccacgtg ccctcgtggg accctcattg 

120 

tcaccgtgag ctctttccaa ggggacgcca ccagtggggg cctgggcagg aggcagctga 
180 

ggtgtttcag gaaaaggctg aagatcaagg ctgtggtgtg aggactaccc actttaggga 
240 

agtgaaagag gccagcctca ccccagacac cccagtgtgg ttggggaaag ggggtggtcc 
300 

gtggtgagcc tggtacctgg ggactcatcc tggccctgcc tggccctcag gtgggatgct 
360 

atggaatatg atgagaagct ggcccgtttc cggcaggccc acctcaaccc cttcaacaag 
420 

cagtctgggc cgagacagca tgagcagggc cctggggagg aggtcccgga cgtcactcct 
480 

gaagaggccc tgcctgagct gccccctggg gagccggaat tccgctgccc tgaacgcgtg 
540 

atggatctcg gcctgtctga ggaccacttc tcccgccctg tgggtctgtt cctggcctct 
600 

gacgtccagc agctgcggca ggcgatcgag gagtgcaagc aggtgattct ggagctgccc 
660 
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gagcagtcgg agaagcagaa ggatgccgtg gtgcgactca tccacctccg gctgaagctc 
720 

caggagctga aggaccccaa tgaggatgag ccaaacatcc gagtgcccct tgagcaccgc 
780 

ttttacaagg agaagagcaa gagcgtcaag cagacctgtg acaagtgtaa caccatcatc 
840 

tgggggctca ttcagacctg gtacacctgc acagggtgtt attaccgctg tcacagtaag 
900 

tgcttgaacc tcatctccaa gccctgtgtg agctccaaag tcagccacca agctgaatac 
960 

gaactgaaca tctgccctga gacagggctg gacagccagg attaccgctg tgccgagtgc 
1020 

cgggcgccca tctctctgcg gggtgtgccc agtgaggcca ggcagtgcga ctataccggc 
1080 

cagtactact gcagccactg ccactggaac gacctggctg tgatcccaga ggctggagtg 
1140 

tgctcgcga 
1149 



<210> 3346 

<211> 263 

<212> PRT 

<213> Homo sapiens 



<400> 3346 

Met Glu Tyr Asp Glu Lys Leu Ala Arg Phe Arg Gin Ala His Leu Asn 

15 10 15 

Pro Phe Asn Lys Gin Ser Gly Pro Arg Gin His Glu Gin Gly Pro Gly 

20 25 30 

Glu Glu Val Pro Asp Val Thr Pro Glu Glu Ala Leu Pro Glu Leu Pro 

35 40 45 

Pro Gly Glu Pro Glu Phe Arg Cys Pro Glu Arg Val Met Asp Leu Gly 

50 55 60 

Leu Ser Glu Asp His Phe Ser Arg Pro Val Gly Leu Phe Leu Ala Ser 
65 70 75 80 

Asp Val Gin Gin Leu Arg Gin Ala He Glu Glu Cys Lys Gin Val He 

85 90 95 

Leu Glu Leu Pro Glu Gin Ser Glu Lys Gin Lys Asp Ala Val Val Arg 

100 105 HO 

Leu He His Leu Arg Leu Lys Leu Gin Glu Leu Lys Asp Pro Asn Glu 

115 120 125 

Asp Glu Pro Asn He Arg Val Leu Leu Glu His Arg Phe Tyr Lys Glu 

130 135 140 

Lys Ser Lys Ser Val Lys Gin Thr Cys Asp Lys Cys Asn Thr He He 
145 150 155 160 

Trp Gly Leu He Gin Thr Trp Tyr Thr Cys Thr Gly Cys Tyr Tyr Arg 

165 170 175 

Cys His Ser Lys Cys Leu Asn Leu He Ser Lys Pro Cys Val Ser Ser 

180 185 190 

Lys Val Ser His Gin Ala Glu Tyr Glu Leu Asn He Cys Pro Glu Thr 

195 200 205 

Gly Leu Asp Ser Gin Asp Tyr Arg Cys Ala Glu Cys Arg Ala Pro He 

210 215 220 

Ser Leu Arg Gly Val Pro Ser Glu Ala Arg Gin Cys Asp Tyr Thr Gly 
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225 230 235 240 

Gin Tyr Tyr Cys Ser His Cys His Trp Asn Asp Leu Ala Val lie Pro 

245 250 255 

Glu Ala Gly Val Cys Ser Arg 
260 



<210> 3347 

<211> 2267 

<212> DNA 

<213> Homo sapiens 

<400> 3347 

aggtgtgtaa cgtgcgctat 
60 

acgctatgtc cttttggctt 
120 

ttgcctccag ccttccacct 
180 

acgcctgcca tgtttgaccg 
240 

ctgactgacc cagtggacca 
300 

ccagagctgc agatagaaat 
360 

atcctggccc agacagcagc 
420 

gtggaggctg acccatgggg 
480 

gSSSSJctSgt ttgccatccg 
540 

ccacccagaa aacctcatga 
600 

ggcttcaatt tccactggcg 
660 

tactcagaag agcagaaggc 
720 

ggcttggctc agccctcaga 
780 

cccgccccca agaagcctgg 
840 

tcaccacctg catcccctgg 
900 

acttgctagg acttaattgg 
960 

tttgataata tagtagagat 
1020 

ccaagataaa ggccagggaa 
1080 

tttttttcta gacagagtct 
1140 

actcactgca acctctgcct 
1200 

gagattgcag tgagccgaga 
1260 



ggagccgaaa gccgcagagc 
cgaggtttac cccttccagg 
accgctgcca ggacctaccc 
ggccctcaag cccttcttgc 
gtgtgtggcc taccatctgg 
cattgctgac tacgaggtac 
ccatgtagct ggggctgctt 
gaaccagcgc atatcaggtg 
aggggtagtg ctgctgccag 
ctgtgtacct acaagagctg 
tgattggact taccgggatg 
ctacttctcc actccacctg 
gaagcctagt tctccctccc 
gaatcccagc agagcccgga 
cccttgattt tctcccatgt 
ctttggcaaa gcaaaaggtt 
cttccatgaa gataacaagg 
ccagaattcc catctgcctt 
tactctgtca cctaggctgg 
cctgggctga ggcagtagaa 
ttgcatggct gcactctagc 



tgaagcagaa gatcgaggac 
tggcatggta caatgaactc 
tggccttcct ggtactcagc 
agagctgcca cctccgaatg 
gccgtgttgg agagagcctc 
accccaaccg acgccccaag 
actactacca acgacaagat 
tgtgcataca cccccgattt 
ggatagaggt gccagatctg 
accgtatcgc cctactcgaa 
ctgtgacacc ccaggagcgc 
cccaacgatt ggccctattg 
cggaccttcc ctttaccaca 
gctggctcag ccccagggtc 
ggaccctgat ttatggtggt 
ttgagtacaa gattactatt 
ctcaaggaag ttaggtttgg 
caaatgagtt tttttttttt 
agtgcagtgg cacagtctct 
tcatttgaac cagggaggca 
ctgggtgaca gtgtgagact 
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ctgtctcaaa agaaaaaaaa gtacctgcct caggtaggga ctgaataaac acgtgtaagg 
1320 

cactttggaa aaatacctgg catatatagt aagcagtatg ttggccatta cgaaaggccc 
1380 

tgggaattct gtactgctgc tcatgggtgt agtcggttct agaggggtgg gcaggtggga 
1440 

gtagctgagg aagacaagtg gctggaatgg tatcacatga tacacagaag tatcctcagt 
1500 

tctgaatcta ccttggcctc aagggcccag gagaataact tttcccagct gacagcctct 
1560 

ctgaggacaa tgacatatga atgaggatca aaacgagctt tggccaggca ctgtggcgct 
1620 

cacctgtaat cccaccattt tgggaggctg aggcggagga ccacctgagg caaggaattc 
1680 

agaaccactc tgggcaacat aatgacacta aaaaagacta tctctaatca aggctagaac 
1740 

caagggaagg ctaagaattg cccagtactg tgcaactact gaaagcccca cccaaggcca 
1800 

ccagccttgt cttcctcttt cctctgtcag ttcaaaaaga acagaaacct ccagctcttt 
1860 

tacatagcag gtaccaggca tttatcagaa gaggccaagc ttctggttcc catgcagccc 
1920 

tttgaatagt gtgtctaaac aaaaataggt gtccaagtag tcacactgag actttaactg 
1980 

gtaacccacc ctgtggcgtc agtcgcagtg ctctggccaa cactatagca gggcttattc 
2040 

ttctccctca tgtgtagtga aacaaaatgt aacaccttgg gttcattcag ttccattccc 
2100 

tatgtctacc tgtgtcaata taattccctg atttggaggc agctctcctc attttcccca 
2160 

aaacagggaa agcaaggagt aaattcctct taaaatcaaa agctaataat atgcttccta 
2220 

aaataaagac tcatcaaggc ctcaaaaaaa aaaaaaaaaa aaaaatt 
2267 

<210> 3348 
<211> 288 
<212> PRT 

<213> Homo sapiens 
<400> 3348 

Arg Cys Val Thr Cys Ala Met Glu Pro Lys Val Ala Glu Leu Lys Gin 

15 10 15 

Lys lie Glu Asp Thr Leu Cys Pro Phe Gly Phe Glu Val Tyr Pro Phe 

20 25 30 

Gin Val Ala Trp Tyr Asn Glu Leu Leu Pro Pro Ala Phe His Leu Pro 

35 40 45 

Leu Pro Gly Pro Thr Leu Ala Phe Leu Val Leu Ser Thr Pro Ala Met 

50 55 60 

Phe Asp Arg Ala Leu Lys Pro Phe Leu Gin Ser Cys His Leu Arg Met 
65 70 75 80 

Leu Thr Asp Pro Val Asp Gin Cys Val Ala Tyr His Leu Gly Arg Val 

85 90 95 

Gly Glu Ser Leu Pro Glu Leu Gin He Glu He He Ala Asp Tyr Glu 
100 105 HO 
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Val His 

Val Ala 
130 
Pro Trp 
145 

Gly Gly 

Val Pro 

Ala Asp 

Trp Thr 
210 
Gin Lys 
225 

Gly Leu 
Pro Phe 
Arg Ser 



Pro Asn 
115 

Gly Ala 

Gly Asn 

Trp Phe 

Asp Leu 
180 
Arg lie 
195 

Tyr Arg 

Ala Tyr 

Ala Gin 

Thr Thr 
260 
Trp Leu 
275 



Arg Arg 

Ala Tyr 

Gin Arg 
ISO 
Ala lie 
165 

Pro Pro 

Ala Leu 

Asp Ala 

Phe Ser 
230 
Pro Ser 

245 

Pro Ala 

Ser Pro 



Pro Lys 
120 
Tyr Tyr 
135 

He Ser 

Arg Gly 

Arg Lys 

Leu Glu 
200 
Val Thr 
215 

Thr Pro 

Glu Lys 

Pro Lys 

Arg Val 
280 



He Leu Ala Gin 
Gin Arg 
Gly Val 



Val Val 
170 
Pro His 
185 

Gly Phe 

Pro Gin 

Pro Ala 

Pro Ser 
250 
Lys Pro 
265 

Ser Pro 



Gin Asp 
140 
Cys He 
155 

Leu Leu 



Asp Cys 

Asn Phe 

Glu Arg 
220 
Gin Arg 
235 

Ser Pro 
Gly Asn 
Pro Ala 



Thr Ala 
125 

Val Glu 

His Pro 

Pro Gly 

Val Pro 
190 
His Trp 
205 

Tyr Ser 

Leu Ala 

Ser Pro 

Pro Ser 
270 
Ser Pro 
285 



Ala His 

Ala Asp 

Arg Phe 
160 
He Glu 
175 

Thr Arg 

Arg Asp 

Glu Glu 

Leu Leu 
240 
Asp Leu 
255 

Arg Ala 
Gly Pro 



<210> 3349 

<211> 1132 

<212> DNA 

<213> Homo sapiens 



<400> 3349 

nnaaaatcgg ggcacggtca 
60 

ccggaagccg cgcctgcacc 
120 

tcggcccaaa gaaaacctgg 
180 

cgaggcgctt cctctcaggc 
240 

tctttaggcc ggaatcgact 
300 

aagaagctgt ttgaagagga 
360 

accaaggcag gtgaggcgac 
420 

aagaacaatg tcaaatggga 
480 

cttggtgttg tggttgcccc 
540 

ggcgagtatt ggtgtgaggc 
600 

gtcgtgaact ttgagaagcc 
660 

gccaaggcta tggcccccac 
720 



tcgtggagcg ctggtggaag 
ggcgacatcg cgtctataag 
agctcaccct gacgcagtcg 
tgatgttgga gtccggggtg 
ccttcctcag ggactggctg 
gaaattgctg agacaagaag 
agtgaaattt ctaaaaagct 
gctgaaccct gaaatagttg 
acatacatta aagttaccag 
gacggtaaat gggcttgata 
caagaccaaa agatataagt 
cagcccccag atctaaatct 



gtaccgctgg ccggggaggg 
ctggtggagg acacgaagca 
gtggagagta aggcccgggc 
acctggtctc agtgaagaaa 
tatatgcatc ccctgaaaac 
gaaaattaga gaagatccag 
gtcgcctgga ggtagggatg 
cccgccactt ctttaagaat 
cagagcctat cacacggtgg 
ctgtgagagt gcctatgtct 
accggttagc ccagcaagct 
actctccctc caaggcagca 
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aagcagaatc gggagcagtg gagcagaaat gtgcaagcac cctgatctca ctcccagctc 
780 

tgaccaaata cagaatttta gagaacatct gaagacatca gactgcactg cgtatacatg 
840 

ttgaattctt catttttgcc atctttaact gtcatcactg gggcagggaa gtcctgttcc 
900 

agaagtacca ggctgtagat ttgataagct agatgcagta gaccgaaacc atccaaaacc 
960 

tgcttagctt cttcctccat tggagtttat tgggacaaac aggagagcca gccattgtct 
1020 

ccagtacttg cctcattctc atcatccaaa ctgaacattt gtatcccaag cagaaataaa 
1080 

gagaatatgt tctttttaaa aaaaaaaaaa aaaaaaaaaa aaaaaaattg gc 
1132 

<210> 3350 
<211> 174 
<212> PRT 

<213> Homo sapiens 
<400> 3350 

Gly Pro Gly Arg Gly Ala Ser Ser Gin Ala Asp Val Gly Val Arg Gly 

15 10 15 

Asp Leu Val Ser Val Lys Lys Ser Leu Gly Arg Asn Arg Leu Leu Pro 

20 25 30 

Gin Gly Leu Ala Val Tyr Ala Ser Pro Glu Asn Lys Lys Leu Phe Glu 

35 40 45 

Glu Glu Lys Leu Leu Arg Gin Glu Gly Lys Leu Glu Lys lie Gin Thr 

50 55 €0 

Lys Ala Gly Glu Ala Thr Val Lys Phe Leu Lys Ser Cys Arg Leu Glu 
65 70 75 80 

Val Gly Met Lys Asn Asn Val Lys Trp Glu Leu Asn Pro Glu lie Val 

85 90 95 

Ala Arg His Phe Phe Lys Asn Leu Gly Val Val Val Ala Pro His Thr 

100 105 110 

Leu Lys Leu Pro Ala Glu Pro lie Thr Arg Trp Gly Glu Tyr Trp Cys 

115 120 125 

Glu Val Thr Val Asn Gly Leu Asp Thr Val Arg Val Pro Met Ser Val 

130 135 140 

Val Asn Phe Glu Lys Pro Lys Thr Lys Arg Tyr Lys Tyr Trp Leu Ala 
145 150 155 160 

Gin Gin Ala Ala Lys Ala Met Ala Pro Thr Ser Pro Gin He 
165 170 

<210> 3351 

<211> 1422 

<212> DNA 

<212> Homo sapiens 

<400> 3351 

nnggaataca gaagagaaac tagaaatata cgtattttgt ttcacatttg aacagtcatt 
60 

cttgaggaat actccatacc tgagtagaca gccatgtggc catcgcagct actaattttc 
120 
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atgatgctct tagctccaat 
180 

gctgctgcgc cgcgatgcgc 
240 

cttcagcagc cagctgcaga 
300 

gctggaggag ttcgtgttcc 
360 

ttcccttcag gagcttcaac 
420 

ggactctgtt cggcagatta 
480 

tgacagccgg atgagcttgt 
540 

cccggcgctg gagtgtgctg 
GOO 

gttagccaag gcccttgtag 
660 

gaagcagata ttcagtgcca 
720 

gctctatgac ctgtcatcag 
780 

cacctggatt tttgaggacc 
840 

ggccaatctg ccaataggat 
900 

cgtgaaggca cccctggctt 
960 

cagcaacaag gtcacaaagg 
1020 

ctcaaaactc cacctcagcg 
1080 

gaagaatctg tatgggcgcc 
1140 

ggagatcaac aggttggcgg 
1200 

ctcgctggac cggctggcgc 
1260 

cacgagagat gaccttagaa 
1320 

ggtgatctcg ggtcccgtgc 
1380 

ccacatccac acgcccccgc 
1422 

<210> 3352 
<211> 97 
<212> PRT 

<213> Homo sapiens 
<400> 3352 

Met Trp Pro Ser Gin L< 

1 5 
lie His Gly Gly Lys H: 



aattcatggt ggcaagcaca 
tgagcgccgc caaggaggtg 
gcgcgccgct gcccatcgtg 
aggtgcccaa ggagcgcagc 
ttcttgaaat catgtgcaat 
ttttttcatc ccttttcagc 
tgggaaaact ggtctccatg 
cctcctggct tcagcggacg 
atgactactg ctgtttggtg 
gcccgagatt ctgctgccag 
atgacctcat tccacctatg 
caaggttgat tctcatcact 
tcttagagct caccccgctc 
ataaaaggaa aaagaagccc 
acccgggcgt ggggatggac 
tcctgcaagt gctcatgacg 
tggggctgat cctcttcgac 
atgaactgaa ccccctcaac 
aggctctgca ggtggccatg 
ccttgttctc caggctcccc 
agcagtcgcc tcacgccgcg 
tgggctacgg ggctgtcccc 



:u Leu lie Phe Met Met 
10. 

s Ser Glu Arg His Pro 



gtgaacgaca tcctgccctc 
ttgtaccacc tggacatcta 
gacaagggcc ccgtggagct 
gcgcagccca agagactgaa 
tatttccagg agcaaaccaa 
cctcaaggga acaaagccga 
gcggtggctg tgtgtcgaat 
cccgtggttt actgtgtgag 
ccgggatcca ttcagacgct 
ttcatcacct ccgttaccgc 
gacttgcttg aaatgattgt 
tttttaaata ctccgattgc 
gttggattga tccgctggtg 
cccttatcca atggccatgt 
agagactccc acctcttgta 
ctgcagctgc acctgaccga 
cacatggtcc cgctggtaga 
gcctcccagg agattgagct 
gcctcaggag ctctgctgtg 
cgtaataacc tcctccagct 
ctccccccgg ggttctaccc 
cc 



Leu Leu Ala Pro lie 

15 

Ala Leu Ala Ala Ala 
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20 25 30 

Pro Arg Cys Ala Glu Arg Arg Gin Gly Gly Val Val Pro Pro Gly His 

35 40 45 

Leu Leu Gin Gin Pro Ala Ala Glu Arg Ala Ala Ala His Arg Gly Gin 

50 55 60 

Gly Pro Arg Gly Ala Ala Gly Gly Val Arg Val Pro Gly Ala Gin Gly 
65 70 75 80 

Ala Gin Arg Ala Ala Gin Glu Thr Glu Phe Pro Ser Gly Ala Ser Thr 
85 90 95 

Ser 



<210> 3353 

<211> 420 

<212> DNA 

<213> Homo sapiens 

<400> 3353 

nngaagctat cctcatcctc ttcccgacct cggtcctgtg aagtccctgg aattaacatc 
60 

tttccatctc ctgaccagcc tgccaatgtg cctgtcctcc cacctgccat gaacacgggg 
120 

ggctccctac ctgacctcac caacctgcac tttcccccac cactgcccac ccccctggac 
180 

cctgaagaga cagcctaccc tagcctgagt gggggcaaca gtacctccaa cttgacccac 
240 

accatgactc acctgggcat cagcaggggc atgggcctgg gcccaggcta tgatgcacca 
300 

gggcgtcccc ctggatacca gtaaactgtc cactgaccag cggttacccc catacccata 
360 

cagttcccca agtttggtnt ctgcttaccc agccccacac cccaaagttt taacagcagc 
420 

<210> 3354 
<211> 107 
<212> PRT 

<213> Homo sapiens 
<400> 3354 

Xaa Lys Leu Ser Ser Ser Ser Ser Arg Pro Arg Ser Cys Glu Val Pro 

15 10 15 

Gly lie Asn He Phe Pro Ser Pro Asp Gin Pro Ala Asn Val Pro Val 

20 25 30 

Leu Pro Pro Ala Met Asn Thr Gly Gly Ser Leu Pro Asp Leu Thr Asn 

35 40 45 

Leu His Phe Pro Pro Pro Leu Pro Thr Pro Leu Asp Pro Glu Glu Thr 

50 55 60 

Ala Tyr Pro Ser Leu Ser Gly Gly Asn Ser Thr Ser Asn Leu Thr His 
65 70 75 80 

Thr Met Thr His Leu Gly He Ser Arg Gly Met Gly Leu Gly Pro Gly 

85 90 95 

Tyr Asp Ala Pro Gly Arg Pro Pro Gly Tyr Gin 
100 105 
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<210> 3355 
<211> 474 
<212> DNA 

<213> Homo sapiens 
<400> 3355 

gaacagccag ttgaacctga tggccccctt cctggctcag acaataacca agaaaagaaa 
60 

gtaagattat ctccagccaa aatgtcaacc aagaattcta cagatctagt tgaatatgtt 
120 

gacaagagtc atgcttttct ccccatcatt ccaaacaccc agagaggtca gctagaagac 
180 

agactgaaca accaggcgcg taccatagct ttccttcttg aacaagcctt ccgcatcaag 
240 

gaggacatct ctgcttgcct gcaggggacc catggctttc gaaaagagga atcgctcgcc 
300 

aggaagttac tggaaagcca catccagacc atcaccagca tcgtcaaaaa actcagccaa 
360 

aatattgaga ttttagaaga ccaaataaga gctcgagatc aggcggccac aggaactaac 
420 

tttgcagtac acgagataaa catcaaacac ctacaaggag ttgggagatc tttc 
4 74 

<210> 3356 
<211> 131 
<212> PRT 

<213> Homo sapiens 
<400> 3356 

Met Ser Thr Lys Asn Ser Thr Asp Leu Val Glu Tyr Val Asp Lys Ser 

15 10 15 

His Ala Phe Leu Pro Tie lie Pro Asn Thr Gin Arg Gly Gin Leu Glu 

20 25 30 

Asp Arg Leu Asn Asn Gin Ala Arg Thr lie Ala Phe Leu Leu Glu Gin 

35 40 45 

Ala Phe Arg lie Lys Glu Asp lie Ser Ala Cys Leu Gin Gly Thr His 

50 55 60 

Gly Phe Arg Lys Glu Glu Ser Leu Ala Arg Lys Leu Leu Glu Ser His 
65 70 75 80 

He Gin Thr He Thr Ser He Val Lys Lys Leu Ser Gin Asn He Glu 

35 90 95 

He Leu Glu Asp Gin He Arg Ala Arg Asp Gin Ala Ala Thr Gly Thr 

100 105 HO 

Asn Phe Ala Val His Glu He Asn He Lys His Leu Gin Gly Val Gly 

115 120 125 

Arg Ser Phe 
130 

<210> 3357 
<211> 2268 
<212> DNA 

<213> Homo sapiens 
<400> 3357 
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nnggagcccc tggtctgact 
60 

agcagccatt atggatttgg 
120 

agggcctata aaaataattc 
180 

aagaaaaccg catcctggat 
240 

tttccccata gataggtagc 
300 

cctctgtact ggggagtcac 
360 

gtgtcggtgc tgctggtggc 
420 

ctgccgccga ggacatgggt 
480 

agaaacatta ccaaggtcct 
540 

acagccaaaa aactgggtgt 
600 

atgcatgcag atatggcaga 
660 

tacctatcta tggagaaaat 
720 

ccaggatgcg gtcctctttc 
780 

attattttta taggccctcc 
840 

aaatccataa tggctgctgc 
900 

tcagaccagt gcctgaagga 
960 

gtccggggtg gaggaggaaa 
1020 

cagttagagt cagcacggag 
X080 

gagaagtttg tagacacacc 
1140 

aatgctgtgt acttgtttga 
1200 

gaggaggccc cagcgcctgg 
1260 

gtcagagctg ctaaagctgt 
1320 

tcaaaacata atttctgttt 
1380 

actgagatga tcacaggaac 
1440 

aagattcctt tgagccagga 
1500 

tatgcagaag atcctagcaa 
1560 

actcctcgag cagacccttc 
1620 



ggtcctcacc atgataaccc 
atgtgccctt tatacccatg 
cttcttgcct acaaagttca 
ggatagcctg tgcagcagag 
tctgctggga ggaacgggtt 
ggagtggccg ggctccaggg 
ggcggagagg aaccggtggc 
gtggaggcaa agaaccatga 
cattgcaaac agaggagaaa 
acagactgtg gcggtttata 
tgaagcatat tccatcggcc 
cattcaagtg gccaagacct 
agaaaacatg gaatttgctg 
tccatctgca attagagaca 
tggagtacct gttgtggagg 
acacgccagg agaattggct 
aggaatgagg attgttagat 
agaagctaag aagtctttca 
gaggcatgta gaagtccagg 
aagagactgc agtgtgcaga 
tattaaatct gaagtaagaa 
aaattatgtt ggagcaggga 
catggagatg aacacaaggc 
tgacttggtg gagtggcagc 
agaaataact ctgcagggcc 
taacttcatg cctgtggcag 
caccaggatt gaaactggag 



tccacaacag gtactccagc 
tctctaattg cagatggagg 
gcaaattcca tgttttctga 
gtcttggcca cttgaatgat 
tggcgtgtgg gacgcagctg 
acatggcggc ggcctctgcg 
atcgtctccc gagcctgctc 
agtacacaac agccacagga 
ttgcctgcag ggtgatgcgc 
gtgaggctga cagaaattcc 
ccgctccctc ccagcagagc 
ctgctgcaca ggctatccat 
aactttgtaa gcaagaagga 
tgggtataaa gagcacatcc 
gttatcatgg tgaggaccaa 
atcctgtcat gattaaagcc 
cagaacaaga atttcaagaa 
atgatgatgc tatgctgatc 
tgtttggtga tcaccatggc 
ggcgacatca gaagatcatt 
aaaagctggg agaagctgca 
ctgtggagtt tattatggac 
tgcaagtgga acatcctgtt 
ttagaactgc agcaggagag 
atgccttcga agctagaata 
gcccattagt gcacctctct 
tacggcaagg agacgaagtt 
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tccgtgcatt atgaccccat gattgcgaag 
1680 

gcattgacaa aactgaggta cagccttcgt 
1740 

attgacttct tactcaacct gtctggccac 
1800 

gatttcatcc ctcaacacca caaacagttg 
1860 

tctttatgcc aggcagccct gggtctcatc 
1920 

actcttcagg cacatgatca attctctcca 
1980 

atctcgtata ccagaaacat gactcttaaa 
2040 

taatcaacca tttccatact catgtaatct 
2100 

ttccagacca ctacaataaa atgtagccat 
2160 

tagcatgcag attgaagata aaactttcca 
2220 

ctgcacttac ctgaaatgtt ctgttaatgg 
2268 



ctggtcgtgt gggcagcaga tcgccaggcg 
cagtacaata ttgttggact gcacaccaac 
ccagagtttg aagctgggaa cgtgcacact 
ttgctcagtc ggaaggctgc agccaaagag 
ctcaaggaga aagccatgac cgacactttc 
ttttcgtcta gcagtggaag aagactgaat 
gatggtaaaa acagttttcg tctcctcgga 
aggcatactc tggagttatt acaggtttgg 
agctgtaacg tataaccatg atgggtctta 
agtccttggt aatctttaca gcgagggaga 
agttgctagt aaagcgaa 



<210> 3358 

<211> 493 

<212> PRT 

<213> Homo sapiens 



<400> 3358 
Gin Thr Val Ala 
1 

Asp Met Ala Asp 
20 

Ser Tyr Leu Ser 
35 

Ala Gin Ala He 
50 

Phe Ala Glu Leu 
65 

Pro Ser Ala He 

Met Ala Ala Ala 
100 

Gin Ser Asp Gin 
115 

Val Met He Lys 
130 

Val Arg Ser Glu 
145 

Glu Ala Lys Lys 

Val Asp Thr Pro 
130 

Gly Asn Ala Val 



Val Tyr Ser Glu 
5 

Glu Ala Tyr Ser 

Met Glu Lys He 
40 

His Pro Gly Cys 
55 

Cys Lys Gin Glu 
70 

Arg Asp Met Gly 
85 

Gly Val Pro Val 

Cys Leu Lys Glu 
120 

Ala Val Arg Gly 
135 

Gin Glu Phe Gin 
150 

Ser Phe Asn Asp 
165 

Arg His Val Glu 
Tyr Leu Phe Glu 



Ala Asp Arg Asn 
10 

He Gly Pro Ala 
25 

He Gin Val Ala 

Gly Phe Leu Ser 
60 

Gly He He Phe 
75 

He Lys Ser Thr 
90 

Val Glu Gly Tyr 
105 

His Ala Arg Arg 

Gly Gly Gly Lys 
140 

Glu Gin Leu Glu 
155 

Asp Ala Met Leu 
170 

Val Gin Val Phe 
185 

Arg Asp Cys Ser 



Ser Met His Val 
15 

Pro Ser Gin Gin 
30 

Lys Thr Ser Ala 
45 

Glu Asn Met Glu 

He Gly Pro Pro 
80 

Ser Lys Ser He 
95 

His Gly Glu Asp 
110 

He Gly Tyr Pro 
125 

Gly Met Arg He 

Ser Ala Arg Arg 
160 

He Glu Lys Phe 
175 

Gly Asp His His 
190 

Val Gin Arg Arg 
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195 200 205 

His Gin Lys He lie Glu Glu Ala Pro Ala Pro Gly He Lys Ser Glu 

210 215 220 

Val Arg Lys Lys Leu Gly Glu Ala Ala Val Arg Ala Ala Lys Ala Val 
225 230 235 240 

Asn Tyr Val Gly Ala Gly Thr Val Glu Phe He Met Asp Ser Lys His 

245 250 255 

Asn Phe Cys Phe Met Glu Met Asn Thr Arg Leu Gin Val Glu His Pro 

260 265 270 

Val Thr Glu Met He Thr Gly Thr Asp Leu Val Glu Trp Gin Leu Arg 

275 280 285 

He Ala Ala Gly Glu Lys He Pro Leu Ser Gin Glu Glu He Thr Leu 

290 295 300 

Gin Gly His Ala Phe Glu Ala Arg lie Tyr Ala Glu Asp Pro Ser Asn 
305 310 315 320 

Asn Phe Met Pro Val Ala Gly Pro Leu Val His Leu Ser Thr Pro Arg 

325 330 335 

Ala Asp Pro Ser Thr Arg He Glu Thr Gly Val Arg Gin Gly Asp Glu 

340 345 350 

Val Ser Val His Tyr Asp Pro Met He Ala Lys Leu Val Val Trp Ala 

355 360 365 

Ala Asp Arg Gin Ala Ala Leu Thr Lys Leu Arg Tyr Ser Leu Arg Gin 

370 375 380 

Tyr Asn He Val Gly Leu His Thr Asn lie Asp Phe Leu Leu Asn Leu 
385 390 395 400 

Ser Gly His Pro Glu Phe Glu Ala Gly Asn Val His Thr Asp Phe He 

405 410 415 

Pro Gin His His Lys Gin Leu Leu Leu Ser Arg Lys Ala Ala Ala Lys 

420 425 430 

Glu Ser Leu Cys Gin Ala Ala Leu Gly Leu He Leu Lys Glu Lys Ala 

435 440 445 

Met Thr Asp Thr Phe Thr Leu Gin Ala His Asp Gin Phe Ser Pro Phe 

450 455 460 

Ser Ser Ser Ser Gly Arg Arg Leu Asn He Ser Tyr Thr Arg Asn Met 
465 470 475 480 

Thr Leu Lys Asp Gly Lys Asn Ser Phe Arg Leu Leu Gly 
485 490 

<210> 3359 

<211> 652 

<212> DNA 

<213> Homo sapiens 

<400> 3359 

ntccggacgt aatcgtggtt tttgttctgc aataggcggc ttagagggag gggctttttc 
60 

gcctatacct actgtagctt ctccacgtat ggaccctaaa ggctactgct gctactacgg 
120 

ggctagacag ttactgtctc agctctagga tgtgcgttct tccactagaa gctcttctga 
180 

gggaggtaat taaaaaacag tggaatggaa aaacagtgct gtagtcatcc tgtaatatgc 
240 

tccttgtcaa caatgtatac attcctgcta ggtgccatat tcattgcttt aagctcaagt 
300 
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cgcatcttac tagtgaagta ttctgccaat gaagaaaaca agtatgatta tcttccaact 
360 

actgtgaatg tgtgctcaga actggtgaag ctagttttct gtgtgcttgt gtcattctgt 
420 

gttataaaga aagatcatca aagtagaaat ttgaaatatg cttcctggaa ggaattctct 
480 

gatttcatga agtggtccat tcctgccttt ctttatttcc tggataactt gattgtcttc 
540 

tatgtcctgt cctatcttca accagccatg gctgttatct tctcaaattt tagcattata 
600 

acaacagctc ttctattcag gatagtgctg aagaggcgtc taaactggat cc 
652 



<210> 3360 

<211> 149 

<212> PRT 

<213> Homo sapiens 



<400> 3360 
Met Glu Lys Gin 
1 

Met Tyr Thr Phe 
20 

Arg lie Leu Leu 
35 

Tyr Leu Pro Thr 
50 

Phe Cys Val Leu 
65 

Arg Asn Leu Lys 

Trp Ser lie Pro 
100 

Tyr Val Leu Ser 
115 

Phe Ser He He 
130 

Arg Leu Asn Trp 
145 



Cys Cys Ser His 
5 

Leu Leu Gly Ala 

Val Lys Tyr Ser 
40 

Thr Val Asn Val 
55 

Val Ser Phe Cys 
70 

Tyr Ala Ser Trp 
85 

Ala Phe Leu Tyr 

Tyr Leu Gin Pro 
120 

Thr Thr Ala Leu 
135 

He 



Pro Val He Cys 
10 

He Phe He Ala 
25 

Ala Asn Glu Glu 

Cys Ser Glu Leu 
60 

Val He Lys Lys 
75 

Lys Glu Phe Ser 
90 

Phe Leu Asp Asn 

105 

Ala Met Ala Val 

Leu Phe Arg He 
140 



Ser Leu Ser Thr 
15 

Leu Ser Ser Ser 
30 

Asn Lys Tyr Asp 
45 

Val Lys Leu Val 

Asp His Gin Ser 
80 

Asp Phe Met Lys 
95 

Leu He val Phe 
no 

He Phe Ser Asn 
125 

Val Leu Lys Arg 



<210> 3361 

<211> 1040 

<212> DNA 

<213> Homo sapiens 



<400> 3361 

nntccggatg gtctggcgcg ctgggctcgc taggtttgtg ctggcgaggg gacggggtgg 
60 

gacgggcgac ccggacccaa gaagtgggag gaccgcgcgt gtcgcggcct agcggcgagg 
120 

ggagtcgcct gcgcgcgcag cggaggccag tgcgccggcg catagcgagc ccgggtctgt 
180 

gatcgccgag gcgggagtga agatagtcca agtcctaaga gacagcgcct ctctcattca 
240 
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gtctttgatt 
300 

acatcaaata 
360 

tgcaacacac 
420 

gatcgtctgt 
480 

gcacagcagc 
540 

ctgctacatc 
600 

cagctccatc 
660 

attccactct 
720 

tctgtggttt 
780 

gcatgttcag 
840 

gatccatttc 
900 

ccaggccagt 
960 

aatgaagtgg 
1020 

ttaataaata 
1040 



atacatcagc 
ggcagccccc 
ctgcacgcaa 
ctcgacataa 
aagcaataga 
ctgctgctca 
aaggaacagt 
gcacaggcca 
tcagtggaca 
ttcagcactt 
ttatacatcc 
ttgtcccttt 
aactcttagg 
tctcaactcc 



atcaccagct 
ttcagttcga 
cagaagaagt 
ttccattagt 
ggagcctcga 
tccaccccag 
ccctgtttct 
gcacatccct 
gcacctccct 
accagtacca 
tcctcacctt 
ccaaacacag 
agaacatctt 



ccctcaccac 
ccaagccaac 
cctcctgtca 
caagatgaaa 
gccttccacc 
cagaatgcag 
tacacagtaa 
gcttgtagta 
gtctgtagtg 
tatgctgcat 
tctccccatc 
caatcacgat 
ccaggagccc 



caatgcgacc 
atcacttctc 
ggcgccagag 
actatcacca 
ctccgaatgt 
tcatggttga 
caacagtggc 
cacagcaggt 
tgcctcctcc 
tcccacccct 
atcctcctca 
cgcctctgca 
acccccagca 



atgggagatg 
aggggaacga 
aggaagaagg 
tctcccttac 
atctccccgt 
catacatgat 
accacatggg 
cccaggatgc 
aatgcttcag 
tatttctagt 
tttgccacca 
aaggatagaa 
cccccatctg 



<210> 3362 

<211> 252 

<212> PRT 

<213> Homo sapiens 



<400> 3362 

Met Arg Pro Trp Glu Met Thr Ser Asn Arg Gin Pro Pro Ser Val Arg 

15 10 15 

Pro Ser Gin His His Phe Ser Gly Glu Arg Cys Asn Thr Pro Ala Arg 

20 25 30 

Asn Arg Arg Ser Pro Pro Val Arg Arg Gin Arg Gly Arg Arg Asp Arg 

35 40 45 

Leu Ser Arg His Asn Ser lie Ser Gin Asp Glu Asn Tyr His His Leu 

50 55 60 

Pro Tyr Ala Gin Gin Gin Ala He Glu Glu Pro Arg Ala Phe His Pro 
65 70 75 80 

Pro Asn Val Ser Pro Arg Leu Leu His Pro Ala Ala Kis Pro Pro Gin 

85 90 95 

Gin Asn Ala Val Met Val Asp He His Asp Gin Leu His Gin Gly Thr 

100 105 110 

Val Pro Val Ser Tyr Thr Val Thr Thr Val Ala Pro His Gly He Pro 

115 120 125 

Leu Cys Thr Gly Gin His He Pro Ala Cys Ser Thr Gin Gin Val Pro 

130 135 140 

Gly Cys Ser Val Val Phe Ser Gly Gin His Leu Pro Val Cys Ser Val 
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145 

Pro Pro Pro Met Leu 
1S5 

Tyr Ala Ala Phe Pro 
180 

Pro Pro His Leu Ser 
195 

Gin Phe Val Pro Phe 
210 

lie Glu Asn Glu val 
225 

Pro Gin His Pro His 
245 

<210> 3363 
<211> 718 
<212> DNA 
<213> Homo sapiens 

<400> 3363 

cagaaggacc ccaggatggc ggtcatcatg cccaggaacg ttggtgatgg ggaatgggtt 
60 

ggccagcatg atcagggacc ccgtcatgcc catgattttt tgggtggcat tggcgaccga 
120 

gtagctcagg agtgtctccg gagcccactg gagaagcccc ccaacggcct cctcttcccc 
180 

cagcacgggg actatcagta cggccgcaac aacatctaaa cagaccactt ccaatacagc 
240 

cggcagagct acccaaactc gtacagtttg aaccgctatg atgtgtagag tccaaaggac 
300 

aggaccagac tgttggtgac tccttccccg gcccccacag cagtatcaga aacttctgac 
360 

aatcagtgaa tgtacaaccc agccgagggg acggtgcata actctccatc agaagccctg 
420 

gggttcctgg ccccccgtga gccgcaggag gatgcgttgc ctgcagtgca gacggccgtg 
480 

agctctgggc aaacctaaac agagaccagt gtcccatgct ctttcttcct ggagcctgtc 
540 

atctgagggc cgtgtccctg cggagatctt ggccacgttg tacctttcca tgtggaatta 
600 

ttccccaagc agtgtagctc agagcacttg tgtctgcatt ccagataaca ttcaggacct 
660 

gtgtgaaaag ctggggtcac tgtggctgta gaccatgaac tggcagtggg ggtgtcca 
718 

<210> 3364 
<211> 163 
<212> PRT 
<213> Homo sapiens 

<400> 3364 

Met Gly His Trp Ser Leu Phe Arg Phe Ala Gin 

1 5 10 

Ala Leu Gin Ala Thr His Pro Pro Ala Ala His 



150 155 160 

Gin Ala Cys Ser Val Gin His Leu Pro Val Pro 

170 175 
Pro Leu lie Ser Ser Asp Pro Phe Leu lie His 

185 190 
Pro His His Pro Pro His Leu Pro Pro Pro Gly 

200 205 
Gin Thr Gin Gin Ser Arg Ser Pro Leu Gin Arg 

215 220 
Glu Leu Leu Gly Glu His Leu Pro Gly Ala His 
230 235 240 

Leu Leu lie Asn He Ser Thr 
250 



Ser Ser Arg Pro Ser 
15 

Gly Gly Pro Gly Thr 
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20 




25 






30 


Pro Gly 


Leu 


Leu 


Met 


Glu Ser Tyr Ala Pro 


Ser 


Pro 


Arg Leu Gly Cys 




35 






40 






45 


Thr Phe 


Thr, 


Asp 


Cys 


Gin Lys Phe Leu lie 


Leu 


Leu 


Trp Gly Pro Gly 


50 








55 




60 




Lys Glu 


Ser 


Pro 


Thr 


Val Trp Ser Cys Pro 


Leu 


Asp 


Ser Thr His His 


65 








70 


75 




80 


Ser Gly 


Ser 


Asn 


Cys 


Thr Ser Leu Gly Ser 


Ser 


Ala 


Gly Cys lie Gly 








85 


90 






95 


Ser Gly 


Leu 


Phe 


Arg 


Cys Cys Cys Gly Arg 


Thr 


Asp 


Ser Pro Arg Ala 






100 




105 






110 


Gly Gly 


Arg 


Gly 


Gly Arg Trp Gly Ala Ser 


Pro 


Val 


Gly Ser Gly Asp 




115 






120 






125 


Thr Pro 


Glu 


Leu 


Leu Gly Arg Gin Cys His 


Pro 


Lys Asn His Gly His 


130 








135 




140 




Asp Gly 


Val 


Pro 


Asp 


His Ala Gly Gin Pro 


He 


Pro 


His His Gin Arg 


145 








150 


155 




160 


Ser Trp 


Ala 















<210> 3365 
<211> 2389 
<212> DNA 

<213> Homo sapiens 
<400> 3365 

gcaggaagat ggcggcggta gcggaggtgt gagtggacgc gggactcagc ggccggattt 
60 

tctcttccct tcttttccct tttccttccc tatttgaaat tggcatcgag ggggctaagt 
120 

tcgggtggca gcgccgggcg caacgcaggg gtcacggcga cggcggcggc ggctgacggc 
180 

tggaagggta ggcttccttc accgctcgtc ctccttcctc gctccgctcg gtgtcaggcg 
240 

cggcggcggc gcggcgggcg gacttcgtcc ctcctcctgc tcccccccac accggagcgg 
300 

gcactcttcg cttcgccatc ccccgaccct tcaccccgag gactgggcgc ctcctccggc 
360 

gcagctgagg gagcgggggc cggtctcctg ctcggttgtc gagcctccat gtcggataat 
420 

cagaactgga actcgtcggg ctcggaggag gatccagaga cggagtctgg gccgcctgtg" 
480 

gagcgctgcg gggtcctcag taagtggaca aactacattc atgggtggca ggatcgttgg 
540 

gtagttttga aaaataatgc tctgagttac tacaaatctg aagacgaaac agagtatggc 
600 

tgcagaggat ccatctgtct tagcaaggct gtcatcacac ctcacgattt tgatgaatgt 
660 

cgatttgata ttagtgtaaa tgatagtgtt tggtatcttc gtgctcagga tccagatcat 
720 

agacagcaat ggatagatgc cattgaacag cacaagactg aatctggata tggatctgaa 
780 

tccagcttgc gtcgacatgg ctcaatggtg tccctggtgt ctggagcaag tggctactct 
840 
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gcaacatcca cctcttcatt caagaaaggc 
900 

gaaacattta gagacatctt atgtagacaa 
960 

tgtgctgatg ctgtctctaa ggatgaactt 
1020 

gatgactttc ctacaacgcg ttctgatggt 
1080 

gaaaagttat ttccacatgt gacaccaaaa 
1140 

gcgataactt ttaaagcaac tactgctgga 
1200 

ctaatggtta aacgtgagga cagcLggcag 
1260 

agaagaacag aggaagcata taaaaatgca 
1320 

ggaggaccag attatgaaga aggccctaac 
1380 

gctgtcgaag ctgctcttga cagacaagat 
1440 

gtgagatcac attggcctac atccttgccc 
1500 

catagatttg tccaaaagcc ctatagtcgc 
1560 

agtgcctctg atgatgttca cagattcagc 
1620 

atgacttact cattacagga tgtaggcgga 
1680 

ggagaaatga aggtatacag aagagaagta 
1740 

aaagctaccc atgcagttaa aggcgtcaca 
1800 

gttgacgttc gcaatgactg ggaaacaact 
1860 

gctgacaatg caatcatcat ttatcaaaca 
1920 

gacgtattat atctttctgt cattcgaaag 
1980 

acttggatag tttgtaattt ttctgtggat 
2040 

gtccgtgcca aaataaatgt tgctatgatt 
2100 

aaccaggaaa ttagcaggga caacattcta 
2160 

cctggaggat gggcaccagc ctcagtgtta 
2220 

tttctaaaac gttttacttc ttacgtccaa 
2280 

tagtattaac aggtactaga agatatgttt 
2340 

gactgtcaat actaaaattt agttgttgaa 
2389 

<210> 3366 



cacagtttac gtgagaagtt ggctgaaatg 
gttgacacgc tacagaagta ctttgatgcc 
caaagggata aagtggtaga agatgatgaa 
gacttcttgc atagtaccaa cggcaataaa 
ggaattaatg gtatagactt taaaggggaa 
atccttgcaa cactttctca ttgtattgaa 
aagagactgg ataaggaaac tgagaagaaa 
atgacagaac ttaagaaaaa atcccacttt 
agtctgatta atgaagaaga gttctttgat 
aaaatagaag aacagtcaca gagtgaaaag 
tctggagatg ccttttcttc tgtggggaca 
tcttcctcca tgtcttccat tgatctagtc 
tcccaggttg aagagatggt gcagaaccac 
gatgccaatt ggcagttggt tgtagaagaa 
gaagaaaatg ggattgttct ggatccttta 
ggacatgaag tctgcaatta tttctggaat 
atagaaaact ttcatgtggt ggaaacatta 
cacaagaggg tgtggcctgc ttctcagcga 
ataccagcct tgactgaaaa tgaccctgaa 
cacgacagtg ctcctctaaa caaccgatgc 
tgtcaaacct tggtaagccc accagaggga 
tgcaagatta catatgtagc taatgtgaac 
agggcagtgg caaagcgaga gtatcctaaa 
gaaaaaactg caggaaagcc tattttgttc 
tatcttctct taactttatt tgactaatat 
agtatttact atgtttttt 



2546 



WO 00/58473 



PCT/USOO/08621 



<211> 624 
<212> PRT 

<213> Homo sapiens 



<400> 3366 



Met 


Ser 


Asp 


Asn 


Gin 


Asn 


Trp 


Asn 


Ser 


Ser Gly 


Ser 


Glu 


Glu 


Asp 


Pro 


1 








5 










10 








15 




Glu 


Thr 


Glu 


Ser 


Gly 


Pro 


Pro 


Val 


Glu 


Arg Cys Gly Val 


Leu 


Ser 


Lys 








20 










25 








30 






Trp Thr 


Asn 


Tyr 


He 


His Gly Trp 


Gin Asp Arg Trp Val 


Val 


Leu 


Lys 






35 










40 








45 








Asn 


Asn 


Ala 


Leu 


Ser 


Tyr 


Tyr 


Lys 


Ser 


Glu Asp 


Glu 


Thr 


Glu 


Tyr 


Gly 




50 










55 








60 










Cys 


Arg 


Gly 


Ser 


He 


Cys 


Leu 


Ser 


Lys 


Ala Val 


He 


Thr 


Pro 


His 


Asp 


65 










70 








75 










80 


Phe 


Asp 


Glu 


Cys 


Arg 


Phe 


Asp 


He 


Ser 


Val Asn 


Asp 


Ser 


Val 


Trp 


Tyr 










85 










90 








95 




Leu 


Arg 


Ala 


Gin 


Asp 


Pro 


Asp 


His 


Arg 


Gin Gin 


Trp 


He 


Asp 


Ala 


He 








100 










105 








110 






Glu 


Gin 


His 


Lys 


Thr 


Glu 


Ser Gly 


Tyr 


Gly Ser 


Glu 


Ser 


Ser 


Leu 


Arg 






115 










120 








125 








Arg 


His 


Gly 


Ser 


Met 


Val 


Ser 


Leu 


Val 


Ser Gly Ala 


Ser Gly Tyr 


Ser 




130 










135 








140 










Ala 


Thr 


Ser 


Thr 


Ser 


Ser 


Phe 


Lys 


Lys 


Gly His 


Ser 


Leu Arg 


Glu 


Lys 


145 










150 








155 










160 


Leu 


Ala 


Glu 


Met 


Glu 


Thr 


Phe 


Arg 


Asp 


He Leu 


Cys 


Arg 


Gin 


Val 


Asp 










165 










170 








175 




Thr 


Leu 


Gin 


Lys 


Tyr 


Phe 


Asp 


Ala 


Cys 


Ala Asp Ala 


Val 


Ser 


Lys 


Asp 








180 










185 








190 






Glu 


Leu 


Gin 


Arg 


Asp 


Lys 


Val 


Val 


Glu 


Asp Asp Glu Asp Asp 


Phe 


Pro 






195 










200 








205 








Thr 


Thr 


Arg 


ser 


Asp Gly Asp 


Phe 


Leu 


His Ser Thr Asn Gly Asn 


Lys 




210 










215 








220 










Glu 


Lys 


Leu 


Phe 


Pro 


His 


Val 


Thr 


Pro 


Lys Gly 


He 


Asn Gly 


He 


Asp 


225 










230 








235 










240 


Phe 


Lys 


Gly 


Glu 


Ala 


He 


Thr 


Phe 


Lys 


Ala Thr 


Thr 


Ala 


Gly 


He 


Leu 










245 










250 








255 




Ala 


Thr 


Leu 


Ser 


His 


Cys 


He 


Glu 


Leu 


Met Val 


Lys 


Arg 


Glu 


Asp 


Ser 








260 










265 








270 






Trp 


Gin 


Lys 


Arg 


Leu 


Asp 


Lys 


Glu 


Thr 


Glu Lys 


Lys 


Arg 


Arg 


Thr 


Glu 






275 










280 








285 








Glu 


Ala 


Tyr 


Lys 


Asn 


Ala 


Met 


Thr 


Glu 


Leu Lys 


Lys 


Lys 


Ser 


His 


Phe 




290 










295 








300 










Gly Gly 


Pro 


Asp 


Tyr 


Glu 


Glu 


Gly 


Pro 


Asn Ser 


Leu 


He 


Asn 


Glu 


Glu 


305 










310 








315 










320 


Glu 


Phe 


Phe 


Asp 


Ala 


Val 


Glu 


Ala 


Ala 


Leu Asp Arg 


Gin 


Asp 


Lys 


He 










325 










330 








335 




Glu 


Glu 


Gin 


Ser 


Gin 


Ser 


Glu 


Lys 


Val 


Arg Leu 


His 


Trp 


Pro 


Thr 


Ser 








340 










345 








350 






Leu 


Pro 


Ser 


Gly 


Asp Ala 


Phe 


Ser 


Ser 


Val Gly Thr 


His 


Arg 


Phe 


Val 






355 










360 








365 








Gin 


Lys 


Pro 


Tyr 


Ser 


Arg 


Ser 


Ser 


Ser 


Met Ser 


Ser 


He 


Asp 


Leu 


Val 




370 










375 








380 










Ser 


Ala ■ 


Ser 


Asp 


Asp 


Val 


His 


Arg 


Phe 


Ser Ser 


Gin 


Val 


Glu 


Glu 


Met 
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385 

Val Gin Asn His 

Asn Trp Gin Leu 
420 

Glu Val Glu Glu 
435 

Ala Val Lys Gly 
450 

Val Asp Val Arg 
465 

Val Glu Thr Leu 

Arg Val Trp Pro 
500 

Arg Lys lie Pro 
515 

Cys Asn. Phe Ser 
530 

Val Arg Ala Lys 
545 

Pro Pro Glu Gly 

He Thr Tyr Val 
580 

Val Leu Arg Ala 
595 

Phe Thr Ser Tyr 
610 



390 

Met Thr Tyr Ser 
405 

Val Val Glu Glu 

Asn Gly He Val 
440 

Val Thr Gly His 
455 

Asn Asp Trp Glu 
470 

Ala Asp Asn Ala 
485 

Ala Ser Gin Arg 

Ala Leu Thr Glu 
520 

Val Asp His Asp 
535 

He Asn Val Ala 
550 

Asn Gin Glu He 
565 

Ala Asn Val Asn 

Val Ala Lys Arg 
600 

Val Gin Glu Lys 
615 



395 

Leu Gin Asp Val 
410 

Gly Glu Met Lys 
425 

Leu Asp Pro Leu 

Glu Val Cys Asn 
460 

Thr Thr He Glu 
475 

He He He Tyr 
490 

Asp Val Leu Tyr 
505 

Asn Asp Pro Glu 

Ser Ala Pro Leu 
540 

Met He Cys Gin 
555 

Ser Arg Asp Asn 
570 

Pro Gly Gly Trp 
585 

Glu Tyr Pro Lys 

Thr Ala Gly Lys 
620 



400 

Gly Gly Asp Ala 
415 

Val Tyr Arg Arg 
430 

Lys Ala Thr His 
445 

Tyr Phe Trp Asn 

Asn Phe His Val 
480 

Gin Thr His Lys 
495 

Leu Ser Val He 
510 

Thr Trp He Val 
525 

Asn Asn Arg Cys 

Thr Leu Val Ser 
560 

He Leu Cys Lys 
575 

Ala Pro Ala Ser 
590 

Phe Leu Lys Arg 
605 

Pro He Leu Phe 



<210> 3367 

<211> 366 

<212> DNA 

<213> Homo sapiens 



<400> 3367 
acgcgtgcag 
60 

gagaattacg 
120 

tgccttcccc 
180 

agtattttac 
240 

gaggtgctgg 
300 

cctcctgacc 
360 

accagg 
366 



gagaggagag 
ccacagaggt 
acttcaggcc 
ggactgaagg 
gagccccaca 
cagaccataa 



gccaggagat 
gttggaggct 
tcttagtgtc 
aggcgtgccg 
actcagggcc 
ccagcctccg 



agggagggca 
ggcatcgtgg 
aaggatgtga 
cctgccctgc 
ccccgacgcc 
attgtgcttt 



gtttgtggat 
catctcagga 
gaggcaaggg 
cctcctactg 
cagtaaggcc 
tgaccctgtt 



tgaaatgacc 
gcacggaggg 
ctgctgggag 
gtggaggaag 
actgtacacc 
tccttcaggc 



<210> 3368 
<211> 104 
<212> PRT 
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<213> Homo sapiens 
<400> 3368 

Met Thr Glu Asn Tyr Ala Thr Glu Val Leu Glu Ala Gly He Val Ala 

15 10 15 

Ser Gin Glu His Gly Gly Cys Leu Pro His Phe Arg Pro Leu Ser Val 

20 25 30 

Lys Asp Val Arg Gly Lys Gly Cys Trp Glu Ser He Leu Arg Thr Glu 

35 40 45 

Gly Gly Val Pro Pro Ala Leu Pro Ser Tyr Trp Trp Arg Lys Glu Val 

50 55 60 

Leu Gly Ala Pro Gin Leu Arg Ala Pro Arg Arg Pro Val Arg Pro Leu 
65 70 75 80 

Tyr Thr Pro Pro Asp Pro Asp His Asn Gin Pro Pro He Val Leu Leu 

85 90 95 

Thr Leu Phe Pro Ser Gly Thr Arg 
100 

<210> 3369 
<211> 1405 
<212> DNA 

<213> Homo sapiens 
<400> 3369 

cttgttccag ggaaaagctt tcagcagcaa agggaagcca tgaaacaaac catagaagaa 
60 

gataaggagc agaaaaatca ggaaaactgt ggtgcaaaga agaataaaaa gaagaggaaa 
120 

aaggttttat ataatgccaa taaaaatgat gattatgaca acgaggagat cttaacctat 
180 

gaggaaatgt cactttatca tcagccagca aataggaaga gacctatcat cttgattggt 
240 

ccacagaact gtggccagaa tgaattgcgt cagaggctca tgaacaaaga aaaggaccgc 
300 

tttgcatctg cagttcctca tacaacccgg agtaggcgag accaagaagt agccggtaga 
360 

gattaccact ttgtttcgcg gcaagcattc gaggcagaca tagcagctgg aaagttcatt 
420 

gagcatggtg aatttgagaa gaatttgtat ggaactagca tagattctgt acggcaagtg 
480 

atcaactctg gcaaaatatg tcttttaagt cttcgtacac agtcattgaa gactctccgg 
540 

aattcagatt tgaaaccata tattatcttc attgcacccc cttcacaaga aagacttcgg 
600 

gcattattgg ccaaagaagg caagaatcca aagcctgaag agttgagaga aatcattgag 
660 

aagacaagag agatggagca gaacaatggc cactactttg atacggcaat tgtgaattcc 
720 

gatcttgata aagcctatrca ggaattgctt aggttaatta acaaacttga tactgaacct 
780 

cagtgggtac catccacttg gctgaggtga aagaaacatc cattctgtgg catgttggac 
840 

ttgatctggc aaaaactgcc aataggagga ctgcccgaca ctgcagcaag attgaggata 
900 
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agatggaagg cagcagtata agctgtagat ctgttcttag atctcttgaa ttagtgagac 
960 

gacagttccc ttaggcagtt tgtgcatggc atcctttatt ctctatacat ggctttagcg 
1020 

gttcttgcct cattttggga ttctaaatgg aagctttcaa cagagcattc cattttgtcc 
1080 

tgttaaaacc ttttgttttc acctaaaccc tttctgctta gttgtatctc tgtgaaaaac 
1140 

ttgtatacac aagcgtccat gtctcacaca aatattgatg tgattattct taagtgttaa 
1200 

atcattaaca cttaaatgac ttcattggga atattgagca gagggactgt gcttctatgc 
1260 

actgggcaag gcagtatttg cttaggaaac taatttagtc atcagagata ctttcctaaa 
1320 

aaggaaaaat aaaaaacaaa atggtgccac tttgggttga agctactttg ttaggcttga 
1380 

attcatttat atgtcttttg attct 
1405 



<210> 3370 

<211> 269 

<212> PRT 

<213> Homo sapiens 



<4O0> 3370 
Leu Val Pro Gly 
1 

Thr He Glu Glu 
20 

Lys Lys Asn Lys 
35 

Asn Asp Asp Tyr 
50 

Leu Tyr His Gin 
65 

Pro Gin Asn Cys 

Glu Lys Asp Arg 
100 

Arg Asp Gin Glu 
115 

Ala Phe Glu Ala 
130 

Phe Glu Lys Asn 
145 

He Asn Ser Gly 

Lys Thr Leu Arg 
180 

Pro Pro Ser Gin 
195 

Asn Pro Lys Pro 
210 

Met Glu Gin Asn 



Lys Ser Phe Gin 
5 

Asp Lys Glu Gin 

Lys Lys Arg Lys 
40 

Asp Asn Glu Glu 
55 

Pro Ala Asn Arg 
70 

Gly Gin Asn Glu 
85 

Phe Ala Ser Ala 

Val Ala Gly Arg 
120 

Asp He Ala Ala 
135 

Leu Tyr Gly Thr 
150 

Lys He Cys Leu 
165 

Asn Ser Asp Leu 

Glu Arg Leu Arg 
200 

Glu Glu Leu Arg 
215 

Asn Gly His Tyr 



Gin Gin Arg Glu 
10 

Lys Asn Gin Glu 
25 

Lys Val Leu Tyr 

He Leu Thr Tyr 
60 

Lys Arg Pro He 
75 

Leu Arg Gin Arg 
90 

Val Pro His Thr 
105 

Asp Tyr His Phe 

Gly Lys Phe He 
140 

Ser He Asp Ser 
155 

Leu Ser Leu Arg 
170 

Lys Pro Tyr He 
185 

Ala Leu Leu Ala 

Glu He He Glu 
220 

Phe Asp Thr Ala 



Ala Met Lys Gin 
15 

Asn Cys Gly Ala 
30 

Asn Ala Asn Lys 
45 

Glu Glu Met Ser 

He Leu He Gly 
80 

Leu Met Asn Lys 
95 

Thr Arg Ser Arg 
110 

Val Ser Arg Gin 
125 

Glu His Gly Glu 

Val Arg Gin Val 
160 

Thr Gin Ser Leu 
175 

He Phe He Ala 
190 

Lys Glu Gly Lys 
205 

Lys Thr Arg Glu 
He Val Asn Ser 
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225 230 235 240 

Asp Leu Asp Lys Ala Tyr Gin Glu Leu Leu Arg Leu He Asn Lys Leu 

245 250 255 

Asp Thr Glu Pro Gin Trp Val Pro Ser Thr Trp Leu Arg 
2S0 265 

<210> 3371 

<211> 790 

<212> DNA 

<213> Homo sapiens 

<400> 3371 

nnacgcgtag ccacaagacc gggtccgttt ctggttgccg ttcccgcagg tgacgctgca 
60 

gacagaccag agactccagt caccctcgcc atctgtggaa tcatattctg gctgatcttt 
120 

ggtttcaaaa gtccggtggc ctggggctgt atggtcccac cccctggggg ggttgaggaa 
180 

gttgctgtcg tctgaggtac tgccgtacgt gtagtcctgg tccccgcttt tgccctggcc 
240 

aaagaagcac caagggagca tctggaccac caggctgcac accaaccctt ccccagaccg 
300 

cgattccgac aagagacggg gcaccctcca ttgcaaagag atttccccag atcctttctc 
360 

cttgatctac caaaccttcc agatctttcc aaagctgata tcaatgggca gaatccaaat 
420 

atccaggtca ccatagaggt ggtcgacggt cctgactctg aagcagataa agatcagcat 
480 

ccggagaata agcccagctg gtcagtccca tcccccgact ggcgggcctg gtggcagagg 
540 

tccctgtcct tggccagggc aaacagcggg gaccaggact acaagtacga cagtacctca 
600 

gacgacagca acttcctcaa cccccccagg gggtgggacc atacagcccc aggccaccgg 
660 

acttttgaaa ccaaagatca gccagaatat gattccacag atggcgaggg tgactggagt 
720 

ctctggtctg cctgcagcgt cacctgcggg aacggcaacc agaaacggac ccggtcttgt 
780 

ggctacgcgt 
790 

<210> 3372 
<211> 198 
<212> PRT 

<213> Homo sapiens 
<400> 3372 

Gly Thr Ala Val Arg Val Val Leu Val Pro Ala Phe Ala Leu Ala Lys 

15 10 15 

Glu Ala Pro Arg Glu His Leu Asp His Gin Ala Ala His Gin Pro Phe 

20 25 30 

Pro Arg Pro Arg Phe Arg Gin Glu Thr Gly His Pro Ser Leu Gin Arg 

35 40 45 

Asp Phe Pro Arg Ser Phe Leu Leu Asp Leu Pro Asn Phe Pro Asp Leu 
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50 55 60 

Ser Lys Ala Asp lie Asn Gly Gin Asn Pro Asn lie Gin Val Thr lie 
65 70 75 80 

Glu Val Val Asp Gly Pro Asp Ser Glu Ala Asp Lys Asp Gin His Pro 

85 90 95 

Glu Asn Lys Pro Ser Trp Ser Val Pro Ser Pro Asp Trp Arg Ala Trp 

100 105 HO 

Trp Gin Arg Ser Leu Ser Leu Ala Arg Ala Asn Ser Gly Asp Gin Asp 

115 120 125 

Tyr Lys Tyr Asp Ser Thr Ser Asp Asp Ser Asn Phe Leu Asn Pro Pro 

130 135 140 

Arg Gly Trp Asp His Thr Ala Pro Gly His Arg Thr Phe Glu Thr Lys 
145 150 155 160 

Asp Gin Pro Glu Tyr Asp Ser Thr Asp Gly Glu Gly Asp Trp Ser Leu 

165 170 175 

Trp Ser Val Cys Ser Val Thr Cys Gly Asn Gly Asn Gin Lys Arg Thr 

180 185 190 

Arg Ser Cys Gly Tyr Ala 
195 

<210> 3373 
<211> 726 
<212> DNA 

<213> Homo sapiens 
<400> 3373 

cgtacatgtt ttctctgggc tgacaggggc cctgcccctg gggcactgag ccctccctgt 
60 

gggtcctcga acagaagcca gggtctgtgc ggcacccacc agctgctggg ccatggcgga 
120 

gcgttctggt gcgggccagc gcctgaccgg tgcgggcggc ctcaggagag gagagcttgc 
180 

tcagtgcgtc acgtagtcag ggctcaggct ggggcccggc tccagagcct ggtcacattc 
240 

ccaagcttca ttctcttcac ctgtgaattg caggcttccc tggtgtgccc tgcacatgag 
300 

ggaagacaca cctgaagcac tgggtccctc catggccttg ggccgcagga accgtgggcg 
360 

cacgagcttg ggaaggacat gtcggaggcc ggcgcctgtg cgggcagaag ctgtgtcctc 
420 

cagcccttcc accaccagca tgttctcatt tccaggtttc tctgtttaaa aaacaaaagt 
480 

agcgcatcgg tggtcttcac gacgtacacc cagaagcacc cgtccatcga ggacgggcct 
540 

ccgtttgtgg agccgctgct taacttcatc tggttcctgc tgctggctgt ggacgggtgc 
600 

gtcttgggat cctgcagggg gagggggctg tgaatgtgcg ggttgtgtgt agacgtggtg 
660 

tggatagctg tgtgggtgtg tgtgcaagtg tagccatggt gtgggtagcc gtgtgggtat 
720 

atgcat 
726 

<210> 3374 
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<211> 84 
<212> PRT 

<213> Homo sapiens 



<400> 3374 

Met Ser Glu Ala Gly Ala Cys Ala Gly Arg Ser Cys Val Leu Gin Pro 

15 10 15 

Phe His His Gin His Val- Leu lie Ser Arg Phe Leu Cys Leu Lys Asn 

20 25 30 

Lys Ser Ser Ala Ser Val Val Phe Thr Thr Tyr Thr Gin Lys His Pro 

35 40 45 

Ser lie Glu Asp Gly Pro Pro Phe Val Glu Pro Leu Leu Asn Phe lie 

50 55 60 

Trp Phe Leu Leu Leu Ala Val Asp Gly Cys Val Leu Gly Ser Cys Arg 
65 70 75 80 

Gly Arg Gly Leu 



<210> 3375 

<211> 393 

<212> DNA 

<213> Homo sapiens 



<400> 3375 
acgcgtgcat 
60 

gcacatgtgc 
120 

agccacctgc 
180 

ctcgcttggc 
240 

ctggtactgt 
300 

tcctctcccc 
360 

cttgcccagc 
393 



acgtgatctc 
ccacacactc 
ctgggctttg 
tctgaaatct 
gcgcagcccc 
accaggcaag 
atccccggcc 



atgttcgcac 
agcactcaca 
ggggcccagc 
aggccaggat 
cacctggcag 
ctacccgctt 
tgcatctcac 



acatgtgtcc 
ccccgtcctg 
cggcatgggg 
gcagagcccg 
ccccttttcc 
gaggcttagg 
cag 



atgcagatgc 
caggctcagc 
agccccaggc 
cagtgcggcc 
tgtcaaagcc 
acgttgcgcc 



atgctctcac 
cccactcctg 
tccagctggc 
agtggagccc 
cctcccagcg 
ctcctgtgtc 



<210> 3376 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 3376 

Met Phe Ala His Met Cys Pro Cys 

1 5 
Ala His Thr Leu Ser Thr His Thr 
20 

Pro Glu Pro Pro Ala Trp Ala Leu 

35 40 
Pro Gly Ser Ser Trp Pro Arg Leu 

50 55 
Arg Ala Arg Ser Ala Ala Ser Gly 



Arg Cys Met Leu Ser Arg Thr Cys 

10 15 
Pro Ser Cys Arg Leu Ser Pro Thr 
25 30 
Gly Ala Gin Pro Ala Trp Gly Ala 
45 

Ala Leu Lys Ser Arg Pro Gly Cys 
60 

Ala Pro Gly Thr Val Arg Ser Pro 
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65 70 75 80 

His Leu Ala Ala Pro Phe Pro VaX Lys Ala Pro Pro Ser Val Leu Ser 

85 90 95 

Pro Pro Gly Lys Leu Pro Ala 
100 

<210> 3377 

<211> 5235 

<212> DNA 

<213> Homo sapiens 

<400> 3377 

ngtcgacatc ttggtctccg gtcttgggcc tgtttaagaa tcctggcatc acgtgtggcg 
60 

aggacatggc tgatcagctt tctgacagaa gtgggtaaat ttccgcgttg gtaaatttcc 
120 

tgacaggaaa tttcggggaa ctaaaaaggc tggaagaaca tgaagatgga gcagtcataa 
180 

accacccact caaggaccat ctccttcacg accatccaca cgagactcag attgtctgaa 
240 

ttgagctatc gcaacttaat gctaaaagct ccttaaagct acagatttat gacatagttc 
300 

cttccaaaat attacatcat aaatcattga gaagattaaa aaaaaacact tgaagaaatt 
360 

gtagttttaa acatctctgc atatattttg gatagctact aggttacttt aactgtcatt 
420 

aaggagcaca gacttactga agctttactg gacagaatcc tgggaaatcg atatcattat 
480 

aaggttatat ttcccagtta gcgggtgaag ggctggagac cttattgcag tcatggcttt 
540 

cacaaattac agcagtctga atcgagctca gctaaccttt gaatatctgc acacaaattc 
600 

gtaagtatcc tctaggtgcc actgaggtaa ccagtaactc gttccttgat attatatgga 
660 

aatcgcttcc ccagaaaatt Ctgctttttc actttttgag atgtatccca ctggagtgaa 
720 

atgtgtcact ggatatcttg agctctgtat tgaagaactg agatcagtga aatacttgtt 
780 

gctaatccag aagaatctga tttttgttta ttggatcaaa attttctaaa tgcaaacttt 
840 

agttatttga agtcaatatg ttgagttgtt tcattcaagt gtttatagga atccaacaaa 
900 

tactgctcta ttggatcgcc aaatgttgga ctatttCagt atcaaccgtt tcccctctgt 
960 

agtgacaacg tcctaaacag ttaggtttat aacaagtgtt tactttctaa caagaaaaca 
1020 

gaagacattt aaatgacaac tttcaagaag aaaattttta ttttttcaga agttggcatt 
1080 

atcttcctgg cagattgctc acatccaata ctatttgtat atgctaaaca ggaaacggca 
1140 

acttgtttat atctctattt agatagtctt tccccaaaat ttccacagaa acatacagtg 
1200 

ttcatggttc ttgagttcat gaaggagtaa tctaatcact ccaacatggt: ctggaatgtt 
1260 
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tcaggtttaa 
1320 

gttttaatac 
1380 

aaggatgttt 
1440 

taatcccagc 
1500 

gaactggttg 
1560 

cgagaggacc 
1620 

ccaagtgatg 
16B0 

actcagattg 
1740 

tttatcctgt 
1800 

catgaggaag 
1860 

cgggaacctg 
1920 

tactctccat 
1980 

agcggaacat 
2040 

gacataatct 
2100 

ccagagcggc 
2160 

atcttcatcc 
2220 

aggatgtaca 
2280 

gcagtgcacg 
2340 

acattagaag 
2400 

gtccagaaca 
2460 

gccaagcagc 
2520 

gaacaccggg 
2580 

gagaaagtgg 
2640 

gatgtgccct 
2700 

gagtaccggc 
2760 

gccatcgccc 
2820 

tggaaccagc 
2880 



tccatatgcc 
attcacctgt 
aggtctgtga 
actttgggag 
ataatgcaag 
ttcgaggagg 
ctgccagtgt 
ggcagtacgg 
tcaccaagaa 
aaggcattga 
tcacagacaa 
tccgcactga 
tggtgatcat 
caaatccaag 
gctcgttccg 
atgggcacaa 
agtacacgtc 
tagcaaggat 
tacgcctagg 
gagccatcac 
gagcacttaa 
atctggacgg 
gcccacagct 
acctggtcct 
acctgctccg 
agaggggaat 
ccccgtccag 



cactctcttg 
tacttttgag 
agaaaagaac 
gccgagaacc 
agatgctgat 
atttatgctt 
gatccagttt 
gaatgggtta 
ggaagacacc 
tgaagtgata 
tgtagagaaa 
ggaggaagtg 
cttcaatctc 
agatatccag 
tgcctatgcc 
ggtgcagacc 
aagccgtttc 
tgctgaagag 
tggagacctc 
tctgcgcaga 
agaacctaag 
catgttcatc 
ggaagggggc 
ggagcctaca 
agcaatgggg 
catcaagttc 
tgagctgcgt 



gaggctgtcc 
atgaagttca 
tcctaggccg 
actcacgaat 
gccaccagaa 
tgctttttgg 
gggaagtcgg 
aaatcgggct 
atgacctgcc 
gtcccactgc 
tttgccattg 
atgacccagt 
aaactcatgg 
atggcagaga 
gctgtgctct 
aagaggctct 
aagacccgtg 
aaggcgcggg 
acgcgggact 
gaagccgatg 
gaactgaatt 
tacaactgta 
atggcatgtg 
cacaacaaac 
gagcacctgg 
tgggatgagt 
tacaaacgcc 



agtagcgtca 
cctttcttgg 
ggtgctgtgg 
tcttgtttgg 
tagataccta 
atgatggagc 
ccaagcgaac 
caatgcgcat 
tcttcctgtc 
ccacctggaa 
agacagaact 
ttatgaagat 
ataatggaga 
cgtccccaga 
atattgatcc 
cctgctgcct 
cggagcagga 
aggcagagag 
ccagggtgat 
tcaagaagag 
ttgtttttgg 
gccgactgat 
gcggggttgt 
aggactttgc 
cgcagtattg 
ttggctacct 
ggagagccac 



aaactttagt 
atcacatgca 
ctcacgcctg 
tgctcttgct 
tgcagaaaga 
aggaatggac 
acctgagtct 
tgggaaggat 
tcgcacgttt 
tgctcggacc 
catctataag 
tcctggggac 
gccagaacta 
gggcacgaag 
ccggatgagg 
gtacaagccc 
ggtgaggata 
caaagctcgg 
gttgcgacag 
gatcaaggag 
tgtcaacatt 
caaaatgtat 
tggggttgtt 
tgatgccaag 
gaaggatatt 
ctctgccaac 
ggaaatcccc 
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accaccatcc 
2940 

gtggaaaaag 
3000 

cggtgtgagg 
3060 

aagacgcagg 
3120 

ctggaggccc 
3180 

ttggaagtga 
3240 

tcgccccctt 
3300 

cctagaccag 
3360 

gctttggcag 
3420 

cgaaagcctg 
3480 

ctgtcaccat 
3540 

atcaagactc 
3600 

agtcggaagc 
3660 

aggaaggaga 
3720 

gagctctcag 
3780 

aaagggctgc 
3840 

gtggaggtgg 
3900 

acgacaccaa 
3960 

ccttctccgg 
4020 

cctgtggccc 
4080 

gagcctgaca 
4140 

ctccggaatt 
4200 

agtgctatga 
4260 

gaagtagggc 
4320 

gcctccgagg 
4380 

cagaagctga 
4440 

aacacagatg 
4500 



agtgcgattt 
attaccctga 
cttctgaaca 
aagagaagca 
ttcagaaaac 
ccaccagacc 
tacctgctgt 
ccagccagcc 
cccgggagga 
ccaacactct 
ctttactgcc 
cagtggtgaa 
ggagtgtcgc 
ggtgcaagcg 
acagtgctgg 
acgtggaggt 
gcaagcatgt 
gagaccgctg 
aacatcagag 
agcaggccat 
ccactgccct 
gtttacggta 
attcagatga 
tccaaaacct 
aaagcctgcg 
ggaccaacat 
atgagctgga 



gtgtctgaaa 
cacctgggtt 
aaagcagaag 
gaaacaactg 
cacacccatc 
ttccactgag 
gatcaggaac 
ccgaaaggct 
ggccagcaca 
cgtcaagact 
caactccaag 
gaagacagag 
agtttctgat 
gggcagattt 
gggagaggac 
gcgtgtgaac 
ggtgcggtgg 
ggtggagaaa 
ccttgataca 
agctgtcgca 
gagcaccaat 
cttcctgcct 
gctaatatct 
gtgcaattcc 
cacctccgag 
cgtggcactc 
cgcctacatt 



tggagaaccc 
tgctccatga 
gttcccctgg 
acagagaaaa 
cgctcccaag 
gaacctg tgc 
gcccccagca 
cctgtcatca 
tctaggctgc 
gcatcccgac 
agccctcggg 
tcacccatca 
gaggaagaag 
gttgtgaagg 
tcggctgacc 
agggagtggt 
aaggtgaagt 
ggcagtgagg 
caacaggagg 
gagccctcca 
cacgagacca 
ccaagtttcc 
tttcctctga 
taccagagcc 
aggaagctcc 
ctgcaaaagg 
gaggacctca 



tccccttcca 
accctgatcc 
gaacattcag 
ttcgccagca 
cagacctgaa 
gtagacctca 
gacccccttc 
gcagtacccc 
tccagccacc 
ctgcccctct 
aggttccttc 
aactctcccc 
ttgaggagga 
aggaaaagaa 
tcaagagagc 
acacgggccg 
ttgactacgt 
atgtgcggct 
gcggggagga 
cttccgaatg 
tcgacctgct 
ccatctccaa 
aggagtactt 
gtgctgactc 
gcgagacgga 
tgcaggagga 
tcaccaaggg 



gctgagttct 
tgaacaggac 
aaaggacatg 
gcaggagaag 
gaaattgccc 
gcgtcctcgg 
tttgccaact 
aaagctccct 
tgaggcaccc 
ggtgcagcaa 
tcccaaagtc 
ggctacccct 
agctgagagg 
ggactcgaat 
tcagaaagat 
tgtcacagcc 
gcccacagac 
gatgaaaccc 
ggaggcgggc 
cctccgcatt 
tgtccagatc 
gaagcagctg 
caagcaatat 
ccgggccaag 
ggagaagctg 
catagacatc 
ggactgaagg 
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caggagagag agcagctccc ctgcccacct gcccctcaac cctgtagctg cagggggagg 
4560 

ggacttcatt catgggttgg tggtcgcacc ttggtttgac ttacacggga catttgtgtt 
4620 

tttggaggaa aagataccct gattctttga atcttcctta agtttataaa tatttatttt 
4680 

ttaaaagaag atgctgtgcc tgtgagacca tacttttttt tttttttttt tttttttttt 
4740 

ttttttttgg tgactgcaaa ggacagagaa cctttccact ttggccatac tgggttgcta 
4800 

agccggagcc atttcagctc ctggctcctc aagataacgg cgagtccagt gccatcttgg 
4860 

agaagctcca ggggcagggc tgacttttct cctacaggag gaacaatgtg gggatctgag 
4920 

ggatgggagg gagacttccc cctagagtgg tggtcctgct gggggctcat atccagggac 
4980 

ccaaaagggg ggctgtgtag gaggttccac attggagggg ctctctctct cgcagctgtc 
5040 

agagttggtc ctggctgtgg cgtccaaaca gcttgaggga aaaagatcct gtctaaccac 
5100 

ctcatctact actcaagttc tttctgaagg agggatttct tcagtcaacc atggacagtg 
5160 

aggtttctca ccacagtaac ttgggtccag gttgaggggg agacagatct gtggtaaatc 
5220 

tctgacttgg gcagc 
5235 



<210> 3378 
<211> 970 
<212> PRT 

<213> Homo sapiens 



<400> 3378 

Met Leu Cys Phe Leu Asp Asp Gly Ala Gly Met Asp Pro Ser Asp Ala 

15 10 15 

Ala Ser Val He Gin Phe Gly Lys Ser Ala Lys Arg Thr Pro Glu Ser 

20 25 30 

Thr Gin He Gly Gin Tyr Gly Asn Gly Leu Lys Ser Gly Ser Met Arg 

35 40 45 

He Gly Lys Asp Phe He Leu Phe Thr Lys Lys Glu Asp Thr Met Thr 

50 55 60 

Cys Leu Phe Leu Ser Arg Thr Phe His Glu Glu Glu Gly He Asp Glu 
65 70 75 80 

Val He Val Pro Leu Pro Thr Trp Asn Ala Arg Thr Arg Glu Pro Val 

85 90 95 

Thr Asp Asn Val Glu Lys Phe Ala He Glu Thr Glu Leu He Tyr Lys 

100 105 HO 

Tyr Ser Pro Phe Arg Thr Glu Glu Glu Val Met Thr Gin Phe Met Lys 

115 120 125 

He Pro Gly Asp Ser Gly Thr Leu Val He He Phe Asn Leu Lys Leu 

130 135 140 

Met Asp Asn Gly Glu Pro Glu Leu Asp He He Ser Asn Pro Arg Asp 
145 150 155 160 

He Gin Met Ala Glu Thr Ser Pro Glu Gly Thr Lys Pro Glu Arg Arg 
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Ser Phe Arg Ala 
180 

lie Phe lie His 
195 

Leu Tyr Lys Pro 
210 

Arg Ala Glu Gin 
225 

Glu Glu Lys Ala 

Arg Leu Gly Gly 
260 

Val Gin Asn Arg 
275 

Arg lie Lys Glu 
290 

Asn Phe Val Phe 
305 

Phe lie Tyr Asn 

Pro Gin Leu Glu 
340 

Asp Val Pro Tyr 
355 

Ala Asp Ala Lys 
370 

Leu Ala Gin Tyr 
385 

Lys Phe Trp Asp 

Pro Ser Ser Glu 
420 

Thr Thr lie Gin 
435 

Gin Leu Ser Ser 
450 

Met Asn Pro Asp 
465 

Gin Lys Val Pro 

Glu Lys Gin Lys 
500 

Leu Glu Ala Leu 
515 

Lys Lys Leu Pro 
530 

Val Arg Arg Pro 
545 

Arg Asn Ala Pro 

Ser Gin Pro Arg 
580 

Ala Leu Ala Ala 



165 

Tyr Ala Ala Val 

Gly His Lys Val 
200 

Arg Met Tyr Lys 
215 

Glu Val Arg He 
230 

Arg Glu Ala Glu 
245 

Asp Leu Thr Arg 

Ala lie Thr Leu 
280 

Ala Lys Gin Arg 
295 

Gly Val Asn He 
310 

Cys Ser Arg Leu 
325 

Gly Gly Met Ala 

Leu Val Leu Glu 
360 

Glu Tyr Arg His 

375 

Trp Lys Asp He 
390 

Glu Phe Gly Tyr 
405 

Leu Arg Tyr Lys 

Cys Asp Leu Cys 
440 

Val Glu Lys Asp 
455 

Pro Glu Gin Asp 
470 

Leu Gly Thr Phe 
485 

Gin Leu Thr Glu 

Gin Lys Thr Thr 
520 

Leu Glu Val Thr 
535 

Gin Arg Pro Arg 
550 

Ser Arg Pro Pro 
565 

Lys Ala Pro Val 
Arg Glu Glu Ala 



170 

Leu Tyr He Asp 
185 

Gin Thr Lys Arg 

Tyr Thr Ser Ser 
220 

Ala Val His Val 
235 

Ser Lys Ala Arg 
250 

Asp Ser Arg Val 
265 

Arg Arg Glu Ala 

Ala Leu Lys Glu 
300 

Glu His Arg Asp 
315 

He Lys Met Tyr 
330 

Cys Gly Gly Val 
345 

Pro Thr His Asn 

Leu Leu Arg Ala 
380 

Ala He Ala Gin 
395 

Leu Ser Ala Asn 
410 

Arg Arg Arg Ala 
425 

Leu Lys Trp Arg 

Tyr Pro Asp Thr 
460 

Arg Cys Glu Ala 
475 

Arg Lys Asp Met 
490 

Lys He Arg Gin 
505 

Pro He Arg Ser 

Thr Arg Pro Ser 
540 

Ser Pro Pro Leu 
555 

Ser Leu Pro Thr 
570 

He Ser Ser Thr 
585 

Ser Thr Ser Arg 



175 

Pro Arg Met Arg 
190 

Leu Ser Cys Cys 
205 

Arg Phe Lys Thr 

Ala Arg He Ala 
240 

Thr Leu Glu Val 
255 

Met Leu Arg Gin 
270 

Asp Val Lys Lys 
285 

Pro Lys Glu Leu 

Leu Asp Gly Met 
320 

Glu Lys Val Gly 
335 

Val Gly Val Val 
350 

Lys Gin Asp Phe 
365 

Met Gly Glu His 

Arg Gly He He 
400 

Trp Asn Gin Pro 
415 

Met Glu He Pro 
430 

Thr Leu Pro Phe 
445 

Trp Val Cys Ser 

Ser Glu Gin Lys 
480 

Lys Thr Gin Glu 
495 

Gin Gin Glu Lys 
510 

Gin Ala Asp Leu 
525 

Thr Glu Glu Pro 

Pro Ala Val He 
560 

Pro Arg Pro Ala 
575 

Pro Lys Leu Pro 
590 

Leu Leu Gin Pro 
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130 135 -140 

Gin Val Met Leu Leu Glu His Thr Pro Pro Gly Ser Ala lie Leu Ser 
145 150 155 160 

Val Ser Ala Thr Asp Arg Asp Ser Gly Ala Asn Gly His He Ser Tyr 

165 170 175 

His Leu Ala Ser Pro Ala Asp Gly Phe Ser Val Asp Pro Asn Asn Gly 

180 185 190 

Thr Leu Phe Thr He Val Gly Thr Leu Ala Leu Gly His Asp Gly Ser 

195 200 205 

Gly Ala Val Asp Val Val Leu Glu Ala Arg Asp His Gly Ala Pro Val 

210 215 220 

Arg Ala Ala Arg Ala Thr Val Asn Val Gin Leu Arg Asp Gin Asn Asp 
225 230 235 240 

His Ala Pro Ser Phe Thr Leu Phe His Tyr Arg Val Ala Val Thr Glu 

245 250 255 

Asp Leu Pro Pro Gly Ser Thr Leu Leu Thr Leu Glu Ala Thr Asp Ala 

260 265 270 

Asp Gly Ser Arg Ser His Ala Ala Val Asp Tyr Ser He He Ser Gly 

275 280 285 

Asn Trp Gly Arg Val Phe Gin Leu Glu Pro Arg 
290 295 

<210> 3381 

<211> 1379 

<212> DNA 

< 2 1 3 > Homo sapiens 



<400> 3381 

ntgccgctcg tgtcagtcaa catggaggca 
60 

gagccgctgg aagggacaga acagacacta 
120 

gaagcggcct gtggcagcaa gaaacgggta 
180 

ccgccgcgct tccggcccct gcacgtccgc 
240 

cgcgtcttct ttcaggctga ggaccggttc 
300 

gccggaggga aaaagcggtc ctacaccaag 
360 

gacaagcgca tagccaagcg cgtggcggcc 
420 

aggcgcagcc ccttccgtta tgatctttgg 
4S0 

tcccacctca gcgagcacct cgcctttgag 
540 

gaggttgctc aagccaagcg tgagaccgac 
600 

cgctttcttg cggccgatgg ggaccctgct 
660 

cgtcctaccg agcaggaact gagggcccgt 
720 

gctcgcctgg caactgccca ggacaaggcc 
780 



gaggaatcgg agaaggccgc aacggagcaa 
gatgcggagg aggagcagga ggaatccgaa 
gtgccaggta ttgtgtacct gggccatatc 
aaccttctca gcgcctatgg cgaggtcgga 
gtgagacgca agaagaaggc agcagcagct 
gactacaccg agggatgggt ggagttccgt 
agtctacaca acacgcctat gggtgcccgc 
aacctcaagt acttgcaccg tttcacctgg 
cgccaggtgc gcaggcagcg cttgagagcg 
ttctatcttc aaagtgtgga acggggacaa 
cgcccagatg gctcctggac atttgcccag 
aaagcagcac ggccaggggg acgtgaacgg 
cgctccaaca aagggctcct ggccaggatc 
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tttggagccc cgccaccctc agagagcatg gagggacctt cccttgtcag ggactcctga 
840 

gggcctgggt ggccccttcc atttcctggc cctgctctgc ttcctgtcta cctcatacta 
900 

gaatgatcgt gactacccgg gcagacattt tactgtgttt ctcagaccaa gtgtctactg 
960 

atggcccaaa catggagttt tgtgggcttc cactgtcccc actccgaact cctgtatgtg 
1020 

cctggctgag tcacctaatt catactgtca tactagcata attatgacta ttgcatatgc 
1080 

ttgttttgtt tgactcttgg ctgcctacgt ctgtagggtc ccctgaaaat cccacttcct 
1140 

gcccccagaa agggccttta tttccaacta ggaggataat gcctagtcca ggcaatcttt 
1200 

ctctgtttag cagtcacagg tgagggtggt attagcatct tttttatgta gaaaaaattg 
1260 

agttaatggg gtggactggg ttgggaagaa atacatttcc taatgtattt atagaaaata 
1320 

aaaatatttt tatgtgaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaa 
1379 



<210> 3382 

<211> 279 

<212> PRT 

<213> Homo sapiens 



<400> 3382 

Xaa Pro Leu Val Ser Val Asn Met Glu Ala Glu Glu Ser Glu Lys Ala 

15 10 15 

Ala Thr Glu Gin Glu Pro Leu Glu Gly Thr Glu Gin Thr Leu Asp Ala 

20 25 30 

Glu Glu Glu Gin Glu Glu Ser Glu Glu Ala Ala Cys Gly Ser Lys Lys 

35 40 45 

Arg Val Val Pro Gly lie Val Tyr Leu Gly His lie Pro Pro Arg Phe 

50 55 60 

Arg Pro Leu His Val Arg Asn Leu Leu Ser Ala Tyr Gly Glu Val Gly 
65 70 75 80 

Arg Val Phe Phe Gin Ala Glu Asp Arg Phe Val Arg Arg Lys Lys Lys 

85 90 95 

Ala Ala Ala Ala Ala Gly Gly Lys Lys Arg Ser Tyr Thr Lys Asp Tyr 

100 105 110 

Thr Glu Gly Trp Val Glu Phe Arg Asp Lys Arg lie Ala Lys Arg Val 

115 120 125 

Ala Ala Ser Leu His Asn Thr Pro Met Gly Ala Arg Arg Arg Ser Pro 

130 135 140 

Phe Arg Tyr Asp Leu Trp Asn Leu Lys Tyr Leu His Arg Phe Thr Trp 
145 150 155 ISO 

Ser His Leu Ser Glu His Leu Ala Phe Glu Arg Gin Val Arg Arg Gin 

165 170 175 

Arg Leu Arg Ala Glu Val Ala Gin Ala Lys Arg Glu Thr Asp Phe Tyr 

180 185 190 

Leu Gin Ser Val Glu Arg Gly Gin Arg Phe Leu Ala Ala Asp Gly Asp 

195 200 205 

Pro Ala Arg Pro Asp Gly Ser Trp Thr Phe Ala Gin Arg Pro Thr Glu 
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210 2X5 
Gin Glu Leu Arg Ala Arg Lys Ala 
225 230 
Ala Arg Leu Ala Thr Ala Gin Asp 
245 

Leu Ala Arg lie Phe Gly Ala Pro 
260 

Pro Ser Leu Val Arg Asp Ser 
275 



220 

Ala Arg Pro Gly Gly Arg Glu Arg 
235 240 
Lys Ala Arg Ser Asn Lys Gly Leu 

250 255 
Pro Pro Ser Glu Ser Met Glu Gly 
265 270 



<210> 3383 

<211> 309 

<212> DNA 

<213> Homo sapiens 



<400> 3383 

ttttcttttc ctctgactgt agaacatgct tgctcatcat ggtagcaggg aaaaatgtca 
60 

gtgttgcttg cacacaaatt ttgtagctgg agtgagtatt gttgttattt gtgttatagg 
120 

aaatgctcac ttcttaacct cttttgtcct ggagcataga attactgcaa atgctcaccc 
180 

ctgggagctg tcctgccccc gatctcccac acaaacactc cagcatgaaa gagcgagact 
240 

caatctcaaa aaaaaaaagt ttcgggcacc tgaacaggaa ctggtttcca tcatcaactc 
300 

agaaagccc 
309 



<210> 3384 
<211> 94 
<212> PRT 

<213> Homo sapiens 
<400> 3384 

Met Leu Ala His His Gly Ser Arg Glu Lys Cys Gin Cys Cys Leu His 

15 10 15 

Thr Asn Phe Val Ala Gly Val Ser lie Val Val lie Cys Val lie Gly 

20 25 30 

Asn Ala His Phe Leu Thr Ser Phe Val Leu Glu His Arg lie Thr Ala 

35 40 45 

Asn Ala His Pro Trp Glu Leu Ser Cys Pro Arg Ser Pro Thr Gin Thr 

50 55 60 

Leu Gin His Glu Arg Ala Arg Leu Asn Leu Lys Lys Lys Lys Phe Arg 
65 70 75 80 

Ala Pro Glu Gin Glu Leu Val Ser lie He Asn Ser Glu Ser 
85 90 



<210> 3385 

<211> 720 

<:212> DNA 

<213> Homo sapiens 

<400> 3385 
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nncctaggag atgaagccgc cagcctgagc 
60 

gtaggggtga gccggcttgg ccagagggag 
120 

gtgaaaacag tgacggtgcg ggggtgggga 
180 

tatcctggaa gcttcagggt gggcccgagg 
240 

cctcttgcca ggttctttgt gaacttcccc 
300 

cacatggagg atcccctgga gatggagcgg 
360 

gtcatggggg ccctcaacac tgtcgtggag 
420 

gtgctcgccc ttgtggggaa agcccacgcc 
480 

aagatcctct ctggggtcat tctggaggtg 
540 

cctgagacgc agagagcctg ggccaagctg 
600 

gcctacaagg aagtgggctg ggtgcagcag 
660 

ctgccctctt cggggccgta ggacccctcc 

720 



aagcctggca gatagacatg gccagacttg 
gagggtctat gctgaggtct actgatggta 
gcactgcggt ccacttcttc agccccccac 
cagcctccag cttcagcgac cacccctgtt 
tcggccaagc agtacttcag ccagttcaag 
agcccccagc tgcggaagca cgcctgccga 
aacctgcatg accccgacaa ggtgtcctct 
ctcaagcaca aggtggaacc ggtgtacttc 
gtcgccgagg aatttgccag tgacttccca 
cgtggcctca tctacagcca cgtgaccgct 
gtccccaacg ccaccacccc accggccaca 
ctccaccccc ctccctggca gcacctcgag 



<210> 3386 
<211> 188 
<212> PRT 

<213> Homo sapiens 



<400> 3386 

Met Val Val Lys Thr Val Thr Val Arg Gly Trp Gly Ala Leu Arg Ser 

15 10 15 

Thr Ser Ser Ala Pro His Tyr Pro Gly Ser Phe Arg Val Gly Pro Arg 

20 25 30 

Gin Pro Pro Ala Ser Ala Thr Thr Pro Val Pro Leu Ala Arg Phe Phe 

35 40 45 

Val Asn Phe Pro Ser Ala Lys Gin Tyr Phe Ser Gin Phe Lys His Met 

50 55 60 

Glu Asp Pro Leu Glu Met Glu Arg Ser Pro Gin Leu Arg Lys His Ala 
65 70 75 80 

Cys Arg Val Met Gly Ala Leu Asn Thr Val Val Glu Asn Leu His Asp 

85 90 95 

Pro Asp Lys Val Ser Ser Val Leu Ala Leu Val Gly Lys Ala His Ala 

100 105 110 

Leu Lys His Lys Val Glu Pro Val Tyr Phe Lys lie Leu Ser Gly Val 

115 120 125 

lie Leu Glu Val Val Ala Glu Glu Phe Ala Ser Asp Phe Pro Pro Glu 

130 135 140 

Thr Gin Arg Ala Trp Ala Lys Leu Arg Gly Leu lie Tyr Ser His Val 
145 150 155 160 

Thr Ala Ala Tyr Lys Glu Val Gly Trp Val Gin Gin Val Pro Asn Ala 

165 170 175 

Thr Thr Pro Pro Ala Thr Leu Pro Ser Ser Gly Pro 
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180 185 

<210> 3387 
<211> 3299 
<212> DNA 

<213> Homo sapiens 
<400> 3387 

nacgcgtgaa ggggaagcag gcacgtccgg aagcgctcct ccagcaggga cagctcactg 
60 

atgaggtcgg tgatggcgtt ggtaaaggct tcctgggggt ttgccccgcc ggagtaatcc 
120 

ggaagaggcc tcttattagg gctctggtgg cggcggcggc ggacccttgg ggtctggacg 
180 

caacggcggc gggagcatga acgcccctcc agccttcgag tcgttcttgc tcttcgaggg 
240 

cgagaagaag taagcgacgc cggctgcggc gggccgagga tcaccattaa caaggacacc 
300 

aaggtaccca atgcctgttt attcaccatc aacaaagaag accacacact gggaaacatc 
360 

attaaatcac aactcctaaa agacccgcaa gtgctatttg ctggctacaa agtcccccac 
420 

cccttggagc acaagatcat catccgagtg cagaccacgc cggactacag cccccaggaa 
480 

gcctttacca acgccatcac cgacctcatc agtgagctgt ccctgctgga ggagcgcttt 
540 

cgggtggcca taaaagacaa gcaggaagga attgagtagg ggccagaggg ggctctgctc 
600 

ggcctgtgag ccccgttcct acctgtgcct gaccctccgc tccaggtacc acaccgagga 
660 

gagcggccgg tcccagccat ggcccgcctt gtggccaccc ctcaccctga caccgacgtg 
720 

tcggccaccc ctcaccctga caccgacgtg tcctgtacat agattaggtt ttatattcct 
780 

aataaagtat agcggaagag acctggatgt ggacttgagc agcggtgact tcgcaagcaa 
840 

atggattgtc aggcttgatg caggcagatg acctgtttca ggggcgtccg gctggcaggg 
900 

atgaattcat tctggaccaa agatccgggg tccaggggct gctgcggggg ctgtgctgag 
960 

ccggagagaa gtgtgcaaac ccatgagctc ccaagagtct ctgctctaga agcctcaact 
1020 

cctgggcctg cctgtcagtc aaagcaggaa cacttcttcc tgcataactc gaaacacctt 
1080 

tccacaggct tcttgtccac agtagagttt aataaaaata ttcactgaaa gacccccccc 
1140 

acccccatcg gcccaaagct gaataagtta gttagctgtg tccctggtcc tttgcgatgg 
1200 

tgtgaggcta catcctcccc cagatggcta cgatgttgga gtccgtcagg gcggtgaggt 
1260 

aggtgaagga ggcattggcc accactgtgt tcaccatggt cttggtcacc acctggccaa 
1320 

gggcccaggg ctggggccac ttcaggatct gtgtgggggc ctgcagggct gccggcagca 
1380 
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ggggtggctg cttcaggatg ttgctgacgt 
1440 

cacagagcac aatcccctta tcagggcagg 
1500 

acgaccattg cagccgcgcc aggaccacca 
1560 

cccacgtctg cctccagctc cacaggcaga 
1620 

cgatgtcctc attcacaaat gccagcccat 
1660 

cagagaagac gaattccact tcacacaccc 
1740 

cccagcagca gcagccgccc tcgcagccgg 
1800 

cagggcagag gcgcaggggg atagaggtgg 
1860 

attcgtagtc ctggctgggc accccgatgt 
1920 

ccgtgaagag atgggtctcg tgggcggggc 
1980 

gggctcggat gaccccgcag cagaagccgg 
2040 

gtaggcctgc agccgccagc acactccagc 
2100 

tcagagcggt ccaggccaca gaaaagaact 
2160 

cgatgcccgt ctggcaatca attacgcaca 
2220 

gggatgtggc cccctcctcc caggccggct 
2280 

ggtcctgggg gctgttgttc ttgctgtggc 
2340 

cagcaggctg gctgccatcg gagcctgcca 
2400 

aggcacacgc ccgcttgctg ggagaaaggc 
2460 

ccgccagtct ggccctgggc ttgtgggcag 
2520 

tagccttttg cacctgggtc ctactggcgg 
2580 

gccactgggt gaactcgctg agggactcgg 
2640 

tcacaaagtc cgcctgggcc ttctcagcct 
2700 

tctcccagtg agctgtgacc ctgctggtca 
2760 

aagttgagga cgcatccttg ccattgacct 
2820 

tcaggttgtc attgaccgtc aggaaggggt 
2880 

ggaactggca caaggcagta acatccccca 
2940 

ggtgggacag gcccaggttg tccggcagcg 
3000 



cgtagagcca cacgttgccc tcctcatccc 
cgctgagcga gaagtaggcc aactcggtgg 
ctgccactgt ggactggctg ccccggcccc 
tggtgcccag gccgctcccc btggaggcca 
ccactctccg tccagatgcc tcggagccct 
tcctcttttg gggctggtcc agccgcacgt 
ccagcaggcg ggcgtccggg caggaggcga 
tgtccagtgt gagcagctgg ctggcctgga 
cccagaggat gatccgcttg tcataggagg 
tgaagcacag ggtggcgatg gccttcttgt 
cacgcacgtg cagcagccgg accaggcccc 
gcttcttgtg gccagcctgt gtgaccacca 
cctcgccggg tgccttgtac ttgtggagca 
cagcctcccc gccgcacgtg gccacggtct 
cgaaggcaca ggcccacagc tgggtctcga 
actgcaggaa gtgcaggggc tccagcttca 
cagggctgcc ctccacctgg gccgacgggg 
tgagtgggac gtcgtctggc cgtttcaagg 
ctccagcttc tgggggcttc tctgggctgc 
ccaccagctc ctcagagacc atccgcaccc 
gcccgtagcg gacatccctg acagccgact 
cctcttcagg acccagtgtg gccatgaact 
gctcccgatt caggttctcc acctgagagt 
tacggagcgt gggcaggaga aaggagactt 
tgccctccag gctgagttcc tcgagcttgg 
gctggttgtt ggcgcagcgg aggacacgca 
tctccaggtg gttgttagac aggtcaagct 
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cctgcagctg cgtcaggcgg cacaggagtt tggggtccag gtgctcggaa agcagctcca 
3060 

atcctgacag gtccagactc cggatcttcc ccagccggtc gcccttgggg cgcccgcgct 
3120 

gcattagcag ccgcgccgag agggggccca tggcgaggag gcgcagcccg cgctgaccca 
3180 

gtcggccacc ccggcgtgtg gcgtcgccct gcgtctcctg gagcccggca ctggcgtccg 
3240 

cggtaactga gcccaggagg cggcgccgcg cgagcccgtg ggcgttaacg accggaagg 
3299 

<210> 3388 
<211> 153 
<212> PRT 

<213> Homo sapiens 



<400> 3388 




























Ser Gly Arg 


Gly 


Leu 


Leu 


Leu 


Gly 


Leu 


Trp 


Trp Arg 


Arg 


Arg 


Arg 


Thr 


1 




5 










10 










15 




Leu Gly Val 


Trp 


Thr 


Gin 


Arg 


Arg 


Arg 


Glu 


His 


Glu 


Arg 


Pro 


Ser 


Ser 




20 










25 










30 






Leu Arg Val 


Val 


Leu 


Ala 


Leu 


Arg 


Gly 


Arg 


Glu 


Glu 


Val 


Ser 


Asp 


Ala 


3S 










40 










45 








Gly Cys Gly 


Gly 


Pro 


Arg 


lie 


Thr 


He 


Asn 


Lys 


Asp 


Thr 


Lys 


Val 


Pro 


50 








55 










60 










Asn Ala Cys 


Leu 


Phe 


Thr 


He 


Asn 


Lys 


Glu 


Asp 


His 


Thr 


Leu 


Gly 


Asn 


65 
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75 










80 


lie lie Lys 
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Gin 


Leu 


Leu 


Lys 


Asp 


Pro 


Gin 


val 


Leu 


Phe 


Ala 


Gly 






85 










90 










95 




Tyr Lys Val 


Pro 


His 


Pro 


Leu 


Glu 


His 


Lys 


He 


He 


He 


Arg 


Val 


Gin 




100 
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Thr Thr Pro 


Asp 
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Ser 


Pro 


Gin 


Glu 


Ala 


Phe 


Thr 


Asn 


Ala 


He 


Thr 


115 
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Asp Leu lie 


Ser 


Glu 


Leu 


Ser 


Leu 


Leu 


Glu 


Glu 


Arg 


Phe 


Arg 


Val 


Ala 


130 








135 
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lie Lys Asp 


Lys 


Gin 


Glu 


Gly 


He 
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145 150 

<210> 3389 
<211> 308 
<212> DNA 

<213> Homo sapiens 
<400> 3389 

nntgtctcca agcccttcca ccaccagcat gttctcattt ccaggtttct ctgtttaaaa 
60 

aacaaaagta gcgcatcggt ggtcttcacg acgtacaccc agaagcaccc gtccatcgag 
120 

gacgggcctc cgtttgtgga gccgctgctt aacttcatct ggttcctgct gctggctgtg 
180 

gacggggaac cttctgacca gcctcatggg ctcctcagag caggaggatg gggaggagag 
240 

ccccagcgac ggcagcccca tcgagctgga ctgaactggc caggccacgt ggagacacca 
300 
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cggtcgac 
308 

<210> 3390 

<211? 102 

<212> PRT 

<213> Homo sapiens 

<400> 3390 

Xaa Val Ser Lys Pro Phe His His Gin His Val Leu He Ser Arg Phe 

15 10 15 

Leu Cys Leu Lys Asn Lys Ser Ser Ala Ser Val Val Phe Thr Thr Tyr 

20 25 30 

Thr Gin Lys His Pro Ser He Glu Asp Gly Pro Pro Phe Val Glu Pro 

35 40 45 

Leu Leu Asn Phe He Trp Phe Leu Leu Leu Ala Val Asp Gly Glu Pro 

50 55 60 

Ser Asp Gin Pro His Gly Leu Leu Arg Ala Gly Gly Trp Gly Gly Glu 
65 70 75 80 

Pro Gin Arg Arg Gin Pro His Arg Ala Gly Leu Asn Trp Pro Gly His 

85 90 95 

Val Glu Thr Pro Arg Ser 
100 

<210> 3391 

<211> 1295 

<212> DNA 

<213> Homo sapiens 

<400> 3391 

atcgtctttt tactttattt agaaacctgt ttggaggtta tggatgataa acccaatcct 
60 

gaagccctaa gtgacagttc agagcgtctt ttctcctttg gcgtcatcgc agatgttcaa 
120 

tttgcagact tagaagatgg ctttaatttc caaggaacca ggcggcgata ctacagacat 
ISO 

agtcttcttc acttacaggg tgccattgaa gactggaata atgaaagcag catgccctgt 
240 

tgtgtccttc agcttggaga tatcatcgat ggatataatg cacagtataa tgcatccaaa 
300 

aagtccctag aacttgttat ggacatgttc aagaggctta aagttccagt tcatcataca 
360 

tggggaaacc acgaatccta taacttcagt agagagtatt taacacactc taaacttaac 

420 

actaagtttc tagaagatca gattgtacat catcctgaga ccatgccttc agaagattat 
480 

tatgcttatc attttgtacc attccctaaa ttccggttca ttttacttga tgcatatgac 
540 

ttgagtgtct tgggcgtgga tcagtcttct ccaaaatacg agcagtgtat gaagatattg 
600 

agggagcaca atccaaatac ggaactgaat agtcctcaag gactttctga gccccagttt 
660 

gtccagctta atggaggatt cagccaagaa cagctaaact ggttgaacga agtgctaaca 
720 
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